WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9831 


40199 


A 


9892 


121 


2320 


EM AFQKA VKGTl LVGGGALAT 

VLGLSQFAHYRRKQMNLAYVK 

AADCISEPVNREPPSREAQLLTL 

QNTSEFDILVIGGGATGSGCAL 

DAVTRGLKTALVERDDFSSGTS 

SRSTKLIHGGVRYLQKAIMKLD 

IEQYRMVKEALHERANLLEIAP 

HLSAPLPIMLPVYKWWQLPYY 

WVGIKL\YDLVARKANCLKSSY 

VLSKSRALEHFPMLQKDKLVG 

AIVYYDGQHNDAXRMNLAIALT 

AA\RYGAATANYMEVVSL\LKK 

TDP\QTGK\VHVSGARCKGCPST 

GQEFDVRAKCV1NATGPFTDSV 

RKMDDKDAAAIACQPSAGVHIV 

MPGYYSPESMGLLDPATSDGR 

VIFFLPWQKMT1AGTTDTPTDV 

THHP1PSEEDINFILNEV\RNYLS 

CDVEVRRGDVLAAWSGIRPLV 

TDPKSADTQSISRNHVVD1SESG 

LITIAGGKWTTYRSMAEDT1NA 

AVKTHNLKAGPSRTVGLFLQG 

GKDWSPTLYIRLVQDYGLESEV 

AQHLAATYGDKAFEVAKMAS 

VTGKRWPIVGVHLVSEFPY1EA 

EVKYGIKEYACTAVDM1SRRTR 

LAFLNVQAAEEALPRJ VELMG R 

ELNWDDYKKQEQLETARK\FL 

YYEMGYKSRSEQLTDRSEISLL 

PSD1DRYKKRFHKFDADQKGFI 

TIVDVQRVLESIMVQMDENTLH 

EILNEVDLNKNGQVELNEFLQL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9832 


40200 


A 


9893 


1 


2020 


MLKPLMGGGAHRRAAAGARK 

WDGTA1IASTSGLEVLWVTTSR 

SKTVESVGLAKPGQHNDARMN 

LA1ALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVINATGPF 

TDSVRKMDDKDAAAI\CQA\SA 

GVHIVMPGYYSPESMGLLDPAT 

SDGRVIFFLPWQKMTIAGTTDT 

PTDVTHHPIPSEEDINFILNEVR 

NYLSCDVEVRRGDVLAAWSGI 

RPLVTDPKSADTQSISRNHVVDI 

SESGL1TIAGGKWTTYRSMAED 

TINAAVKTHNLKAGPSRTVGLF 

LQGGKDWSPTLYIRLVQDYGL 

ESEVAQH LAATYGDKAFEVAK 

MASVTGKRV/WPIVGVRLVSDF 

PYIEAEVKYG1KEYACTAVDMT 

SRRTRLAFLNLQAAEEALPRLL 

ELMGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEI SLLPSD1DRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LMKTAEENLDRRVPIPVDRSCG 

GLYFCVRNWWVLGLTDFKNE 

AADPSGVKLQTFTVSVTALKV 

ARLELFVSPGGLVVLLGSGVKL 

QIFAPNMAMHNKAAPPQIPDTR 

RELAELVKRKQELAATLAKFG 


9833 


40201 


A 


9894 


2 


593 


ISSAVEFETSQLSGLWTEQSAA 
RSRGEN1VCGPQGPRG/GPWVP 
AEPTGSPVVSEEPLDLLPTLDLR 
QEMPPPRVFKSFLSLLFQGLSVL 
LSLAGDVLVSMYREVCSIRFLF 
TVVSLL\NLFLSAFWLGLLYLVS 
PLENEPKEMLTLSEYHERVRSQ 
GQQLQQLQAELDKLHKEVSTV 
RAANSERGAKLVFQRLNEGFV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9834 


40202 


A 


9895 


1 


1105 


MRRSSRPGSASSSRKHTPNFFSE 
NSSMSITSEDSKGLRSAEPGPGE 
PEGRRARGPSCGLLFQGLSVLL 
SLAGDVLVSMYREVCSIRFLFT 
AVSLLSLFLSAFWLGLLYLVSP 
LEN EPKEMLTLSEYHERVRSQG 
QQLQQLQAELDKLHKEVSTVR 
AANSERVAKLVFQRLNEDFVR 
KPDYALSSVGAS1DLQKTSHDY 
A DRNTA YFWNRFSFWN YARPP 
TVILEPHYFPGNCWAFEGVQGQ 
VVIQLPG/HECTLSDITLQHPPPS 
VEHTGGANSAPRDFAVFFLLSF 
FTHQGLQVYDETEVSLGKFTFD 
VEKSE1QTFHLQNDPPAAFPKV 
K.1QILSNWGHPRFTCLYRVRAH 
GVRTSEGAEGSAQGPH 


9835 


40203 


A 


9896 


10 


395 


VEPGKRLIDR1VET1CSCFQGPQ 
TDEGVQLQIIKALLTAVTSPHIEI 
H EG Tl LQT VRTC YN I Y L A S KNL1 
NQTTAKATLTQML/NHARSDSG 
KVSTENGDAPRERGSSLSGTN\ 
DGAQEVVKDILEDVVT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9836 


40204 


A 


9897 


1 


1698 


MLGTSVEDIAQFLHQEERLDST 

QVGDFLGDSARFNKEVMYAYV 

DQLDFCEKEFVSALRTFLEGFR 

LPGEAQKIDRLMEKFAARYIEC 

NQGQTLFASADTAYVLA YSI 1 M 

LTTDLHSP/PDLEMHQPAGARS 

ADRNRCEDALPVWIWA*KRRE 

PEGPH1GRRRVHGPWPR*FGEW 

RSG*KTDGQLPRJGW*DQLAEC 

GCSCGQDFYWVYQTGWKCNS* 

LCPLAVCCVHG*TGFPPPSSHV 

QLA EDCGDII LQH ESDPTTV VS 

NMACDWRSLQ*DKL*MLGTSV 

EDIAQFLHQEERLDSTQVGDFL 

GDSARFNKEVMYAYVDQLDFC 

FKEFVSALRTFLEGFRLPGEAQ 

KI DRLMEKFAARYI ECNQGQTL 

FASADTAYVLAYS1IMLTTDLH 

SPQ1LKCISQLELAQLIGTGVKT 

RYLSGSGREREGSLKGHTLAGE 

EFMGLGLGNLVSGGVDKRQM 

ASFQESVGETSSQSVVVAVDRI 

FTGSTRLDGNAIVDFVRWLCA 

VSMDELASPHHPRMFSLQK1VE 

ISYYNMNR1RLQWSRIWHVIGD 

HFNKTSCDRLRELHVSEVFTVI 

TETRETKGPRDTP1 FIETLVKVK 

Lbt>r KrbbKr IMiVlb 1 rKVLLMj 

a \/i cd \v\ a r.nrni nupiuvc cw\ 
A V L^KJUAU^t^LUivKJn I t>vIN 

DLVEYSPVTEKHLTDGMTVRE 
LCSAAITMSDNTAANLLLTTIG 


9837 


40205 


A 


9898 


1 


492 




9838 


40206 


A 


9899 


1 


3555 




9839 


40207 


A 


9900 


1 


4145 


MFVLKVGCPSLLLRDPRRSLLH 

YTCFTSVPVLVQVGCNPNEDV 

A1FAVDSLRQLSMKFLEKGELA 

NFRFQKDFLRPFEHIMKKNRSP 

TIRDM AIRC I AQM VNSQ A AN 1 R 

SATIFQHHFPAAIDSFQDAVKCL 

SEFACN A AFPVDTSM EA I RL1RF 

ULifN I L\icKrK.VLLD I lolJIJMfM 

VAPGDRVWVRGWFPILFELSC1I 
N RCKLD V RTRG LT VMFEIM KS 
YGHTFEKHWWQDLFRIVFRIFD 
NMKLPEQLSEKS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9840 


40208 


A 


9901 


1 


5477 


MQESQTKSMFVSRALEK1LADK 
EVKRPQHSQLRRACQVALAWK 
LLLIAPLAVGKATPVKMWSNK 
VEQLTVMNMHSAEQETDEIKA 
EIEK.QRLGTAAPPKANFIEADK 
YFLPFELACQSKSPRVVSTSLDC 
LQKLIAYGHITGNAPDSGAPGK 
RL1DRIVETICSCFQGPQTDEGV 
QLQIIKALLTA VTSPH IE1HEGT1 
LQTVRTCYNIYLASKNL1NQTT 
AK.ATLTQMLNVIFTRMENQVL 
QEARELEKPIQSK 


9841 


40209 


A 


9902 


2 


740 


TGWEGRAEAEVPQDDRREPRH 
S/IEVEEEDQK.LVSASLEP1GG/P 
PDCPQKPQ\PQCPLSPSKKWGC 
DLCL*QHKLAQKWRREISTSVP 
SQPGLGPGRTADTGPSLPIATPA 
GQEAGRTPAPPAWSAFDLDST 
VVKMEKGWICS*KYTRSQASC 
SELPRRLGRAGPTEELGMPTQE 
VAPLPARG*GPESLPL/ASRQEF 
LSGRTVRVKLGLPLPLTEGKIV 
LPGGEGGSPHVCPSPWIIERRTA 
DQGVVAE 


9842 


40210 


A 


9903 


1 


1376 


MPSSSVGPARPSLRGSSEQLAW 

LRGIFSYRSSPPPSPQQSSPNQTR 

SRQHYAPSVFEKYTASVTVGSK 

EVTLNLYDTAALAGPWPALHS 

WRPLRGAGCGALEAK.PYTKQ 

WAALGPPMVPGLLRYLLWSLQ 

TLATPGQRPREGPH A HTPRAEA 

TAGQEPARDPKGSARNPEPQRP 

RGKGVRAAPKQGVRGMSIPAQ 

PHASTRAGSERRSE\QRRLLSSF 

TGSCDSDLLKFNQLKFRKKKLK 

FCK.SHIHDWGLFAMEPSGDPLE 

SAWIHARNAPTTTPSQTPHPPPR 

EAGNPNPPPRAPEARGPGHDKA 

AQKACVHGGPNTQHPRPQPEP 

AVPPAALAPPPKHQLSSQASSPS 

RLGRAAERPHKTQQRQTPTHT 

GPFIAAATAEHAPQALPPPAPAP 

HYNRTRPAQLRNPPTPKKGSEE 

PAQPTKHTPATPAKRDPKGGG 

ARRRPARPLQPHSGGEEDEKES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9843 


40211 


A 


9904 


724 


2076 


KLCPCLYHFFHTNVQRHAPFVA 

NPFLLTHIQISTKHPA1VGTTELL 

LCVGGVQRVLQLAPQRLQLLA 

QVPALLLRLGPGHTLRLQVLLG 

LGQGCLSLPQGFQQLGPGPTLV 

FCPLPELLEEDAVGEALATDAD 

ALQDPVAAKLVQHQPWLQLPG 

LGKQPPPLPVSQLEVGRAVPLH 

HPQGALLLLALLEGLQSLLPRV 

HSPFLHDTFRRHRPVPASLQLN 

SFEQLCITTPQKLQQLFNHTMF 

VSPPAVNVQANPAGLLALLDEE 

CWFPK.ATDKSFVEKVAQEQGG 

HPKFQ\RPRHLRDQADFSVLHY 

AGKVDYKANEWLMKNMDPLN 

DNVAALLHQSTDRLTAEIWKD 

VEGIVGLEQVSSLGDGPPGGRP 

RRGMFRTVGQLYKESLSRLMA 

TLSNTNPSFVRCIVPNHEKRAG 

KLEPRLVLDQLRCNGVLEG1RI 

CRQGFPNRILFQEFRQ 


9844 


40212 


A 


9905 


2 


480 


VGCMGCSKGPWRQAFQVDVH 
VSDLALPQCRLQTGMRGAFGK. 
PQGTVARVH1GQVIMSIRTKLQ 
NKEHVIEALRRAK.FKFPGRQKV 
CSAAAPFSHLCPRPPDSVLSIAP 
*IHISKKWGFTKFNADEFEDMV 
AEKRLIPDGCGVKYIPSRGPLD 
KWRALHS 


9845 


40213 


A 


9906 


1 


485 


SDEYDQLCSEALVGAQICAKK 
YIVKCCGKNGFHIRVRLHPFHV 
ICrNRMLACAGTDRLQTGMGG 
AIGKP\QGTVARILIGQVIMSIRT 
KLQNKEHVIEALRRAKF1CFPGR 
QKIHISKKWGFTKFNADEFEDM 
VAEKRLIPDGCGVKY1PSRGPL 
DKWRALHS 


9846 


40214 


A 


9907 


198 


452 


DYYLEGL1NHIVHHDHFLNLQN 
HSSNLPVAE1CYR*RYRKKVQQ 
RIIIAKDYTTELFSNR*LFN 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9847 


40215 


A 


9908 


2 


1968 


SYLHCK.WATMEELEKDPRIAQ 

KIKRFRN KQAQMKHIFTEPDED 

LFNPDYVEVDRJLEVAHTKDAE 

TGEEVTHYLVKWCSLPYEEST 

WELEEDVDPAKVKEFESLQVLP 

EIKHVERPASDSWQKLEK.SREY 

KNSNQLREYQLEGMNWLLFN 

WYNRKNCILADEMGLGKTIQSI 

TFLSEIFLRGIHGPFLIIAPLST1T 

NWEREFRTWTEMNAIVYHGSQ 

ISRQMIQQYEMVYRDAQGNPL 

SGVFKFHVV1TTFEMILADCPEL 

KK1HWSCVIIDEAHRLKNRNCK 

LLEGLKLMALEHKVLLTGTPLQ 

NSVEELFSLLNFLEPSQFPSETA 

FLEEFG DLKTEEQVKKLQSI L K.P 

MMLRRLK DDVEKNL APKQETI 1 

EVELTNIQKKYYRAILEKNFSFL 

TKGANQHNMPNLINTMMELRK 

CCNHPYLFNGAEEKILEDFRKT 

H SPDAPDFQLQG\M1QA\AGKL 

VL1DKLLPKLIAGGHKVLIFSQM 

VRCLDILEDYLIQRRYTYERIDG 

RVRGNLRQAAIDRFCKPDSDRF 

VFLLCTRAGGLGINLTAADTC1I 

FDSDWNPQNDLQVPEGRIQKV 

u/cnMC\t/Dij a rtonn\i a a a \ n 
WrJ,l^IVIi> W rKAv^rt^UJN A A A ALL 

QDFGSQLGVQSEETGPFHNRQK 
QDSGNSHTAPRGRESFIKPPSSR 
DLLPLKIQKEGPATNYNS 


9848 


40216 


C 


9909 


223 


402 





1306 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9849 


40217 


A 


9910 


1 


1710 


MFEKAARQEWIQVAKSVTRVA 

MSSYTFQK.NPDLISVGEDVEKK 

LELSYAAVTMAWGQYGDYGY 

PYQQYHDYSDDGWVNLNRQG 

FSYQCPQGQVIVAVRS1FSKKE 

ADSVSRASATGPDSGQFFLLER 

VGTCKTTAEAQPQRDDPYLVT 

RTVEGLSRTVEGVGRGLTQAA 

AGEGAGAVEAAW/NSLCGPFSS 

TPMASDEETEA1RGHETRPDDT 

AKNSGA1QQHSQCSWPLYY/RA 

PHSVKRYQTCSNNGLVAGFQS 

RYFESVLDREWQFYCCRYSKR 

CPYSCW/LSLAADQTLMTPGVG 

EAPRKCSSFRKGNRTIEPALTGP 

KSPTYSVGMPSLKLRPNDSHPS 

A VLLLPNF WLTTE YPG H YG EE 

MDMISYNYDYYIRGATTTFSAV 

ERKEERRERKGIGDKKHTEPTV 

LVWAAIPHYLRLGNLRTIEIYFH 

SSGSWKVQDQVDPEEEPARQN 

HRDRVPCHTPPLGGQEGDSQPV 

VMRAKDHYELEKQKALGQVE 

DEEDLCQQQRLPEQTYGSEEAP 

QEAKKNLGSPEPNSQAGAQKPI 

SMATNRAVFDVTCNFSPHWLQ 

CLQSRSLSPEDPGL 


9850 


40218 


B 


9911 


101 


1237 




9851 


40219 


A 


9912 


1 


622 


NLSDRH RGSHLESQHFQRLKQE 
DLLSPR1QDQPGQHWETLSHINI 
VVIGHVDSGKSTTTGHLIYKCG 
G 1 DKRTIEKFEKEAAEMGKGSF 
KYAWVLDKLKAERVERGITIDIS 
LWK.FETSKYYVTIIDAPGHRDFI 
KNMITG\TSQADCAVL1VAAGV 
GEF\EAGISK\NGQT\REHALPG/ 
YSQKRYEEIVKEVSTYIKKIGYT 
PDTVACVP 


9852 


40220 


A 


9913 




762 


VVQTQISKTADELISYWGTSFPP 
PFAASLTLYELEYCITIDISLWK 
FETSKYYATVIDAPGHRDFIKN 
MITGTSQADCAVLIFAAGVGEF 
EAVTFAPVNVTTEVKSVEMHH 
EVLSEALPGDNVDFDVKNVSV 
KEVHHGNVAGQISAGCAPVLD 
CHMAHIACKFAKLKKKTGSTS 
GKKLEDGPTFLKSGDAAIVDM 
VPGKPMCVESFSVYPPLSRFAV 
CDMRQTVAVGVIEAMDKMAAV 
GAGKVTMSAQKAHNAK 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9853 


40221 


A 


9914 


1 


618 


MVQARPGAHPTLLPGPTAAWV 
SGFSGGGSDLTGAREAQERGR 
WSPTESSSASVSPVAKVSKFTLS 
SELEGGDYPKERERTGGGPGRP 
PDWTPHGTGA\LQSPHPRTAPA 
PHPTPCPGRPRDAGQRSPGAPA 
WSPRVHRPTPSLLPPRRWTAAA 
LWAAWQRPLPASQPGRGTSPG 
NPGPGRTPPSPQEVGSPGH1HIS 
LRTGFPPTL 


9854 


40222 


C 


9915 




406 




9855 


40223 


A 


9916 


1379 


2096 


NGGGCGAARGGAAPGEGTRRG 
ACWATRGLPGTGRSAAAPARR 
GERQQLAMDVFLMIRRHKTTIF 
TDAKESSTVFR/ELKRIRRGQSS 
KRPPDEQRL\YK\DDQLLD\DG\ 
KTLGECGFVTSQNRHRPQAPAT 
VGSGLPASSAASSTDDTFEALCI 
EPFSS\PPEL\PDVDGRPQGFGEG 
SAQLNKAVQVETPQEGP1FPQL 
KGDLGSLPGCCLFFPPLPGMGP 
TPCGLLLGLVLGSSCAVLSPRS 


9856 


40224 


A 


9917 


1 


695 


MAHAGRTGYDNREIVMKYIHY 

KLSQRGYEWDAGDVGAAPPG 

AAPAPGIFSSQPGHTPHPAASRD 

PVARTSPLQTPAAPGAAAGPAL 

SPVPPVVHLALRQAGDDFSRRY 

RGDFAEMSSQLHLTPFTARGRF 

ATVVEELFRDGSVNREMSPLW 

DNIALWMTEYLNRDLHTWIQD 

NGGWPWDFLIGATTPVTIPYLP 

YHSTEECQL1NVKGTAEFKIPFA 

KPDEM1QAKIIDGC 


9857 


40225 


A 


9918 


3 


422 


C S L K.NWRE VL ALL LT Y SGTEKF 
PELCXDLMEKVMVLNRSLEQLR 
GPH/GGSAVLGQQSPPFPFPRIV 
VGATLHSKETSSYRLGSQPSHQ 
VPTPSPRPRVFTPQSSPAMPLAP 
SHPSPYQGPRTQNISDYRAPGP 
QA1QPLPL 


9858 


40226 


A 


9919 




849 





1308 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9859 


40227 


A 


9920 


3 


868 


NSSPPFPFPRIVVGATLHSKETS 

SYRLGSQPSHQVPTPSPRPRVFT 

PQSSPAMPLAPSHPSPYQGPRT 

QN1SDYRAPGPQAIQPLPLSPGV 

RPGPQDSWKEAPAPRGNLQRN 

KLPETFMPPAPITGPS/IM/RPHP* 

ATRDSSLTAPLSPV*VMLPQEF 

QENS\PAGDKDNVFPSLGKPPSP 

PCVQVMVDGPHSSR/PCAEGD 

WVQVPGVLTAEKGRLLISPTLL 

*WEQCDCESLGTSP*GSHEKDS 

LPLWPFSLLLYQQLQHLPPEKM 

ERK.ELPPEHQSLKSSFEALLQRC 


9860 


40228 


A 


9921 


1 


307 


MKLKELERPAVQAWSPASQYP 

LYLATGTSAQQLDSSFSTNGTL 

E1FEVDFRDPSLDLKHRGVLSA 

LSRFHKLVWGSFGSGLLESSGV 

1VGGGDNGMLILYNVTHILSSG 

KEPVIAQKQKHTGAVRALDLN 

PFQPPEDIKALSWNRQAQH1LSS 

AHPSGKAVVWDLRKNEPIIKVS 

DHSNRMHCSGLAWHPDIATQL 

VLCSEDDRLPVIQLWDLRFASS 

PLKVLESHSRGILSVSWSQADA 

ELLLTSAKDSQILCRNLGSSEPC 

PRLVF1SQVTTESEFLMRSAELQ 

EALGSGNLLNYCQNKSQQALL 

QSEKMLWQFLKVTLEQDSRMK 

FLKLLGYSKDELQKKVATWLK 

SDVGLGESPQPKGNDLNSDRQ 

QAFCSQASKHTTK.EASASSAFF 

DELVPQNMTPWE1P1TICDIDGLL 

SQALLLGELGPAVELCLKEERF 

ADA1ILAQAGGTDLLKQTQERY 

LAKKKTK1SSLLACVVQKNWK 

DVVCTCSLKNWREALALLLTY 

SGTEKFPELCDMLGTRMEQEGS 

RALTSEARLCYVCSGSVERLVE 

CWAKCHQALSPMALQDLMEK 

VMVLNRSLEQLRGPHGVSPGP 

ATTYRVTQYANLLAAQGSLAT 

AMSFLPRDCA/PAARD1YAPSTN 

YCSSYEPHP*ATRDSSLTAPCLQ 

SASAPAT*EDGKEGAAPRASVL 

EEQL*GASPTLLPVCN*LKDKK 



1309 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9861 


40229 


A 


9922 


3 


2751 


SVSWSQADAELLLTSAKDSQIL 
CRNLGSSEVVYKLPTQSSWCFD 
VQWCPRDPSVFSAASFNGW1SL 
YSVMGRSWEVQHMRQADK1SS 
SFSKGQPLPPLQVPEQVAQAPLI 
PPLKKPPKWIRRPTGVSFAFGG 
KLVTFGLPSTPAHLVPQPCPRL 
VFISQVTTESEFLMRSAELQEAL 
GSGNLLNYCQNKSQQALLQSE 
KMLWQFLKVTLEQDSRMKFLK 
LLGYSKDELQKKVATWLKSDV 
GLGESPQPKGNDLNS 


9862 


40230 


A 


9923 


363 


543 




9863 


40231 


A 


9924 


2 


737 


EAETEYFVRCIKHMFTNH1VFQ 

LFHLLTFQFDCTNTLNDQLLEK 

VTVQMEPSESYEVLSCIPAPSLP 

YNQPGICYTLVRLPDDDPTAVA 

GSFSCTMKFTVRDCDPNTGVPD 

EDGNDDEYVLEDLEVTVSDHIQ 

KVLKPNF\AAAWEE\VGDT\FEK 

EETFALSSTKTLEEAVN\NIITFL 

GMQPCERS\DKVPENQD\SHSL 

YLAGIFRGGYDLALVRARLALA 

DGVTMQVTVRCKHRTPVDI1LA 


9864 


40232 


A 


9925 


327 


464 


GSPTTRPAKPLTLSSGHLRSRPR 

WAEGPQYHLP*ISAPRAKLGV 

MM 


9865 


40233 


A 


9926 


2 


1179 


WQPDIGPYGGLLNVVVDGLF11 

GWMYLPPHDPHVDDPMRFKPL 

FR1HLMERKAATVECMYGHKG 

PHHGHIQIVKKDEFSTKCNQTD 

HHRMSGGRQEEFRTWLREEWG 

RTLEDIFHEHMQEL1LMKFIYTS 

QYDNCLTYRRIYLPPSRPDDLIK 

PGLFKGTYGSHGLEIVMLSFHG 

RRARGTK1TGDPNIPAGQQTVEI 

DLRHRIQLPDLENQRNFNELSRI 

VLEVRERVRQEQQEGGHEAGE 

GRGRQGPRESQPSPAQPRAEAP 

SKGPDGTPGEDGGEPGDAVAA 

AEQPAQCGQGQPFVLPVGVSSR 

NEDYPRTCRMCFYGTGLIAGH 

GFTSPERTPGVFILFDEDRFGFV 

WLELKSFSLYSRVQATFRNAD 

APSPQAFDEMLKNI\QSLTS 














TG K.FPSC/CLLSFYGTGLIAGHG 
FTSPERTPGVFILFDEDRFGFVW 
LELKSFSLYSRVQATFRNADAP 
SPQAFDEMLKNIQSLTS 


9867 


40235 


A 


9928 


1 


3651 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9868 


40236 


A 


9929 


1 


3720 


MEEMFGGGAADDYGKAGPPE 
DEGDPKAGAGPPPGPPAYDPY 
GPYCPGRASGAGPETPGLGLDP 
NKPPELPSTVNAEPLGLIQSGPH 
Q A APPPPPPPPPPPAPA SEPKGG 
LTSPI FCSTK.PKKLLK.TSSFH LL 
RRRDPPFQTPKK.LYAQEYEFEA 
DEDKADVPADIRLNPRRLPDLV 
SSCRSRPALSPLGDIDFCPPNPG 
PDGPRRRGRKPTKAKRDGPPRP 
RGRPRJRPLEVPTTAGPASASTP 
TDGAKKPRGRG 


9869 


40237 


A 


9930 


503 


739 


QGWRRRRPISKISESRNMQNFL 
HALSNCLPEGGA*DRCSSRLEE 
GRQLPPLLLGSLQVAKKSGGTG 
WMVRCSQCLFLG 


9870 


40238 


A 


9931 


1 


1148 


MGGKGDDSWVISATPLGKCCA 
AVPLGGNPTLRVDQLWRKQRP 
PLQQCTASAPGGWVTSLMGAG 
THAANTGFQLVWSSKRPMYKV 
LQAFFGVQRSDRSAMNGQGFS 
KCVGMP1THTRQQADLGRGPE 
ETEDK.KQQSRGSDELRSEGEEP 
EPYLLRTSKWKDKER1LKAARE 
MKQ1 1YNGA P1HLA ADFS VETL 
QAKKEWCD1FKVLKKKTFYPK 
MVLTAGPSHPQSV1SVSFTGLA 
NAASLTMSPDLHGQPGFAGLSS 
VAAVDWQWALLRPSPPQGRM 
G LLP1CQATQGPQLC VASPSDK 
EGFLLLFGKEIARLTNKGGARL 
YKCD1VQGVCCEDPLATLDWE 
LRPDLEQGERPTPERHKPFLLG 
KSFSAPLIKICRYEWQMF 


9871 


40239 


A 


9932 


333 


689 


NSFLTCILPPVSPTDLLQPSAQ 

WKQLSLARRNVHSTRLAGARR 

CAASGPSPVAAHCYHPVSGHSR 

LLHGCQHGHWGSWQVPEVPPG 

SPFSLAPVWKRRQTALPAILHL 

PVEHYYPEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9872 


40240 


A 


9933 


84 


933 


PLTSPEAFSNRCGLRGPPVPCVP 
VGRLQFYNDVSSLGICLPDSSCC 
SSWHGPHSLHH/HVQACKASIR 
ASGTAASANCAFSRYHVHCSIA 
FQIKVLHNLIVLTVIIPAAEHMA 
WGPGIAQPNPPHRASGHSSWGP 
EVGPKLSTTA1LVGTYPQVPPV 
GLETGPPSLFQPLP1STHTAWNT 
ENCPANATV1AHPTLAAQGTKN 
PPTLLVHHCHYQHLSLKDDGT 
RRENSLKLGEGKVILQTEGIQK 
GMDPTMEYATNYWKKLQLWK 
RRQTALPA1LHLPVEHYYPEL 


9873 


40241 


A 


9934 


1 


627 


MESLDTETSTWGECHRKIRGM 
VPQVKELAEEEEAPPDGAVAE 
YRREKQKYEALRKQQSKKGTS 
REDQQI1IKNLPCTNHCIWQSTH 
EHIPALSDLSGKRAKQVIPVKG 
GEHYERTLALLNQFKSK.LTQAI 
AETPEND1P\ETEV\EDDEGWMS 
HVL\QFEGKSRKSGKVPSMQDS 
DTFEIYDPRNP/LVNKRREGKK. 
AKSLMREKKERRLK 


9874 


40242 


A 


9935 


1 


371 


PMR.PAFTRVEMARVLMERNQY 
KER.LMELQEAVRWTEMIRASR 
EHPSVQEKKKSTI WQFFSRLFSS 
SSSPLRPKRPYPSVNIHYKSPTE 
GCSV\AAGFSPPPCHLHCDVCPL 
PRLFPQDLEVTPG 


9875 


40243 


A 


9936 


2 


186 




9876 


40244 


C 










9877 


40245 


c 


9938 


161 


341 




9878 


40246 


c 


9939 


303 


439 




9879 


40247 


c 


9940 




, 419 




9880 


40248 


c 


9941 




307 




9881 


40249 


A 


9942 


3 


80 


YNPAPYKEKTITL/PCPRKLGPP 
QGS/S*NGPPSSSSSSQCSVSFND 
PHLPEGQ VQAAR* WAPPGI L 


9882 


40250 


c 


9943 


249 


427 




9883 


40251 


A 


9944 


90 


244 


TVVPHDPCGTDAHVCETHMD 

MCPSHSVMLCGWLTFAEFRGA 

MGEGG RESFLLNQASFCY*CSQ 

AGFSSNLWRCSRAGRGNTADE 

LWCHMTLVAQMPTYVKHTWT 

CVPATVLCSVAGSPLLSSGVQW 

GREGGKASS 


9884 


40252 


C 


9945 


4 


204 




9885 


40253 


c 


9946 


340 


497 




9886 


40254 


c 


9947 


158 


184 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


9887 


40255 


A 


9948 


200 


386 


LFYTME*IMAFLLSSSSSPGRPF* 
R1LGGAKVYAGMQRYSFFLIGS 
R1ITYLGIFGRELYFC 


9888 


40256 


B 


9949 


47 


622 




9889 


40257 


A 


9950 




630 




9890 


40258 


A 


9951 


1 


782 




9891 


40259 


A 


9952 




677 


MHGLGRWDACPQDEMSESGQ 
SSAAATPSTTGTKSNTPTSSVPS 
AAVTPLNESLQPLGDYGVGSK 
NSKRAREKRDSRNMEVQVTQE 
MRNVSIGMGSSDEWSDVQD1ID 
STPELDMCPETRLDRTGSSPTQ 
GIVNKAFGINTDSLYHELSTAG\ 
S*VIGDVDEGADLLGNNDRKK 
VYTSVQTRPPQACTFSVRLVES 
THAELVG1EGRLYHKIHPLRVH 
GAVGYSVLT 


9892 


40260 


C 


9953 


202 


366 




9893 


40261 


A 


9954 




2429 


MKEGGWGCDPVGRGVTSGHV 
LQMKLLPFRQKKAHIME1QLNG 
GTVAEKVAWAQARLEKQVPV 
HSVFSQSEVIDVIAVTKGRGVK 
GVTSRWHTKKLPRKTHKGLRK 
VACIGAWHPARVGCSIARAGQ 
KGYHHRTELNKK1FRIGRGPHM 
EDGKLVKNNASTSYDVTAKS1T 
PLGGFPHYGEVNNDFVMLKGC 
IAGTKKRV1TLRKSLLVHHSRQ 
AVENIELKFIDTTSKFGHGRFQT 
AQEKRAFMADGLSLSPAASDS 
DYPPGEMFLDSDVNPEDPGAD 
GVLAGITLVGCATRCNVPRSNC 
SSRGDTPVLDKGQGEVATIANG 
KVNPSQSTEEATEATEVPDPGP 
SEPETATLRPG PLTEH V FTDPA P 
TPSSGPQPGSENGPEPDSSSTRP 
EPEPSGDPTGAG SSA APTM WLG 
AQNGWLYVHSAVANWKKCLH 
SIKLKDSVLSLVHVKGRVLVAL 
ADGTLAIFHRGEDGQWDLSNY 
HLMDLGHPHHSIRCMAVVYDR 
VWCGYKNKVHVIQPKTMQ1EA 
SAGQGPGEGKRLLLASSSPASSI 
RKSTRPTHDST\KSFDAHPRRES 
QVRQLAWIGDGVWVSIRLDST 
LRLYHAHTHQHLQDVD1EPYVS 
KMLGTGKLGFSFVRITALLVAG 
SRLWVGTGNGVVISIPLTETVV 
LHRGQLLGLRANKTSPTSGEGA 
RPGGIIHVYGDDSSDRAASSFIP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihlc nucleotide insertion) 


9894 


40262 


A 


9955 


9 


452 


K1KVLSKNSQVTDFPVPTLLND 
GQCLGYNSTPYKEKA1TL/PCPR 
KLGPPQGSFKTA/APSSSSPSFNF 
FNGSQNSVTNFWSSCFH*KVLI 
LKTNNLKLPHAKKKTKVV/LQ 
NILLSF*RFYDALLSLTSLLLLN 
LNGQLKQTVMRPFFHH 


9895 


40263 


A 


9956 


1 


3223 


ATATPSTTGTKSNTPTSSVPSAA 

VTPLNESLQPLGDYGVVSKNSK 

RAREKRDSR\NMEVQVTQEMR 

NVSIGMGSSDEWSDVQDIIDST 

PEL DMCPETRLDRTG SSPTQG I 

VNKAFGINTDSLY\HELSTAGS\ 

EV1GDVDEGADLLGEFSGMGK 

EVGNLLLENSQLLETKNALNV 

VKNDLIAKVDQLSGEQEVLRG 

ELEAAKQAKVKLENRIKELEEE 

LKRVKSEAIIARREPKEEAEDVS 

SYLCTESDKIPMAQ 


9896 


40264 


B 


9957 


176 


658 




9897 


40265 


A 


9958 


2 


5671 


AGGPCVRSSRELWT1LLGRSAL 

RELSQ1EAELNKHWRRLLEGLS 

YYKPPSPSSAEKVKANKDVASP 

LKELGLRISKFLGLDEEQSVQLL 

QCYLQEDYRGTRDSVKTVLQD 

ERQSQAL1LKIADYYYEERTCIL 

RCVLHLLTYFQDERHPYRVEY 

ADCVDK.LEKELVSKYRQQFEE 

LYKTEAPTWETHGNLMTERQV 

SR WF VQCLREQS M LLE1 1 F L Y Y 

AYFEMAPSDLLVLTKMFKEQG 

FGSRQTNRHLVDETMD 


9898 


40266 


A 


9959 




404 


MVDQEAIFGCKNRNNCSHLEPP 
VSRLEGGAFVRDLLSPTQYLLA 
SCPYQYDGSFVIQQIPSSNLFMV 
VVDSSCLCESVAP1TMAPIEIRYI 
LLC\EVHSLPRKPENARECGGA 
PSL\QAQTVLLLLPLLLMLFSR 


9899 


40267 


A 


9960 


1 


1374 




9900 


40268 


A 


9961 


102 


205 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9901 


40269 


A 


9962 


1 


1527 


MVPDAAVLAQLA1RARVNRRW 
PTGLSAPHLCGAACSRCRHAA1 
AKYFGDALPACAKGCDHCQNP 
TAVRRRLEALERSSSWSKTCIG 
PSQGNGFDPELYEGGRKGYGG 
FSRYDEGSGGSGDEGRDEAHK 
RE WN LF YQK.QMQLRKGKDPKI 
EEFVPPDENCPLKEASSRRIPRL 
TVKAREHCLRLLEEALSSNRQS 
TRTA DEAD\FRA KA VELEHETF 
RNAKVANLYKASVLKK.VADIH 
RASKDGQPYDMGGSAKSCSAQ 
AEPPEPNEYDIPPASHVYSLKPK 
RVGAGFPKGSCPFQTATELMET 
TRIREQAPQPERGGEHEPPSRPC 
GLLDEDGSEPLPGPRGEVPGGS 
AHYGGPSPEKKAKSSSGGSSLA 
KGRASKKQQLLATAAHKDSQS 
IARFFCRRVESPALLASAPEAEG 
ACPSCEGVSGTPDWPQRSTQGR 
KMEPGD1RLPLPRLRSASGRGQ 
APARPETRAPLKSSPPLQRTHG 
KGKRPRFPARRTQRASLRRGHA 
PQPIPPS 


9902 


40270 


A 


9963 


2 


99 




9903 


40271 


A 


9964 


115 


1360 


ENGQLHMVNLALDGVRSSLQK 
PRPFRLFPKGFSVELCMNREDD 
TARKEKTDHFIFTYTREGNLRY 
SAKSLFSLVLGFISDNVDHIDSLI 
GFPEQIAEKLFSAAEARQKFTEP 
G\AGL\RALQKFTGGLWEVWVL 
CSLCFLLWKLPDICCKLGDEHE 
LLEHLTNEALSRY*PVTTCR*IV 
SVLF*RLIQQDYRVMKRGLENL 
TLLDLSCKFSSKL*IILMLEEWP 
*RSCSSFSGTGLKVRLLVPSL1FL 
DSTI*YFACANWEFDHSNCKTE 
GWADQVLQIFLPCG*CSFSS*FQ 
VSYPTSRETAESCFRSTLSLVQN 
MHDEAAQRFCEKFPFL*SFLPFI 
CILKAVRLF*KLQFYKEKAPDC 
HGPVLKHEAISSQESKKSKKRP 
FEESETEQNNSSQPSKQKYVCL 
AVEDWDLLNSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9904 


40272 


A 


9965 


3 


1026 


DNVDHIDSLIGFPEQIAEKLFFA 
AEARQKFTEPGAGLRALQKFTE 
AYGSLVLCSLCLRNRYLVISEK 
LEE1KSFREL1 CLDLSCCKLGDE 
HELLEHLTNEALSSVTQLHLKD 
NCLSDAGVRKMTAPVRVMKR 
GLE\NLTLL\DLSCNP\E1TGGRA 
LGYPLFLFRGNLN\CFRDISGDR 
GSRDIKTLNKHKLQTHIGLVHSK 
VPLKEFDHSNCKTEGWADQIV 
LQWERVTAEAVKPRETSEPIAA 
AQRFYGKRSRAEAPLKACPLAD 
TH\MNSS\EK LQ\FYK.EKAP\DCH 
GPWLKHEAl SKPRSPKKSK1CRP 
FEESETEQNNSSQPSKQKYVCL 
AVE D WDLVLN S Y 


9905 


40273 


A 


9966 


] 


289 


VKHCLHRPILWDPWKTSG1QQ 
VLTPL*KAMEKLEA1LLIICSLE 
AIGLITLPSLSMTQFLQLHVECC 
YVSPDQTPYFIDVETEAMKDEV 
TVHNPHG 


9906 


40274 


A 


9967 


1 


1413 


MVVPPNIAELKNLEVLNFLNNQ 

IEKLPTQISRLQKLKHLNLGFLS 

PCNSMNRLNISPQGFGSLPALE 

VLDLTYNNLNENYLPGNFFYLT 

TLCALYLSDNDFEILPPDIGKLT 

KLQILSNRDNNLISLPKEIRVLT 

QLKELHIQGNRLTVLPPELGSR 

GGSGSRFSAETATGGAQNAPPS 

VLGSAGT1FKAQRRNPSPAALRG 

GSVAA*PSPAAAKYGKDQREH 

LPTAAGDGVGWEPTRDIQVGS 

ATAQALSQANAARGRLSTAQA 

AGSLHVECCYVSPGQTLYFTDV 

E1EAMKDESRGISILYKHRHLK 

VPLDQKLPKSKGHQPDGYGQH 

DHKPQMTSLTRNIATLR 


9907 


40275 


A 


9968 


1 


619 


MNRLNISPQGFGSLPALEVLDL 
TYNNLNENYLPGNFFYLTTLCA 
LYLSDNDFEILPPDIGKLTKLQI 
LSNRDNNLISLPKEIRVLTQLKE 
LH1QGNRLTVLPPELASSSRCGP 
LSHPYAGKRIPRNAVFKFEQNIA 
PWHTPPKKAGREMLLDVTGFP 
EAATSKPPAFLHRRRGRGSWNP 
RSRSSSLQRTPWPPGSREAEYPP 
ASGA 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9908 


40276 


A 


9969 


810 


1672 


GLPSVTMSKSLKKLVEESREKN 
QPEVDMSDRGISNMLDVNGLF 
TLSHITQLVLSHNKLTMVPPNIA 
ELKNLEVLNFFNNQIEELPTQIS 
SLQKLKHLNLGMNRLNTLPRG 
FGSLPALEVLDLTYNNLSENSL 
PG\NFFYL\TTL\RALYLSDN\DF 
EILPPDIG\KL\TKLQILSLRDNDL 
1SLPKEIGELTQLKELHIQGNRL\ 
TVVPPEL\GNLGF*LGQKQVFK 
AENN P WVTPIADQFQLG VSHVF 
EYIRSETYKYLYGRHMQANPEP 
PKKNNDKSKKISRKPLAANNR 


9909 


40277 


C 


9970 


120 


347 




9910 


40278 


A 


9971 


2 


10018 


LC VSPVTAGRPA RSLREMEVEQ 
EQRRRKVEAGRTKLAHFRQRK 
TKGDSSHSEKKTAK.RKGSAVD 
ASVQEESPVTKEDSALCGGGDI 
CKSTSCDDTPDGAGGAFAAQP 
EDCDGEKREDLEQLQQKQVND 
HPPEQCGMFTVSDHPPEQHGM 
FTVGDHPPEQRGMFTVSDHPPE 
QHGMFTVSDHPPEQRGMFT1SD 
HQPEQRGMFTVSDHTPEQRGIF 
TISDHPAEQRGMFTKECEQECE 
LAITDLESGREDEAGLHQ 


9911 


40279 


A 


9972 


2 


5196 


APLDGEVELLQQK.LREKLDEFN 
ELAIQKESADRQVLMQEEEIKR 
LEEMNINIRKKVAQLQEEVEKQ 
KN I VKGLEQDKEVLKKQQMSS 
LLLASTLQSTLDAGRCPEPPSGS 
PPEGPEIQLEVTQRALLRRESEV 
LDLKEQLEKMKGDLESKNEEIL 
HLNLKLDMQNSQTAVSLRELE 
EENTSLKVIYTRSSE1EELKATIE 
N LQENQKRLQKEKAEEI EQLHE 
VIEKLQHELSLMGPVVHEVSDS 
QAGSLQSELLC 


9912 


40280 


A 


9973 


1 


8277 


GEFG SEKKT ALH E KEETLRLQS 

AQAQPFHQEEKESLSLQLQKKN 

HQVQQLKDQVLSLSHEIEECRS 

ELEVLQQRRERENREGANLLS 

MLKADVNLSHSERGALQDALR 

RLLGLFGETLRAAVTLRSRIGE 

RVGLCLDDAGAGLALSTAPAL 

EETWSDVALPELDRTLSECAEM 

SSVAEISSHMRESFLMSPESVRE 

CEQPIRRVFQSLSLAVDGLMEM 

ALDSSRQLEEARQIHSRFEKEFS 

FKNEETAQVVRKHQ 


9913 


40281 


A 


9974 




393 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9914 


40282 


A 


9975 


2 


153 




9915 


40283 


A 


9976 


184 


790 


KFTKHISMNQEDLDPDSTTDVG 
DVTNTEEELIRECEEMWKDME 
ECQNKLSLIGTETLTDSNAQLSL 
LIMQVKCLTAELSQWQKKTPE 
TIPLTEDVLITLGKEEFQKARGQ 
DLEMVLSTKESKNEKLKEDLER 
EQRWLDEQQQIMESLNVLHSE 
LKNKVETFSESR1FNELKTKML 
NIKEYKEKLLSTLGEFLEDHFPL 


9916 


40284 


C 


9977 


23 


217 




9917 


40285 


A 


9978 


25 


100 




9918 


40286 


A 


9979 


1 


2850 




9919 


40287 


A 


9980 


108 


1132 


HPHQVETSRDVAGEQSHAVAF 

MSTGISQADVCRLEWFSAPNLK 

GRPRKXKPCPQRRDSFSGVKDS 

NNNSDGKAVAKVKCEARSALT 

KPKNNHNCKKVSNEEKPKVAI 

GEECRADEQAFLVALYKYNMK 

ERKTRIERJPYLGFNQINLWTMF 

QAAQKLGGYETITARRQWKHI 

YDELGGNPGSTSAATCTRRHYE 

RLILPYERFIKGEEDKAPLPPIKP 

RKQENSSQENENKTKVFGTKR1 

KHE1PKSKKEKENAPKPQDAAE 

VSSEQEKEQETLISQKSIPEPLPA 

ADMKK.K.1EGYQEFSAKPLASR 

VDPEKDNETDQGSNSEKVAEE 

AGEKGPTPPLPSAPL 


9920 


40288 


B 


9981 


177 


3543 




9921 


40289 


B 


9982 


63 


374 
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SEQID 
NO: 


SEQ ID INO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9922 


40290 


A 


9983 


1 


2023 


MGGGSWAPTGLCPLQSLLAMS 

PEKRKLAAQEGQFTEPRPEEPP 

KEKLHTLEEFSYEFFRAPEKDM 

VSMAVLPLARARGHLWAYSCE 

PLRQPLLK.RVHANVDLWD1AC 

QIFVDILPHQPACTSAVVGVSV 

YPQSVSAWSCPSTVLLDSHTML 

RYMGDYPSRQAWPTLELTDQIF 

TLALQHPALQDEVYCQILKHLT 

HNSDRHSEERGWQLLWLCTGL 

FPPSKGLLPHAQKFIDTRRGKLL 

APDCSRRJQKVLRTGPRK.QPPH 

HVEVEAAEQNVSRICHKIYFPN 

DTSEMLEVVANTRVRDVCDSI 

ATRLQLASWEGCSLFIKISDKVI 

SQKEGDFFFDSLREVSDWVKK 

NKPQKEGEEASVELGEGVAGW 

VEGALAASVRPMPIHPSIRSRVS 

LGCGNNQALGPGGAPVTLPYQ 

VYFMRKLWLNISPGK.DVNADT 

ILHYHQELPKYLRGFHKCSRED 

A1HLAGLIYKAQFNNDRSQLAS 

VPK1LRELVPENLTRLMSSEEW 

KKSILLAYDKHKDKTVEEAKV 

AFLKWICRWPT\FGSAFF/EGEG 

KPCPTPGPPTQAASAQPSPSRPS 

VNQHTSWQTSEPSYPDVILIAIN 

RHG VLLI HP\KTKDLLTTYPFTK 

1SSWSSGSTYFHMALGSLGRGS 

RLLSETASLGYKMDDLLTSYVQ 

QLLSAMNKQRGSKAPALAST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9923 


40291 


A 


9984 


428 


2502 


VSKEIVYNKLLPYAERLDAESD 
LQLAQ1KCNLGRAVQLQELWP 
GGLFWTRKLS/TRAGPLALSSLE 
LSPSGDPRVVTEPVKYSSRPPCH 
FPTGLPGSLPSLYVLRICFSRSV 
RVVVFPPGGPWVAQGPRPRGR 
ETWGFTMLLRYIRLYGRKFSKE 
DHVLFIKLLYELVSIPKLEISMM 
QGFARLLINLLKYFPADATAEM 
LEEWRPLMCPFDVTMQKAITY 
FEI FLPTSLPPELHHKGFKL WFD 
ELIGLWVSVQNLPQWEGQLVN 
LFARLATDNIGYIDWDPYVPKG 
GPSKLVQKHLAGLFNSITSFYH 
PSNNGRWLNKLMKLLQRLPNS 
VVRRLHRERYKKPSWLTPVPDS 
HKLTDQDVTDFVQCIIQPVLLA 
MFSKTGSLEAAQALQNLALMR 
PELVIPPVLERTYPALETLTEPH 
QLTATLSCVIGVARSLVSGGRW 
FPEGPTH M LPLLMRALPG VDPN 
DFSKCMITFQFIATFSTLVPLVD 
CSSVLQERNDLTEVERELCSAT 
AEFEDFVLQFMDRCFGLIESSTL 
EQTREETETEKMTHLESLVELG 
LSSTFSTILTQCSKEIFMVALQK 
VFNFSTSHIFETRVAGRMVADM 
CRAAVKDWGKPGDLWNLGIQ 
WHVPSSEEVSFAFYLLDSFLQP 
ELVKLQHCGDGKLEMSRDDIL 
QSLTIVHNCLIGSGNLLPPLKGE 


9924 


40292 


A 


9985 


2 


5396 


AESDLQLAQIKCNLGRAVQLQE 

LWPGGLFWTRKLSTYIRLYGR 

KFSKEDHVLFIKLLYELVSIPKL 

E1SMMQGFARLLINLLKJCKELL 

SRADLELPWRPL YDMVERI L YS 

KTEHLG LN WFPNS VENILKTL V 

KSCRPYFPADATAEMLEEWRP 

L.lVICrrJJ V 1 MV^Fv/vl 1 Y r EjlrL.r I o 

LPPELHHKGFKLWFDELIGLWV 
SVQNLPQWEGQLVNLFARLAT 
DNIGYIDWDPYVPKIFTRILRSL 
NLPVGSSQVLVPR 


9925 


40293 


A 


9986 


1 


477 


VREFPGRRFRGCCGALRPRYKR 

LVDNIFPEDP\GYVCIAMEALDQ 

LLMACHCQSINLFVESFLKMVA 

KLLESEKSNLQILGTNSFVKFA 

NIEEDTPSYHRSYDFFVSRFSEM 

CHSSHDDLEIKTKIRMSGIKSLQ 

G V VRKT VNDE LQ AN I WDPQH 
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SEQ IB 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9926 


40294 


A 


9987 




2371 


AGGARLRPARGRPPRLLPPRPG 
PCRPPPV PAPTVNERRAPPRAG 
WERRSDAGLSRGARPAEMYGV 
CGCCGALRPRYK.RLVDNIFPED 
PEDGLVKTNMEKLTFYALSAPE 
KLDRIGAYLSERLIRDVGRHRY 
GYVCIAMEALDQLLMACHCQS 
INLFVESFLKMVAKLLESEK.PN 
LQILGTNSFVKFANIEEDTPSYH 
RSYDFFVSRFSEMCHSSHDDLEI 
KTKIRMSGIKGLQGVVRKTVN 
DELQANIWDPQHMDKIVPSLLF 
N LQH VEEAESRSPSPLQAPEKE 
KESPAELAERCLRELLGRAAFG 
NIKNAIKPVLIHLDNHSLWEPK 
VFAIRCFKI1MYSIQPQHSHLVIQ 
QLLGHLDANSRSAATVRAGIVE 
VLSEAAVIAATGSVGPTVLEMF 
N\TLLRQLRLSIDYALTGSYDGA 
VSLGTKIIKEHEERMFQEAVIKT 
VGSFASTLPTYQRSEVILFIMSK 
VPRPSLHQAVDTGRTGENRNR 
LTQ1MLLKSLLQVSTGFQCNNM 
MSALPSNFLDRLLSTALMEDAE 
IRLFVLEILISFIDRHGNRHKFSTI 
STLSD1SVLKLKVDKCSRQDTV 
FMKKHSQQLYRHIYLSCKEETN 

VOk'UVPAI Vni I AI TCTPT AMP 

EVVVDLIRLVLAVQDVAQVNE 
ENLPVYNRCALYALGAAYLNLI 
SQLTTVPAFCQHIHEVIETRKKE 
APYMLPEDVFVERPRLSQNLDG 


9927 


40295 


A 


9988 


I 


662 


IPGSTISWSPAAARGLSVCRCCR 

LHPASAMDLFGDLPEPERSPRP 

AAGKEAQKGPLLFDDLPPASST 

DSG/SSLQALPGSGGPLLFDDLP 

PASSGDSGSLATSISQMVKTEG 

KGAKRKTSEEEKNGSEELVEK 

KVCKASSVIFGLKGYVAERKGE 

REEMQDAHVILNDITEECRPPSS 

LITRVSYFAVFDGHGGIRASKF 

AAQNLHQNLIRKFPKGDVISVE 
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SEQID 
NO: 


SEQ II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9928 


40296 


A 


9989 


3 


1145 


KEAQKGPLLFDDLPPASSTDSA 

V A A LGTTPS P VTL W F LQTRRG S 

KIWRNSLDYQSKVGAEPWCHE 

RQQKADRFLGK.RGRVPASSVIF 

GL\KGYVAERKGEREEMQDAH 

VILNDITEECRPPSSLITRVSYFA 

VFDGHGGIRASKFAAQNLHQN 

LVRKFPKGDV1SWEKTVKRCLL 

DTFKHTDEEFLKQASSQKPAW 

KDG ST A TC V L A VDN 1 L Y 1 ANLG 

DSRAILCRYNEESQKHAALSLS 

KEHNPTQ YEERMR1QKAGGN V 

RDGRVLG VLEVSRSIGDGQYK 

RCGCHLCAPTSRRC\QLTPYNDR 

F1/LVWPCDGLF\KVFTPEEAVN 

F1L\SCLEDEKIQTREGKSAADV 

RLRSSPATRLAN KAVAAGARP 

DNVTV\MVVR\IGH 


9929 


40297 


A 


9990 


2 


419 




9930 


40298 


A 


9991 


2 


1842 


CLRL1AAAPPI/A1EPATTSSLALF 

LLLQRDQSSRTRGLPEEKEEVT 

MDTSENRPENDVPEPPMPIADQ 

VSNDDRPEGSVEDEEKKESSLP 

KSFKRK1SVVSATKGVPAGNSD 

TEGGQPGRKRRWGASTATTQK 

KPS1SITTESLKSLIPD1K.PLAGQE 

AVVDLHADDSR1SEDETERNGD 

DGTHDKGLKICRTVTQVVPAE 

GQENGQREEEEEEKEPEAEPPV 

PPQVSVEVALPPPAEHEVKKVT 

LGDTLTRRSISQQKSGVSITIDD 

PVRTAQVPSPPRGK1SNIVHISN 

LVRPFTLGQLKELLGRTGTLVE 

EAFW1DKIKSHCFVTYSTVEEA 

VATRTALHGVKWPQSNPKFLC 

ADYAEQDELDYHRGLLVDRPS 

ETKTEEQG I PRPLH PPPPPP VQPP 

QHPRAEQREQERAVREQWAER 

EREMERRERTRSEREWDRDKV 

REGPRSRSRSRDRRRKERAKSK 

EKKSEKKEKAQEEPPAKLLDDL 

FRKTKAAPCIYWLPLTDSQIVQ 

KEAERAERAK.EREKRRKEQEE 

EEQKEREKEAERERNRQLEREK 

RREHSRERDRERERERERDRGD 

RDRDRERDRERGRERDRRDTK 

RHSRSRSRSTPVRDRGGRR 


9931 


40299 


A 


9992 


1400 


2959 




9932 


40300 


C 


9993 


169 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9933 


40301 


A 


9994 


2 


199 


STSR/KMTELEEVTLNG KPLQ A 
LRVTDLKAALEQRGLAKSGQK 
SALVKRLKGVRSRRCWGVGGE 
RTR 


9934 


40302 


A 


9995 


1 


4033 


MWRRKHPRTSGGTRGVLSGNR 
GVEYGSGRGHLGTFEGRWRKL 
PKMPEAVGTDPSTSRKMAELEE 
VTLDGKPLQALRVTDLKAALE 
QRGLAKSGQKSALVKRLKGAL 
MLENLQKHSTPHAAFQPNSQIG 
EEMSQNSFIKQYLEKQQELLRQ 
RLEREAREAAELEEASAESEDE 
MIHPEGVASLLPPDFQSSLERPE 
LELSRHSPRKSSSISEEKGDSDD 
EKPRKGERRSSRVRQARAAKLS 
EGSQPAEEEEDQETP 


9935 


40303 


A 


9996 




6305 


ELEEVTLDGKPLQALRVT\DLK 
AALEQRGLAKSGQKSALVKRL 
KGALMLENLQKHSA\PHAAFQP 
NSQ1GEEMSQNSF1KQYLEKQQ 
ELL\SSRLEREAREAAELEGKSS 
SISEEKGDSDDDKPRKGERRSS 
RVRQARAAKLAEGSQPA EEEE 
DQETPSRNLRVRADRNLKTEEE 
EEEEEEEEEDDEEEEGDDEGQK 
SRE API LKEFKEEGEEI PR VKPE 
EMMDERPKTRSQEQEVLERGG 
RFTRSQEEARK.SHL 


9936 


40304 


B 


9997 


99 


332 




9937 


40305 


A 


9998 


3 


236 


YIFTILNTLQGVF1LLFGCLMDR 
KIQEALRKRFCRAQAPS/SHHLP 
GELLPSDPQLCIQEHVRRHSMA 
LLRGHGHSQKL 


9938 


40306 


B 


9999 




3099 




9939 


40307 


A 


10000 


355 


858 


RASSAAWGPSRK.TSASSSAFSSS 
CWSSS*QS*SYSSSSLS\HGQGE 
RERQEGPEGRPAAVPHREQRG 

AtntvLt-rtrlrLi L/AIVILWt^n Ln 

RLVPSAGGEHGSRPLLHGELPG 
LRAQRHHAFVENGLL*KGEDV 
VR*Q*ARAGHGGDVHPHHADP 
GHGLLHDPLPAHPPDW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9940 


40308 


A 


10001 




1478 


GRALTSRRRACQGASEAAGSPA 

QVTTSTGHHQHRSHQHRSPPA 

QVTTSTGHHQHRSPAQATTSTG 

HHQHRPPPAQVTTSTGHHQHR 

SPAQATTSTGHHQHRSH\HTGH 

HQHRS/HTSTGHHQHRSPAQAT 

TSTGHHQHRPPPAQVTTSTGHH 

QH\GHQHRPPPA/HGHHQHSSPP 

A/HGHHQHRPPPA/HGHHQH\G 

HHQHSSPPA/HGHHQHR\HHQ\P 

GHHQHRSP/HSTAHHQH\GHHQ 

HSSPPA/HGHHQHHQH\GHHQH 

SSPYQHXGHHQHRPPPA/HGHH 

QHRSH\HTAHHQHRSHQH\GHH 

Q\PG HHQHRSPAQATTSTGHTS 

TGHHQHRP/HTSTGHH\HTGHH 

QHRSHQHRSPPAQATTSTAHH 

QHSS/HTSTGHHQHRSP/HSTGH 

HQHSSPPA/HGHHQHSSPPAQA 

TTSTGHHQHRESPAVAAAADPS 

ALSAARRGSPGPAAAPQSRGTR 

GGGAPAKWWGSALGLGWAGR 

ARARLGRPLRPILGAMPPAPRT 

PRERREHGEVE 


9941 


40309 


A 


10002 


5 


341 


PPRRRG QKRRQK/REEG ERERG 
ERKRPRDRKEERKG/RRTKRQG 
GTETRESRPNGDGPQAKRKKQ 
TAGQREREEGEQRSSRQRGAA 
ERERGRETTHITCLLVPCWWEP 
NGRLCL 


9942 


40310 


A 


10003 


1 


582 


MLAQRGGRSVVQCIAVSKLSV 
TQRSFVTLIMDEEALGNCGGSS 
GSQTCEKAVCIHNLPFLTSHAF 
QSGFPPHQSPEASLPKMVSDAQ 
TARLSLESMRELGFHISESAGFP 
APVSGYEHSNPSRPGVMPSGTS 
HWKQRSQKVEDNRTEMVKGIQ 
GDT\VKHQQHLPRJNGN*LAYM 
TAKSRTWLPVQQDPGPQTI 














MEYYAAIK.NDEFMSFVGTWM 
KLETIILSKLSQGQKTKHHIFSLI 
EAQAQVSPPPPYPAPQELTQPL 
LQQPRAPEAPAQQ/PPGSLLTAT 
VRLSASPGPGLIFDQLLPRCGF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9944 


40312 


A 


10005 


1 


1108 


MLAQRGGRSVVQCIAVSKLSV 

TQRSFVTLIMDEEALGNCGGSS 

GSQTCEKAVC1HNLPFLTSHAF 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHISESAGFP 

APVSGYEHSNPSLSTTNLSGPSR 

RRQPPVSPLTLSPGPEAHQGFSR 

QLSSTSPLAPYPTSQMVSSDRS 

QLSFLPTEAQAQVSPPPPYPAPQ 

ELTQPLLQQPRAPEAPAQQPQA 

ASSLPQSDFQLLPAQGSSLTNFF 

PDVGFDQQSMRPGPCLSSTGAS 

GATAGSRELQDSFHLRPSPYSNC 

GSLPNTILPEDSSTSLFKDLNSA 

LAGLPEVSLDVDTPFPLEEELQI 

EPLSLDGRVHMLSDSSMGLLDP 

SVEETFRADRL 


9945 


40313 


A 


10006 




691 


MRERARPPRGCLAPPLPPG/E/S 
GA DGQPAPRGRGTAGG/ELAA 
AGCGARAAMHRGAVPSAEPVP 
ASP/DGRWQWAGEGRPCNAAG 
GSRT/GAGCGWPAPAGWGPAP 
SSAASCPASGGATHRGASAAPG 
GGGGGRAP/GPDALEQRRAGAP 
PNAPGTPGSPEESSLRMRRESA 
AGAPAVGMAAATSLGQALGPR 
VPRSPYRTAVVLSSRSAFGYFSL 
ITLARYTLGCLSHSD1TLFEC 


9946 


40314 


A 


10007 


1 


1065 


MADKRAGTPEAAARPPPGLAR 
EGDARTVPAARAREAGGRGSL 
HPAAGPGTAFPSPGRGEAASTA 
TTPSLENGRVRDEAPETCGAEG 
LGTRAGASEKAEDANKEEGAIF 
KKEPAEEVEK.QQEGEEKQEVA 
A EAQEGPR/PPEPWCPN/C/MDP 
LEA1QWEAEAVSAQADRAYLP 
LERRFGRMHRLYLARRSF1IQNI 
PGFWVTAFLNHPQLSAMISPRD 
EDMLCYLMNLEVRELRHSRTG 
CKFKFRFWSNPYFQNKVIVKEY 
ECRASGRVVSIATRIRWHWGQE 
PPALVH RNRDTVRSFFSWFSQH 
SLPEADRVAQIIKDDLWPNPLQ 
YYLLGDRPCRARGGLA R WPTE 
TPSRPYGFQSG 


9947 


40315 


A 


10008 


2 


433 
















TRICSGCLKIRFHVFLFLYR.NPG 
MDVADAYVTFVRHSQDVLRD 
KVNE\EMYI\ERLF 


9949 


40317 


A 


10010 


1 


774 




9950 


40318 


A 


10011 


1 


1749 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9951 


40319 


A 


10012 


1 


1175 


MFASCYMRNIPKRVIEFGTCLW 

RTCKNCLSSLEFKMPFPPHPRSV 

TYNLKQERCRLSLDASLSCMLS 

IEDSQIPNTRLECCKGLSRCTSV 

ASTCPLVTFSFCLFSPKMEQYS 

KDDSEKTLKGWFSPGQVFVLD 

EYCARNGVRGCHRHLCYLRDL 

LERAENGAMIDPTLLHYSFAFC 

ASHVHGNSQQMHVYLSGLPPN 

TDPEGSKTPSPPEPEAKKDTKK 

ESKKRRDSK.TQANQELKRSLTS 

NLP/ICEPTQ/W*TFPKYQIYQLT 

SL*ASHKCLLFRHRHGWLLY/ID 

ADNGSGTSEDLFWKLDALQTFI 

RDLHWPEEEFGKHLEQRLKLM 

ASDM IESC VKRTRUAFE VKLQK. 

TSS1QQIFRVPQFNMAPCFNVM 

GLMA KG SIQPK1ACSMEMGQE 


9952 


40320 


A 


10013 


1 


3951 


MLDPSSSEEESDE1VEEESGKEV 
LGSAPSGARLSPSRTSEGSAGSA 
GLGGGGAGAGAGVGAGGGGG 
SGASSGGGAGGLQPSSRAGGG 
RPSSPSPSVVSEKEKEELERLQK 
EEEERKKRLQLYVFVMRCIAYP 
FNAKQPTDMARRQQKISKQQL 
QTVKDRFQAFLNGETQIMADE 
AFMNAVQSYYEVFLKSDRVAR 
MVQSGGCSANDSREVFKKHIE 
KRVRSLPE1 DGLSKETVLSSWM 
AKFDAJYRG EEDPRKQQ 


9953 


40321 


A 


10014 


1 


457 


VAAVAATALKGGGARNARVL 
RG IF A G ATA\NKA S\HN RTRALQ 
N/HTASPEGKEEPXEPLIPGTGKY 
IPQKRGAKNPHENCGNLPWAIG 
FPCG I LLFDPSPKR/RKLDKDRVX 
K.Q MK.A RQN MR V SN TG\E Y ES\Q 
RFRASSQS\APSP\DVGSGVSGV 
QT 


9954 


40322 


A 


10015 


464 


863 


TPAAVESSPSIPLAPRLLYTG*PL 
QP/GPRGQGCVPRIVPCCPKP/V 
CAPRPPWPRRSQRLRSAGLSPL 
C A A A APP VP AG SHGTPG RV WA 
PLSNSACCTCCRHPS*LHPGTLD 
PGRWQAR*GPALPRGPLPGSPP 














PKILVGASKVVLL\SAHKLGFIG 
DTLSRQAK\AVDVASRVTHYSN 
LL\CDFL\QGIVATTKAAALQYP 
IAFPGPKDMVERVKELGHSVTQ 
QFRRVLGQLAAA 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locntion of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9956 


40324 




10017 






ARI/VFAIISFYFMPCCPLTA/SSF 
YLLSGLLDAFDGHALALLIKFC 
VRG S E SH KM 1DLSGNP/VLR1YY 
TS/RVGSVGLFR/MGLWVTAPIA 
LLKSLISV1T 


9957 


40325 


A 


10018 


1 


344 


VLI RARLSDNPA VRGSESHKM I 
DLFCYPVLRIYYTSRPALFTLCA 
GNELFYCLLYLFHFSEGPLVGS 
VGLFRMGLWVTAPIYALLKSLIS 
VIHLITAARNMA\ALGRQQDRA 
KKK 


9958 


40326 


A 


10019 


1 


469 


MVRSCFVDDRRKRCNFNRQAS 
EVLNEYFYSHVSNPYHSEEAKE 
ELAKKCG 1TVSQ VSNRFGNKKI 
RYKKN1GEFQEEANIYAVKTAV 
SVTQGGHSSTS\SPTPPSCAGCG 
GSFNISGSGDMFLGMPGLNGDS 
YSASQALESGDASPAQSEMPK 
MGT 


9959 


40327 


A 


10020 


232 


1728 


PGGGRGGAGRGPQGPPPAMDE 

RLLGPPPPGGGRGGLGLVSGEP 

GGPGEPPGGGDPGGGSGGVPG 

GRGKQD1GD1LQQIMT1TDQSLD 

EAQGQKTPPLNCP\RKKPVLFS 

GRGEIKEKTGVLSIRSSQEEEPVD 

PQLMRLDNMLLAEGVAGPEKG 

GGSAAAAAAAAASGGGVSPDN 

SIEHSDYRSKLAQ1RHIYHSELE 

KYEQACNEFTTHVMNLLREQS 

RTRPVAPKEMERMVSIIHRKFS 

AIQMQLKQSTCEAMMMLRSRF 

LD A RRKRRN FSRQ ATE V LNE YF 

YSHLSNPYPSEEAKEELAKKCG 

ITVSQVSNRFGNKKIRYKKNIG 

KFQEE AN I Y A VKTA VS VTQGG 

HSSTSSPTPPSSAGSGGSFNISGS 

GDMFLGMPG\LNGDSYSASQ/V 

WESLRHSMG ARG VIGG *TFGG 

RARCYSPR\EMRANGSWQEAV 

TPSSVTSPTEGPGSVHSDTSNLI 

LPLRVTGVGALTRRLEEDAGFQ 

RTNPNTGEAQDREGPMGSSPP 


9960 


40328 


A 


10021 


337 


830 


IPRLPGSIQLSFVGAFGQTSKSLF 
FLCVFILLLFQFFLCSVYVPMCT 
E/RRINIPIGPCGGMCLSVKGRC 
EPVLKEFGFAWPFSI NCSKFPP 
QNDHNHMCMEGPGDEEVPLPH 
KTPIQPGEECHSVGTNSDQYIW 
VKRSLNCVLKC/GYDACLYSRS 
AQEVTXDIWMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9961 


40329 


A 


10022 


1 


1561 


MAWRGAGPSVPGAPGGVGLSL 

GLLLQLLLLLGPARGFGDEEER 

RCDPIRJSMCQNLGYNVTKMPN 

LVGHELQTDAELQLTTFTPLIQ 

YGCSSQLQFFLCSGYVPMGTEK 

INIPIGPCGGMCLSVKRRCETPS 

LK\EFGFA\WPVESLNCSK/Y PH P 

QNDVHNPHVPWKGPGDEEVPLP 

HK.TPIQP\GEECHSVGTNSDQYI 

WVKRSLNCVLKCGYDAGLYSR 

SAKEFTD1WMAVWASLCFISTA 

FTVLTFLIDSCRFSYPERP1IFLS 

MCYNIYSIAYIVRLTVGRERISC 

DFEEAAEPVL1QEGLKNTGCAII 

FLLMYFFGMASSIWWVILTLT 

WFLAAGLKWGHEAIEMHSSYF 

HIAAWAIPPVKTIVILIMRLVDA 

DELTGLCYVGNQNLDALTGFV 

VAPLFTYLVIGTLFIAAGLVALF 

KIRSNLQKDGTKTDKLERLMV 

KIGVFSVLYTVPATCVIACYFY 

El SN WALFRYSA DDSNM A VEM 

LKlrMoLLVOJ 1 aUMWlWbAK 1 
LHTWQKCSNRLVNYT 


9962 


40330 


A 


10023 


496 


664 


F YKA VPS1HQLD VPQTHQP* ST 
GL VQKV YSRSKH VSL* PKYYY 
VQLVPKLDHLIFY 


9963 


40331 


A 


10024 


1 


954 




9964 


40332 


A 


10025 


127 


481 


GRTREATWRVYSVAVGVSRSQ 
IIRJAREFADNADKTHGRSM1IV 

/•ATI MUU'VUI r\\A M V D C 1 I M \ ,1 

LIFCGCVGQSGG/GWAHYVGQ 
EK.LRPQTGWQPGVCLDWQRPA 
RHMNSTSYFLLVP 


9965 


40333 


B 


10026 


161 


234 




9966 


40334 


A 


10027 


3 


199 


DDFLDLAESPNASDTESSDEIPL 
KAGPGTL I M ATG VQDFNRTEFD 
RLNAIKGHLEAALLEKHFFT 


9967 


40335 


A 


10028 


37 


455 


LRTHLLPRLSQSSPVSSLPRALL 
RPPGQLELWAVPAGPGPLL\AA 
DASQNLTQHMEALASQSRGRV 
DMSDGHLAVLSPIEEELRKLRE 
ETNAEMLRQELDRERQRRMEL 
EQKVQEVLKARTEEQMAQQPP 
KGQAQASNGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9968 


40336 


A 


10029 


1 


1721 


DKIRFRGHKRDDFLDLAESPNA 

SDTECSDEIPLK.VPRTSPRDSEE 

LRDPAGPGTL1MATGVQDFNRT 

EFDRLNEIKGHLEIALLEKHFLQ 

EELRKLREETN AEM LRQELDRE 

RQRRMELEQKVQEVLKARTEE 

QMAQQPPKGQAQASNGAERRS 

QGLSSRLQKWFYERFGEYVED 

FRFQPEENTVETEEPLSARRLTE 

NMRRLKRGAKPVTNFVKNLSA 

LSDWYSVYTSAIAFTVYMNAV 

WHGWAIPLFLFLAILRLSLNYLI 

ARGWRIQWS1VPEVSEPVEPPK 

EDLTVSEKFQLVLDVAQKAQN 

LFGKMADILEKIKNLFMWVQP 

EITQKLYVALWAAFLASCFFPY 

RLVGLAVGLYAGIKFFLIDF1FK 

RCPRLRAK Y DTPY1I WRSLPTDP 

QLKERSSAAVSRRLQTTSSRSY 

VPSAPAGLGKEEDAGRFHSTKK 

GNFHEIFNLTEN ERPL A VCENG 

WRCCLINRDRKMPTDY1RNGV 

LYVT\ENYLCFESSKSGSSKRNK 

VIKLVDITDIQKYKVLSVLPGSG 

MG1AVSTPSTQKPLVFGAMVH 

RDEAFETILSQYIKITSAAASGG 


9969 


40337 


A 


10030 


18 


573 




9970 


40338 


C 


10031 


71 


20 . 5 ... 




9971 


40339 


C 


10032 


190 


243 




9972 


40340 


A 


10033 


18 


283 




9973 


40341 


A 


10034 


1 


190 




9974 





^— 






|P 










Ir5rj3l 


90 






9976 


40344 


B 


10037 


272 


560 




9977 


40345 


A 


10038 




422 




9978 


40346 


A 


10039 


205 


1090 




9979 


40347 


A 


10040 


1 


2142 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9980 


40348 


A 


10041 


15 


1524 


FPGRRFRAEGERTECAEPPRDEP 

PADGALKRAEELKTQANDYFK. 

AKDYENAIKFYSQAIELNPSNAI 

YYGNRSLVYLRTECYGYSL*D 

ATRAIELDKKYIMGYYRRAXAS 

NMALGKFRAALRDYETVVKV 

KPIIDK.DAKMKYQECNKMVKP 

KAFERA1AGDEHKRSVVDSLDI 

ESMTIEDEYS*PKLEDGKVTISF 

MKELMQWYKDQKKLHRKCAY 

QILVQVKEVLSK.LSTLVETTLK 

ETEK1TVCGDTHGQFYDLLN1FE 

LNGLPSETNPYIFNGDFVDRGSF 

SVEV1LTLFGFKLLYPDHFHLLR 

GNH\ETDNMNQ1YGFEGEVKA 

KYTAQMYEtFSEVFEWLPLAQ 

C1NGKVLIMHGGLFSEDGVTLD 

DIRKIERNRQPPDSGPMC\DLLW 

SDPQPQNGRSISKRGVTCQFGP 

DVTKAFLEENNLDYIIRSHEVK. 

AEGYEVAHGGRCVTVFSAPNY 

CDQMGNKAS\YIHLQG\SDLRP\ 

QFHQF\TA VP\HPN VK\PMA Y AN 


9981 


40349 


A 


10042 


94 


188 


V1EHLVSQDGLDFL/NLVICPPR 
PPKVLGLQA 


9982 


40350 


A 


10043 


419 


495 


EPTNENSPIALSR*VNSQKISMK 
AV 


9983 


40351 


A 


10044 


1 


265 


EMESRSIAVRMECSGSISAHCKL 
RLPG SHH SPA S V SR V AGTTGTC 
HHARLIFLYF/LLETGFHCVSHD 
GLHLL/NLVICPPRPPKVLGLQA 


9984 


40352 


A 


10045 


3 


706 


ADAWAWPHC/CTVLL*CLGFA 
GVLFGWPSLVFVFKNEDYFKD 
LCGPDAGPIGNATGQADCKAQ 
DERFSLIFTLGSFMNNFMTFPTG 
Y 1 FDRF KTT V A RL 1 A I F F YTT AT 
L 1 1 A FTS AG S A VLLFL AMPM LTI 
GGILFLITT^LQIGNLFGQHRSTII 
TLYNGAFDSSSAVFLIIKLLYEK 
GISLR/VLLHLHLCLQYLACSTH 
FPPDAPGAHPIPTAPQLQLWPV 
PWEWHHKGREGNS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9985 


40353 


A 


10046 


1 


1413 


MKRGNGSRRRRRLLSENNGVF 

HIESFAQHPKDEKSRKLLGPIEH 

WTFVVEKGKGKPEETGTVSMV 

LEDGEVEADIKQGSVVGCCNV 

PPDAARERAEKAYMDGEQPTLI 

LLLWDLKKQIPVHKGTHSVGR 

HQTELLPNNGGGVVRFFYTTAT 

LIIAFTSAGSAVLLFLAMPMLTI 

GGILFLITNLQIGNLFGQHRSTII 

TLYNGAFDSSSAVFL1IKLLYEK 

GISLRASFIFISVCSTWHVARTF 

LLMPRGHIPYPLPPNYSYGLCP 

GNGTTKEEKETAEHENRELQSK 

EFLSAKEVSTYTNAFAFTQFGV 

LCAPWNGLLMDRLKQK.YQK.E 

ARKTGSSTLAVALCSTVPSLAL 

TSLLCLGFALCASVPILPLQYLT 

FILQ VI SRSFL YG SN\G RFLTL AF 

PSEHFGKLFGLVMALSAWVSL 

LQFPIFTLIKGSLQNDPF\YVNV 

MFMLAILLTFLPPLSG1SGMPYL 


9986 


40354 


B 


10047 


316 


395 




9987 


40355 


A 


10048 




1614 


RMQQQAVMHYMQQQQQQQQ 
QQLGGPPTPAIMTPVHFQSPPPV 
PGEVLKVGPVLACPPPCPH*SQ 
PPLEPLPYLSETYGNK.FAAHISP 
AQ\ALRNPHQPPPQGCELDTCC 
PPPLATVLP/ISPMAMLHIGSNPE 
REVSEELASGHAACRARAHCC 
ASETMPNTVLLARVGWVCKGS 
REGGTHCGSEPGESGVTSSSCP 
ADLTQKRELTGTASLYPCAFEY 
PTPPSFSPSLPAAPLPASLFLVLT 
WAG*KANDL*/VRFLRGRVMG 
LGGQQLT\RLSALLQKSRELEN 
HSRRLEMTNKQLWLRIQVWS* 
TWTSLVTLTLNLAPGPKGQYFR 
MFCFGNKQSSASLSNTYQLEVL 
FCETLILAPTLLAPSSLMAHLEL 
ALKA1VTLKVPHVTSVQWAWP 
MQAHSTSTLTSLAQQVVKQEL 
PSEEGPGEALMLGAEVPDPEPL 

PA1 PPHAPI PI PTHPPCPFUUI H 

FSHSLSFGGREDEGPPGYPEPLA 
PGHGSPFPSLSKKDLDLMLLDD 
SLLPLASDPLLSTMSPEASKASS 
RRSSFSMEEGDVL 



1331 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9988 


40356 


A 


10049 


1 


1651 


GGVTAGARAPARGSVTAEAAA 
RAGRGSGRGADGGREGRTGRA 
SLVARGRSRPGAGGGHSLRAR 
HPNLRQVAGA/GGARAADRLT 
FRAREPAPAATMASR1GLRMQL 
MREQAQQEEQRERMQQQAVM 
HYMQQQQQQQQQQLGGPPTP 
AINTPVHFQSPPPVPGEVLKVQS 
YLENPTSYHLQQSQHQKVREY 
LSETYGNKFAAAHISPAGAALR 
NPHQPPPQGCELDTCCPPPLAT 
VLPISPMAMLHIGSNPERELDD 
VIDNIMRL\TMSLGYINPEMQM 
PNTVLLARLPLSSSHLNVYSSDP 
QVTASLVGVTSSSCPADLTQKR 
ELTDAESRALAKERQKKDNHN 
LIERRRRFNINDRIKELGMLIPK 
ANDLDVRWNKGT1LKASVDYI 
RRMQKDLQKSRELENHSRRLE 
MTNKQLWLRJQELEMQARVHG 
LPTTSPSGMNMAELAQQVV\KQ 
ELPSEEGPGE ALM LG A\EG P\DP 
EPLPALHRQAPLPLPTQAPSPFH 
S/HWDFSHSL\SFGG\RVDDWSP 
GLPRTPGAGAWLPIPQPVQEGS 
LirriArUlvL I A I AUL 


9989 


40357 


A 


10050 


2 


76 


TPLAPPPKPVRRRLKSRR*IKAR 
S 


9990 


40358 


A 


10051 




206 




9991 


40359 


A 


10052 


1 


492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9992 


40360 


A 


10053 


2 


2395 


K.QTELRRSGSRDVTGALLVAA 
AVASEAVGSLRVAEGGPNTLLL 
QVLR\SW\PWCNKATQTMEERK 
VICRRSPKSFSAHCTQVVNVQK 
KMSIPV\SKS\TGFSNPASQVNFT 
SRPKVKKEVMKAEKTKPQGLEE 
GQRHSSQLPIQHSFLTVDVSRCS 
RKMERGLLSL\LNDFHSWKTFK 
HFGN\ECSI\EQMEHVSGELQEK 
LA RLNLELYGELEELPEDKRKT 
ASDSYNLDRLLSDCREM1PAFRT 
FLKRHDKTIVTKMLSLPELLLY 
PSRRFEEYLNLLYAVRLHTPAE 
HVDRGDLTTAIDQ1KKYKGYID 
QTLSE VNRYLI R VQDVAQLHCC 
DEEISFSLSVACRSVDSASPESL 
PEMQNSQATLALLNQNLHFNKI 
TRLYEHIHDLSLFLFNDALLVSS 
RGTSHTPFERTSKTTYQFIASVA 
LHRLLIENIPDSKYVKNAFILQG 
PKYKWICATEIEDDKFLWLSVL 
RNAIKSSMEKACGLVFTGQFMF 
DTMGMTNI LNNQDTAQALADG 
LMELSKEDSKCGKKIKDVEGN 
VIPTKCDPKTTFSLFMKERNVV 
EDNSWDTKSRLSKNDLNFEALI 
NLERILQKDSAEKRARVVRELL 
QSERKYVQ1LE1VRDVYVAPLK 
AALSSNRAILSAAN1Q1IFCDILQ 
1LSLNRQFLDNLRDRLQEWGPA 
HC VGEI VTKFG SQLNTYTNFFN 
NYPVILKTIEKQWETFSERSSSS 


9993 


40361 


A 


10054 


2 


296 




9994 


40362 


A 


10055 


2 


369 




9995 


40363 


B 


10056 


82 


2483 




9996 


40364 


A 


10057 


2 


3343 


YDVVLDAIDTMQRVAWHIND 

MKRKHEHAVRLQEIQSLLTNW 

KGPDLTS YG EL VLEGTFRIQRA 

KNERTLFLFDKLLL1TKKRDDT 

FTYKAHILCGNLMLVEVIPKEP 

LSFSVFHYKNPKLQHTVQAK.SQ 

QDKRLWVLHLKRLILENHAAKI 

PAKAKQAILEMDA1HHPGFCYS 

PEGGTKALFGSKEGSAPYRLRR 

KSEPSSRSHKVLKTSETAQDIQ 

KVSREEGSPQLSSARPSPAQRNS 

QPSSSTM1 SVLRAGG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9997 


40365 


A 


10058 


32 


483 


LKGHADAVLAAGTEAVKCHLL 
LGRHLLRLMASSG1HHKIVN*R 
QYAKFSHG*IQKF** WQHRQQF 
RGKETEMASAVDLPVTLTETEA 
NFPPEYEKFWKTVENNPQDFTG 
WVYLLQYVEQENHLMAARKA 
FDRFFIHYPYCYGYWKKYADL 


9998 


40366 


A 


10059 


1 


1090 


MRQKRK.EEKELFHNKDCEKKE 

KNSWERMRHTGTEKMASESET 

PTGAISQYKERMPSVTHSPEIM 

DLSELRPFSKPE1ALTEALRLLA 

DED/WDKQLHALEQLLASCYS 

GTRHTTSSFHCGHQGMWWHPE 

AWRC/LATAEPQREPGKSTISSH 

SSLWN*Q/LHSHKLQSVPGLKV 

KNLRSGVSRAAVVCLSDLFTYL 

KKSMDQELDTTVKVLLHKAGE 

SNTFIREDVDKALRAMVNNVT 

PARAVVSLINGGQSHLHIAVRR 

CTAQHLSDVLEFMEPERILSAA 

KDMAERILPAAAKFAQDSSQET 

RYYGRKMLFFMMCHPNFEKM 

LEKYVPSKDLPYIKDSVRNLQQ 

K VCG KSLFYKQL YKQSLFLH P 


9999 


40367 


A 


10060 


36 


203 




10000 


40368 


A 


10061 


1 


798 


MKFQYKEDHPFEYRKKEGEKI 
RKKYPDRVPV1VEKAPKAR/RA 
*SGQEEV PS AL* PYCCLP/DGAG 
LGTCS/HAMPEPPTHSMGTCAA 
RASPTSTTPCSTAPSP1DRE\EQT 
TQGLRN A S A RRGTG RQLHLQ/S 
PVWDPLGEASWAPESSGNVESI 
SSSG1VN1PISTLCLAQGFSRFVN 
APIDTLYLAALVGPWRTFMSSS 
G1VNTPIGTLYLAQGMVHYHKS 
PFPTCLVQMSKIESLPKEKGAQ 
GVAAGLPSSLAPTCPPPDPSMK 
LHNN 


10001 


40369 


A 


10062 


164 


605 


ALLKQHLRTVHRSAPPIRGHCC 
VSSSWT*G/AGKLSLEHTEEPSD 

VPCUT T VT?\X/QICQATTP\/Fr\AT A 
V rortLL. i RWMSaAl 1 £ V r\^AL/\ 

SS\IPPRSQ*MSTPRR\NESTRHSP 
GPS I EE VKECMQDDN * YLQGTS 
YAPAGSQSYSAKLCFQVLKRN 
TCPPEKPNPASER 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10002 


40370 


A 


10063 




2480 


RPITGAEIVAIINSLPTKKSPGLD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGTLPNSFYEASIILIPKPG 

RDTTKKENFRPiSLMNIDAKILN 

KILAN R1QQHIKKLI H HDQVGF1 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIIS1DAEKAFDKIQQ/R 

LHAKNS/RIN*VLM/ETYFKIIRA 

IYDKPIANIILNGQKLEAFPLKT 

GTRQGCPLSPLLF1MIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYK1NVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LG1QLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGR1NI 

VKM A 1 LPKV1 YRFNAIPIKLPMT 

FFTELEK.TTLKFIWNQKRAHIA 

KSILSQKNKAGGITLPDFKLYY 

KAT1TKTA W Y WYQNRDIDQW 

NRTEPSE1TPHTYNCLIFDKPEK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQNI 

GMGKDFMSKTPKAMATKDKJD 

KWDL1K.LKSFCTAKETTIRVNR 

QPTKWEK1FATYSSDKGLISR1Y 

NELNQ1YKKK.TNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLA1REMQ1KTTMRYHLTPVR 

MAIIKKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQPLWKSVWRF 


10003 


40371 


A 


10064 


317 


582 


STVCCFLLRF1GGGFRHIPLSVD 
LW1HYIK1LKETLDPGDPETNNT 
IRGYVEH*Y*NVFYDINNYSDV 
DNRAHES*AGSLTSIPLLKK 


10004 


40372 


A 


10065 


41 


434 


GDLQPTAALWEPLSGLAKAGA 
RSLSLQGGVGGEARARTRAAR 
GACGPAAAPGGHGLGGHALGA 
AGR/RLLALGRLGTCSLPCLSLP 
PSPWAPVPPEPPR*VPPHAPGRP 
VPSATQRLRSAGAQRRTGRQL 


10005 


40373 


A 


10066 


67 


459 


LRDCKYTHRHCVSSSRFINTPIN 
TLCLAQGL* VHQSTLCI*LLWV 
GGLGGNFCVQYSVSN*SDGDV 
ENLCI*LRDCK.C rNQHPVKTGH 
FGSTNQQDVGWGQIKJUKAGLP 
EPASGNSLGSPSTLWELCSLQ 



1335 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10006 


40374 


A 


10067 


2481 


2882 


IPQGNYRVIARNAKTQRGGNLT 
LTKPS/GIGRRGENSSISSWQRQ 
QKGKKETGSQRKRQRGRDKKL 
ERICRDRHRSQREGKKERKRQR 
RSQRERWK**RKNSVP1PLKAR 
VNFSLPTQGNSLLDLNPYLPLK 
QLKK 


10007 


40375 


B 


10068 


52 


5199 




10008 


40376 


A 


10069 


1510 


2454 




10009 


40377 


B 


10070 


97 


3414 




10010 


40378 


A 


10071 


164 


620 


PPTGCGTGPIGCSGPGTGPVPVP 
VAP\PFPQEGARTQPGSAGA\PG 
ARGLRRAETLVALGAVGPGLP 
TPPPPPPPAPQSQAPGGPEAQPF 
GSRVCVLASCCAHRPRPAPSAP 
PA PPA PPESTVRPA PPTR PG ESS 
YSSISHAFTATNFPFGTA 


10011 


40379 


A 


10072 


1 


513 


MATLAGEGRPAGWVPW1SLLA 
VGVLllWKLWPAPPIGGELQFA 
F VCFLLGN VYEAFEH WKRLLN 
LLCRSEAAMKK7HATRLWINLI 
SILHHQLGE1PADFFVDJVSQHN 
FLTSTLQVFFSSACSIAVDATLR 
KKAEKFQAHLTKKFRWDFAEE 
PEDCAPVVEELPEGIEMG 


10012 


40380 


A 


10073 




1642 


MDYIRTDLTTAAPSPPRRLGPPP 

PGEQPPSGSGHVRPPGARPPHR 

GGGRGGGGGDPAAPPARGGGG 

GGKARPPGGGAAPCEPGCQCR 

APMVSVSSERHPLYNRVKTGQI 

ANCALPCHN PFFSQDERAFTVF 

WIGLWSVLCFVSTFATVSTFLID 

MERFKYPERPIIFLSACYLFVSV 

GYLVRLVAGHEKVACSGGAPG 

AGGAGGAGGAAAGAGAAGAG 

AGGPGGRGEYEELGAVEQHVR 

YETTGPALCTVVFLLVYFFGMA 

SSIWWVILSLTWFLAAGMKWG 

NEAIAGYSQYFHLAAWLVPSV 

KSIAVLALSSVDGDPVAGICYV 

GNQSLDNLRGFVLAPLVIYLFIG 

TMFLLAGFVSLFR1RSV1KQQD 

GPTKTHKLEKLMIRLGLFTVLY 

TVPAAVVVACLFYEQHNRPRW 

EATHNCPCLRDLQPDQARRPD 

YAVFMLKYFMCLVVGITSGVW 

VWSGKTLESWRSLCTRCCWAS 

K.GAAVGGGAGATAAGGGGGP 

GGGGGGGPGGGGGPGGGGGSL 

YSDVS\TGLTWRSGTASSVSYP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10013 


40381 


A 


10074 


3 


475 


HSSLNSVDKARALEADNGELE 

VNIRDWYQKQGPGASRDYSHY 

YTTIQDLRDKILGATIENSRJVL 

QIDNARLAADDFRTKFETEHAL 

RMSVEADINGLRRVLDELTLAR 

TDLEMHIEGLKEELAYLK.KNHE 

EEISTLRGQVGGQVTV*VDSAP 

GTDL 


10014 


40382 


A 


10075 


39 


1323 


NGMWSNWNPLIPQRWEEKFQS 

PSRHRGSSSRGVSLSSVSGGYSGI 

LSGSNGLLAGNEKLTMHNLNN 

CLASYLDKVHALEAANSKLEF 

GLSVWVLDEVTLARTDLEAQI 

KGLKEELAYLKKKHEEEINALR 

GQVGDQVHILSDRQSQYEIMA 

KQNWKDAEAWFTSWTEELNQ 

EVTGHIEQLQISRSEVTDLQCTL 

QGLEIELHSQLSVKAPLEGTLA 

ETEACFGAQLVQIQAL1SS1EAQ 

LGDVRADGEWQNQEYQRLLE 

QEIATYRSLLEGQEDHYNNLST 

SKVQIPECTVSNVPVASVCLQT 

LEPHSLASNPGSSTYSVTFGQYI 

NLSVSPFLLLEATIAGAKKAAT 

Li IN IN o 1 yrorrAtK^LLlr 1 LrK 1 

IPLTTASHAGSYGPKLVKYTSL 
RPLPMAAPTESNPALPSSRATA 
HRLLPAPGHFPSGL 


10015 


40383 


B 


10076 




180 





1337 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10016 


40384 


A 


10077 


1 


2182 


MSVDKAELCGSLLTWLQTFHV 

PSPCASPQDLSSGLAVAYVLNQ 

IDPSWFNEAWLQGISEDPGPNW 

KLKVSNLKMVLRSLVEYSQDV 

LAHPVSEEHLPDVSLIGEFSDPA 

ELGKLLQLVLGCA1SCEKKQDH 

IQRIMTLEESVQHVVMEAIQEL 

MTKDT\P\DSLSPETYGNFDSQS 

RRY YFLS EEAEEGDELQQRCLD 

LERQLMLLSEEKQSLAQENAGL 

RERMGRPEGEGTPGLTAKKLLL 

LQSQLEQLQEENFRLESGREDE 

RLRC A EL ERE VAEL\QHRNQA L 

TSLAQEAQALKDEMDELRQSS 

ERAGQLEATLTSCRRRLGELRE 

LRRQVRQLEERNAGHAERTRQ 

LEDELRRAGSLRAQLEAQRRQ 

VQELLGQRQEEAM KAEKWLFE 

CRNLEEKYESVTKEKERLLAER 

DSLREANEELRCAQLQPRGLTQ 

ADPSLDPTSTPVDNLAAEILPAE 

LRETLLRLS/LLENKRLCRQEAA 

DRERQE/EKLQRHLEDAN\RAR 

HG\LETQ\HRLNQQAAYSELRA 

QVEDLQKALQEQGGKTEDAISI 

LLKRKLEEHLQKLHEADLELQR 

KREYIEELEPPTDSSTA\RRIEEL 

i V UrvAKlvl V IVIV^ 1 1VJ tr ISA^Kr A A 

GAPPELHSLRTQLRERDVRIRH 
LEMDFEKSRSQREQEEKLLISA 
W\YNMGMALQ\QRAGE\EPAPA 


10017 


40385 


A 


10078 


1 


687 




10018 


40386 


A 


10079 


1 


1104 




10019 


40387 


A 


10080 


1 


677 


MAAAGGGGGGAAAAGRAYSF 
KVVLLGEGCVG KTS L V L R YCE 
N K FNDKHITTLQ ASFLTKKLN 1 
GGKRVNLAIWDTAGQERFHAL 
GPIYYRDSNGAILVYDITDEDSF 
QKVKNWVKELRKMLGN\ETCL 
CIVGNKIDLEKERHVSIQEAESY 
AESVGAKHYHTSAKQNKGIEE 
LFLDLCKRMIETAQVDERAKG 
NGSSQPGTARRGVQ1IDDEPQA 
QTSGGGCCSSG 


10020 


40388 


A 


10081 


1 


1467 


















10022 


40390 


A 


10083 


1 


257 




10023 


40391 


A 


10084 


1 


558 




10024 


40392 


B 


10085 


41 


618 




10025 


40393 


A 


10086 


1 


591 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10026 


40394 


A 


10087 


128 


851 


KMEKEKGNDDGIPDQENSLDFS 
EHFNQLELLETHGHLIPTGTQSL 
WVGNSDEDEEQDDKNEEWYR 
LQEK.KMEKDPSRLLLWAAEKN 
RLTTVRRLLSEKATHYNTARDE 
DEYTPLHRAAYSGHLDIVQEL1 
AQGADVHAVTVDGWTPLHSA 
CKWNNTRVASFLLQHDADINA 
QTKGLLTPLHLAAGNRDSKDT 
LELLLMNRYVKPGLKNNLEET 
AFDIARRTSIYHYLFEIVEGCTN 


10027 


40395 


A 


10088 


2 


264 


NKQP1WIPSRHLKPYHEPDAKE 
E1PGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DG RRKPEESRTTSH ICRCRS 


10028 


40396 


A 


10089 


2 


461 




10029 


40397 


A 


10090 


2 


749 




10030 


40398 


B 


10091 




1077 




10031 


40399 


A 


10092 




1114 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVAVIEVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMG1P 

ASRKTDNVPGYTIQTLATFFSM 

WNIKHITGIPYNSQGQAIVGRIN 

LSLKQRLQKQKEGNREYRTPQ 

MQLNLALLALIFLSLSKGQMLS 

AAEQHLQKPPAKTEAEQLIWW 

RDTKTRSWEIGK1ITCGRGYAC 

VSPGQNQQPIWTPSRHLKPYHE 

PDAK\KRFREDPEDPPSCSHVKT 

DAEEDPNCHEQHPSNTAIHLRS 

DQEAVTDGRRKPEESGTTSHNE 


10032 


40400 


A 


10093 


239 


783 


RRAPGTAPDAGPELRSVLHNLL 
GPACIFLRKGFAENRQPVQLRE 
AFREFDKDKDG Y INCRDLGNC 
MRTMGYMPTEMELIELSQQ1N 
MNLGGHVDFDDFVELMGPKLL 
AETADMIGVKELR\DAFREFDT 
NGDGEISTSELREAMRKLLGHQ 
VGHRDIEEIIRDVDLNGDGRVD 

CPA PPP/^QQXl 


10033 


40401 


A 


10094 


1 


304 




10034 


40402 


A 


10095 




154 




10035 


40403 


B 


10096 


126 


251 




10036 


40404 


B 


10097 


122 


2916 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10037 


40405 


A 


10098 


3 


2433 


LAELSSLSVLRLSHNSISHIAEG 

AFKGLRSLRVLDLDKNEISGT1E 

DTSGAFSGLDSLSKLTLFGNKIK 

SVAKRAFSGLEGLEHLNLGGN 

AIRSVQFDAFVKMKNLK.ELHIS 

SDSFLCDCQLKWLPPWLIGRML 

QAFVTATCAHPESLKGQSIFSVP 

PESFVCDDFLKPQIITQPETTMA 

MVGKDIRFTCSAASSSSSPMTF 

AWKKDNEVLTNADMENFVHV 

HAQDG EVMEYTTILHLRQVTF 

GHEGRYQCVITNHFGSTYSHKA 

RLTVNVLPSFTK. TPHDITIRTTT 

MARLECAATGHPNPQIAWQKD 

GGTDFPAARERRMHVMPDDD 

VFF1TDVKIDDAGVYSCTAQNS 

AGSI SAN ATLTVLETPSL VVPLE 

DRVVSVGETVALQCKATGNPP 

PRITWFKGDRPLSLTERHHLTP 

DNQLLVVQMVVAEDAGRYTCE 

MSNTLGTERAHSQLSVLPAAG 

CRKDGTTVGIFT1AVVSSIVLTS 

LVWVC1IYQTRKKSEEYSVTNT 

DETVVPPDVPSYLSSQGTLSDR 

QETVVRTEGGPQANGHIESNGK 

ASVTVKQSSAVTVSLGAGGGL 

QVFTGQVPG1RWGKLGEVEGG 

VCPRDASHIPEPD I HSVACRQP 

VI r A r C A VU YTD^W A WFTt' A T 
rvLOAvjbA Y riis.nl W tv/\JVlcixAb 

GTPGPHKMEHGGRVVCSDCNT 
E VDCYSRGQA FHPQPVSRDS AQ 
PSAPNGPEPGGSDQEHSPHHQC 


10038 


40406 


A 


10099 


1 


164 




10039 


40407 


A 


10100 


368 


566 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10040 


40408 


A 


10101 


3 


1160 


RDQRGYRDDRSPARJEPGDVSA 

RTRSGGGGGRSATTAMPPPVPN 

GNLHQHDPQDLRHNGNVVVA 

GRPSCSRGPRRA1QKPQPAGGR 

RSGRGPAAGGLCLQPPDGGTC 

VPEEPP V PPMD WE ALEK H L AG 

LQFREQEVRNQG\QARTNSTSA 

QKNERESIRQKLALGSFFDDGP 

GIYTSCSKSGKPSLSSRLQSGM 

NLQICFVNDSG\SDKDSDADDS 

KTETSLDTPLSPMSKQSSSYSVD 

RDTTVEEESESLGWTWDFLYKG 

KRNLQAEAKMALAMAKPMAK 

MQVEVEKQNRKKSPVADLLPH 

MPHISECLMKRSLKPTDLRD\L1 

MGQLQVIVNDFISQMKSLNEEW 

VQLLLIVQDELHTEQDAMLVDIE 

DLTRHAESQQKHM AEKM PAK 


10041 


40409 


A 


10102 


1 


506 


RGPRTEPQDPCCPRAAAGARPS 
GPG/QDLPRLRLPGSPGAPGAG 
GGAGTAAGRKGPGLPEEAAAD 
GAWRLGEGWAAASEEPAPPGP 
HTSQRGASPPQPGWARAAGLS 
NQPTKDRIFGGSHKAAPQASAD 
SPTSLQCGAAGHCPKASRRALG 
DNPETEATSSLSPTEWLQ 


10042 


40410 


A 


10103 




429 


MGSRLNWMEVIPEQCTYLHVL1 
KCMFFWNRQHRGG1QEKAALK. 
QRTPRI FH EKNTPC YLL VQE * H 
RSN AFG EEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEETLFSNM 


10043 


40411 


A 


10104 




122 




10044 


40412 


A 


10105 


53 


619 


ILVWS1VPEGK1LWGTKQQRRD 
SRTQRLLKKSPWRAKQSVWEE/ 
ERKKKNKEEKEEKEKKEKEKK 
EKEKEKKRKKKRKKKKKKKK 
KK.KKKKKKKKKKKKEEEEEEE 
EDEEEEEEEEEKKKKEKEEKVK. 
EKKICEEKK/QEEKEEEN/EEEEK 
EEEEKEEKSSSSK.YSLLDSVPTL 
L1SLWV1LNTLPELLQPA 


10045 


40413 


A 


10106 


2821 


4680 




10046 


40414 


A 


10107 


18 


1535 




10047 


40415 


A 


10108 


3 


1494 




10048 


40416 


A 


10109 


3 


617 


















10050 


40418 


B 


10111 




2151 




10051 


40419 


B 


10112 


1 


1461 




10052 


40420 


A 


10113 


1 


1248 




10053 


40421 


A 


10114 


2 


1624 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10054 


40422 


A 


10115 




1416 




10055 


40423 


A 


10116 




2262 




10056 


40424 


A 


101 17 




1791 




10057 


40425 


B 


101 18 








10058 


40426 


B 


10119 




1599 




10059 


40427 


A 


10120 




1722 




10060 


40428 


A 


10121 




3168 




10061 


40429 


A 


10122 




1083 




10062 


40430 


A 


10123 




589 


MGAIYDKPTAN1ILNGQKLEAF 
PLKTGIRQGCPLSLLLFNIVLEV 
LARAIRQEKEIKVIQVGKEEVK 
L SLF ADDMI V YLEDPII S APNLL 
K.L1SNFSKVSGYK1NVQKSQAF 
LYTNNRQTESQIMSELPFTIASK 
R1KYLGIQLTRDVKDLFKENYK 
PLLKE\KEDTNKWKNIPCSWVG 
RINIVKMA1LPKPYVES 


10063 


40431 


A 


10124 


1 


1566 




10064 


40432 


B 


10125 


1 


2406 




10065 


40433 


A 


10126 




2478 




10066 


40434 


B 


10127 


69 


1259 




10067 


40435 


B 


10128 


225 


997 




10068 


40436 


A 


10129 


2 


1124 




10069 


40437 


A 


10130 




2058 




10070 


40438 


A 


10131 


258 


823 


TLMQKSSAKYWQTESSSTSKSL 
STMIKWASSLGCKAGSIYANQ* 
M* SSI/YTNNRQTESQIMSELPFT 
1ASKR1K.YLG1QLTRDVKDLFKE 
NYKPLLKEIKEDTNKWK.NIPCS 
WVGRJNIVKMAILPKVIYRFNA1 
PIKLPMTFFTELEKTTLKFIRNQ 
KRAC1AKS1LSQTKLEASRYLTS 
NYTTRLQ 


10071 


40439 


A 


10132 




1512 




10072 


40440 


A 


10133 




992 




10073 


40441 


B 


10134 




2019 




10074 


40442 


A 


10135 




1203 




10075 


40443 


A 


10136 




1578 




10076 


40444 


A 


10137 




2956 




10077 


40445 


A 


10138 




1983 




10078 


40446 


A 


10139 




3156 




10079 


40447 


A 


10140 




3325 




10080 


40448 


A 


10141 




1870 




10081 


40449 


A 


10142 




1446 




10082 


40450 


A 


10143 




2310 




10083 


40451 


A 


10144 




1293 


















10085 


40453 


A 


10146 




1713 




10086 


40454 


A 


10147 




2271 




10087 


40455 


A 


10148 




3654 




10088 


40456 


A 


10149 


1090 


1647 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10089 


40457 


B 


10150 




1248 




10090 


40458 


A 


10151 




1884 




10091 


40459 


A 


10152 




1 140 




10092 


40460 


B 


10153 




1545 




10093 


40461 


A 


10154 




3300 




10094 


40462 


A 


10155 




1824 




10095 


40463 


A 


10156 




1023 




10096 


40464 


A 


10157 




2169 




10097 


40465 


A 


10158 




2661 




10098 


40466 


A 


10159 




1 104 




10099 


40467 


A 


10160 




1668 




10100 


40468 


A 


10161 




1945 




10101 


40469 


A 


10162 




3303 




10102 


40470 


A 


10163 




1382 




10103 


40471 


A 


10164 




399 


MPPVDASRDLRELNPLSSYKAK 
PNEYLLLVQVLFLNRNTKEGLI 
RLLARYPDDLQQTESQIMSELP 
FTIASKRIKYPGIQLTKDVEDLF 
KENYKPLLSK\KEDANKWKNIP 
CSW1GRINIVKMAVLPKKKIWV 


10104 


40472 


A 


10165 


1 


2218 




10105 


40473 


B 


10166 


1 


2562 




10106 


40474 


A 


10167 


1 


3169 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10107 


40475 


A 


10168 


1 


2105 


MKAE1KMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAHKR 

KQERSKIDNLTSQLKELEKQEQ 

THSKASRRQEITKIRAELK.EIET 

QKTLQKINESRSWFFERJNKIDR 

PLARLIKrCKREKlslQIDTIKNDK 

WDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIGKEGILPNSFYE 

ASIIL1PKPGRDTTKKANFRP1SL 

MNIDAKILNKILAKRIQQHIKKL 

IHHDQH INKAK.DKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYFKIIRAIYDKPTANIILNGQK.L 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKEIKGIQLGKEE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKXE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKGFCRPRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRFINAAGTT 

GFPTGKRAVSATQLMDFADFG 

TT1KQDFRLLGQTSVDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 


10108 


40476 


A 


10169 


1 


1689 




10109 


40477 












10110 


40478 


A 


10171 


1 


2274 




10111 


40479 


A 


10172 


1 


3828 




10112 


40480 


A 


10173 


3 


3130 




10113 


40481 


A 


10174 


1 


960 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10114 


40482 


A 


10175 


746 


2470 


TLMQKSSIKYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKSI 

KVIQHINRAKDKNHM1IS1DAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRA1YDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAI RQEKE1KGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKLIRNFSKVSGYKINVQKSQ 

AFLYTN"NRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLLKEN 

YKPVLLKEIKEDTNKWKNIPCS 

W VGRIN I V K.M Al LPKN WKKTT 

LKFIWNQKRAH ITK.SILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTK1NSKWIKDLNVRPK 

T1KTLEENLGITIQDIGMGKDFM 

SKTPKA M ATKAKIDKWDLIKL 

KSFCTAK.EA1 IRVNRQPTKWEK 

1FATYSSDKGL1SR1YNELKQIY 

KKKTT^JNPIKKWVKDMNRHFA 

KEDIYAAKKHMKKCSPSLAIRE 

MQIKTTMRYHLTPVRMAIIKKS 


10115 


40483 


A . 


10176 




3492 .. 




10116 


40484 


A 


10177 




3139 




10117 


i 0485 


A 


10178 


637 


2760 




10118 


40486 ...... 




10179 




3932 




10119 


40487 


— 

A 


10180 




1865 




i oi^T 


40488 


A — 


T^T^ 


X — 
















Tr5I3 




10122 


40490 


A 


10183 


701 


6973 




10123 


40491 


A 


10184 




3319 




10124 


40492 


A 


10185 




3296 




10125 


40493 


A 


10186 




2296 





1345 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10126 


40494 


A 


10187 


1614 


2615 


TLMQKSSIKYWQTESSSTSKSL 

stmikwasslgmqgwfnicksi 

n viqh inrtkg knhm 1 1 si da ek 

afdkiqqpfllktlnklgidgt 

ylkiiraiydkpianiilngqk.lt 

fekfplk.igtrqgcplspllfni 

vlevlarairqekeikgiqlake 

evklslfaddmivylenpivsv 

qnllklisnfskvsgykiykidv 

qksqaflytnnrqtesqimsel 

PYFTIASK.RIKYLG1QLTRDVKDL 
FK\ENHKPLLKE\IKEDTNKWKN 
1P\CSWVGGRINLVKMAIL\PKV1 
YRFNAIPIKL\PMTFFTELEKNYF 
KVHMEPKKEPVLPSQS 


10127 


40495 












10128 


40496 


A 


10189 




156 


MQFPKTKTKKKEEEEEEEEEEE 
EEEEEEEEEYEEEEEEEEEEEGEE 
EKEEII 


10129 


40497 


A 


10190 


1 


1446 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10130 


40498 


A 


10191 


272 


2722 


ETSCPLVRVHYAEAITGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLM SSP/STEPR VCLTIEG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRD1LAKAGAIIYMNMGNK.L 

PICCPLLEEGINPEVWALEGQFG 

RAKNAHPVQIRLKDPTTFPYQR 

QY/PLRPEAHKGLQNIVKHLKA 

QGLVRKCSSPCNTPILEVQRPRL 

VQDLRLFNEAVISLYPVVPNPYT 

LLSQIPEEAEWFTVLDLKDAFF 

CVPLHSDSQFLFAFEDPTNHTS 

QLTWMVLPQGFRDSPHLFGQA 

LAK.DLGHFSSPGTLVLQYVDDL 

LLATS*EALCQQATLDLLNFLA 

NQGYKVSMSKAQLCLQQVKY 

LGLILAKGTRALSKE*IQPILAY 

PRPKTLKQ LREFLGITSFCRL WI 

PGYSETARPLYTLIKDTQRANT 

HLVEWESEAETAFKTLKQALV 

QAPGLSLPTGQNFSLYVTERAG 

IALGVLTQTRGTTPQPVAHLSK 

ETDVVAKGWPHCLRVVAAVA 

VLVSEAIKIIQGKDLIVWTTHEV 

NG1LGAKGSLWLSDNCLLRYQ 

A LLLEGPVLQICTCM ALNPATF 

LPEDGEP1KHDCQQIIVQTYAAR 

DDLLEVPLTNPDLNLYTDGSSF 

VENGI/RKVSDVT1LESKPLPPGT 

SAQLAELVALTWALELGKGKR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10131 


40499 


A 


10192 




2529 


MTQEPSAIMREVPEMVNILKGT 

GDIHNTEIQNDNGKVGMTKCM 

AKPKLDELRNLKLILSESLESAQR 

QGVSKQEK.VLQCRRAQDLQPT 

MPEPPIPSMGSCAARASPTSATP 

CSRAPSPTDHPTAAKCRRMAR 

YWQAAPPAALVLDQLGEASW 

APESANLVGKWRTFVSSSGTA 

NAPISTLSKQTTGLYQSAGCGW 

GQNLGAKYRAPVGQLKLATSTA 

ARLKTRVSGFLGKGSLTTPDSS 

ELGPLDPTDHTSQLTWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLILQYVDDLLLATSLEALCQ 

KATLDLLNFLANQGYKVSRJLK 

AQLCLQ\SEIARPLYTLIKETQR 

ANTHLVVSEPEAVI/AFETLKQA 

LVHAPALSLP1GQNFSLYITERA 

GIALGDLTQTCGTTPQPVAYLS 

KE1DVVAKGWPHCLRVVAAVA 

ILVSEA1KIMQGKDLTVWTTHD 

VNG1LGAKGSLWLSDNHLLRY 

QALLLEGLVLQICTCVALNTAT 

FLPEDGEPIEHDCQQIIVQTYAT 

RDDLLEVPLTNPDLNLYTDGSS 

VVENG1RRAGYAIVSDVTILESK 

PLVPGTSAQLAELVALTRALEL 

U\uM1JN V Y 1 L/oK Y A I LILHAM 

a a i\\/vp\x/Trci Tcr.MPunruDf 
AAJ W Kd WtrL J oulNrnULnKx- 

VJVlbLLrlJVl V^c J Ntvli VLhi Yl^b 

pi \\/no at tm ODTN/iPPPT>iPC\/ir: 
r 1 ,WuRALULyr 1 lvlrbrrIr3lVlLj 


10132 


40500 


A 


10193 




197 




10133 


40501 


A 


10194 




259 




10134 


40502 


A 


10195 




295 




10135 


40503 


A 


10196 




439 




10136 


40504 


A 


10197 


1268 






10137 


40505 


A 


10198 




389 




10138 


40506 


C 


10199 




298 




10139 


40507 


A 


10200 


2 


90 




10140 


40508 


A 


10201 


3 


1252 




10141 


40509 


A 


10202 


2 


82 


WMKLETSKLT*EQKTKHCMFS 


10142 


40510 


A 


10203 


149 


244 




10143 


40511 


A 


10204 


485 


668 




10144 


40512 


B 


10205 


1 


598 




10145 


40513 


C 


10206 


422 


784 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide insertion) 


10146 


40514 


A 


10207 




899 


IYNHLIFDKPDKNKQWGKADSL 
FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIKDLNVRPKT1K 
TLEENLGNTIQDIGMGKDFMTK 
TPEAMATKArCIDKWDLIQLKSF 
CTANETVIRVNRQPTEWEKIFAI 
1YPSDKGLISK1YKELYEKKTNN 
LIKKWAKDMNRHFSKEDFYEA 
KKHEKSSSLLGQGVTKGGCCLP 
MNLLGTYRSEENPSEYQRRQL1 
KTLRVCKPSSSYFLTSDFLDTPS 
FSCEPTQTNELQGCSLRFRVAT 
AAGPVQVRGARLPSFAAPERGL 
AQ1PRQMDSKI 


10147 


40515 


A 


10208 


3 


352 


APGRRRRLCQPAGGPGAWPGS 
AVPGSVSPAPDARSPISGPSRAL 
RRHLRPSAAGGPGLEIPTHDPH 
LPGVDYKEGRP\PSGKAGRGGP\ 
PGKGSPSASGARALGVPAAAA 
TPRASTL 


10148 


40516 


A 


10209 


1 


510 




10149 


40517 


A 


10210 


73 


327 




10150 


40518 


A 


10211 


1 


957 


MWSTCKLHGQGAKYILCAAEL 
SWGAASCLHGSTMSLTVVSMA 
CVG\AWPLMGGQDKP/FLSARP 
STVVPRGGHVAF/RCHYRRGFN 
NFMLYK/EDRSHVP1FHGR1FQE 
S/F1MGPVTPAHAGTYRC/RGSR 
PHSLTGWSAPSNP/LVIMVTGN 
HRKP/SLLAHPGPLLKSGETVI/L 
QC/WLSA/PSDPLDIVIT/GWENP 
CLSHVL*S*SHS*ELPADDGEKH 
GQMQREPKTG*NPSSSWPSPTE/ 
PSSKSGICR/HLHVLIGTSVVIFL 
FI/LLLFFLLYRWCSNKK\DSDE 
QDPQEVTYAQL/NHCVFIQRKIS 
RPSQR/PKTPLTDTSVYTELPNA 


10151 


40519 


A 


10212 


351 


637 


AWIGDMGLDWRYGLRVEISA 
WSGDMG LEWRYGL\REGMFN 
DTLRLIGEHHDGVSKANFSISR 
MKQDLAGTYRCYGSVTHSPYQ 
LSAPSDPLD1VII 


10152 


40520 


A 


10213 


1 


1314 




10153 


40521 


A 


10214 


1 


1008 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10154 


40522 


A 


10215 


3 


1080 


GQDKPLLSAWPSLVVPLGHVIL 

RCHSYLGFNNFSLYKEGVHRKP 

SLLAHPGRLVKSEETVILQCWS 

DVRFEHFLLHREGKFKDTLHLI 

GEHHDGVSKANFSIGPMMQDL 

AGTYRCYGSVTHSPYQLSAPSD 

PLDIVITGLYEK.PSLSAQPGPTV 

LAGESVTLSCSSRSSYDMYHLS 

REGEAHERRFSAGPKVNGTFQ 

ADFPLG PATHG GT YRCFG S FRD 

SPYEWSNSSDPLLVSVTGNSRY 

LHAL1GTSVVIIPFA1LLFFLLHR 

WCANKKNAAVMDQEPAGNRT 

VNSEDSDEQDHQEVSYA*LDH 

CVFTQREITRPSERPK.TPPTDTS 

MYIELPNAEPRSKVVFCPRAPQ 


10155 


40523 


A 


10216 


3 


1379 




10156 


40524 


A 


10217 


352 


1825 




10157 


40525 


A 


10218 




1497 


MGLEWRYGPGGADMDLEWRY 
GPGVEMWVWSGDMGLEVEIR 
AWSGDMGLEWRYEPGDGDMG 
LEWRYGPGGGQDKPLLSTWPS 
LVVPPEHVTLRCHSNLGFNNFS 
LYKDDG VPVPELYNRJFWKSLF 
MGPVTPSHTGTYRCRGSHTHSP 
SGGSAPSNPLV1VVTGFRRKPSL 
LAHPGPLVKSEETVILQCWSDV 
MFEHFLLHREGTFNHTLRLIGE 
H1DGVSKGNFS1GRMTQDLAGT 
YRCYGSVTHSPYQLSAPSDPLD 
IV1TGLYEKPSLSAQPGPTVLAG 
ESVTLSCSSRSSYDMYHLSREG 
EAHERRLPAGPKVNRTFQADFP 
LDPATHGGTYRCFGSFRDSPYE 
WSKSSDPLLVSVTGNSSNSWPS 
PTEPSSETGNPRHLHVLIGTSVV 
K.LPFT1LLFFLLHRWCSNKKNA 
SVMDQGPAGNRTVNREDSDEQ 
DHQEV S Y A* LDHC VFTQRKITP 
PSQRPKTPPTDSSMYIELPNAES 
RSKAVFCPRAPQSGLEGIF 


10158 


40526 


B 


10219 


114 


1944 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10159 


40527 


A 


10220 


20 


1138 


AGARPPVCTGSTMSLMVI1MAC 
VGFFLLQGAWPQEGVHRKPSF 
LALPGHLVK.SEETVILQCWSDV 
MFEHFLLHREGKFNNTLHLIGE 
HHDGVSKANFSIGPMMPVLAG 
TYRCYGSVPHSPYQLSAPSDPL 
DMV1IGLYEKPSLSAQPGPTVQ 
AGENVTLSCSSRSSYDMYHLSR 
EGEAHERRLPAVRSINGTFQAD 
FPLGPATHGGTYRCFGSFRDAP 
YEWSNSSDPLLVSVTGNPSNSW 
PSPTEPSSKTGNPRHLHVLIGTS 

V\/k*IPPTTI 1 FP1 1 T41?\\/r , Cr^l£ r lc'"\T 

V V Pwlrr 1 ILLr r LLHK WCoiJJsJsJN 

AAVMDQEPAGNRTVNSEDSDE 
QDHQEVSYA*LDHCVFTQRKIT 
RPSERPKTPPTDTSMYIELPNAE 
PRSKVVFCPRAPQSGLEGIF 


10160 


40528 


A 


10221 


1 


1334 


MSLMVVSMACVGLFLVQRAGP 

HMGGQDKPFLSAWPSAVVPRG 

GHVTLRCHYRHRFNNFMLYKE 

DRIHIPIFHGRIFQESFNMSPVTT 

AH AGN YTCRG SHPHSPTGWSA 

PSNPVVIMVTGNHRKPSLLAHP 

GPLVKSGERVILQCWSDIMFEH 

FFLHKEGISKDPSRLVGQ1HDG 

VSKANFSIGPMMQDLAGTYRC 

YGSVTHSPYQLSAPSDPLD1V1T 

GLYEKPSLSAQPGPTVLAGESV 

TLSCSSRSSYDMYHLSREGEAH 

ERRFSAGPKVNGTFQADFPLGP 

ATHG GTYRC FG SFRDSP YEWSN 

SSDPLLVSVTGNPSNSWPSPTEP 

sot I uINrrUILn VLIO la V VllLr 1 

LLL FFLLHRWCSNVKKN A A VM 

DQESAGNRTANSEDSDEQDPQ 

EVTYTQLNHCVFTQRKITRPSQ 

RPKTPPTDIIVYTELPNAESRSK 


10161 


40529 


A 


10222 


50 


492 


RARHRVTRPSIRKHSGHIRRILC 
LTCSSGVFLQGLRAGSRGTGPG 
LRTGWRLSPRAPRRRLHTPSAS 
SP*CSQ*RGPSAGTAAGARRRW 
RCRGQLRHPAGTSPPGRRWTG 
TACGPPAAPPAPWHSSWSCPHS 
GAGPPWSPACRTASL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10162 


40530 


A 


10223 


3 


3159 


QAEFAAASTTPALGSDGVRVT 

MDSALTARDRVGVQDFVLLEN 

FTSEAAF1ENLRRRFRENLIYTYI 

GPVLVSVNPYRDLQ1YSRQHME 

RYRGVSFYEVPPHLFAVADTV 

YRALRTERRDQAVMISGESGA 

GKTEATKKLLQFYAETCPAPQR 

GG A VRDRLLQSN PVLEA FGN A 

KTLRNDNSSRFGKYMDVQFDF 

KGAPVGGH1LSYLLEKSRVVHQ 

NHGERNFHIFYQLLEGGEEETL 

RRLGLERNPQSYLYLVK 


10163 


40531 


A 


10224 


1 


2810 


MLNGCAHAHPIFPTR1LSECPRG 

MLRAGFHLNRREALPPSRSHIS 

AAVLAPGALLSWGPDHPLELY 

GLHSHQDPPTGYEGVKGAPVG 

GHILSYLLEKSRVVHQNHGERN 

FHIFYQLLEGGEEETLRRLGLER 

NPQSYLYLVKGQCAKVSSINDK 

SDWKV VRKALTV I DFTEDEVE 

DLLS1 VASVLHLGN 1 HFAANEES 

NAQWTTENQWKYLTRLLSVE 

GSTLREALTHRKIIAKGEELLSP 

LNLEQAAYARDA 


10164 


40532 


A 


10225 




416 


FRGVARQLRTSAMTMPVNGAH 
KDADLWSSHDKMLAQPLKDSD 
VEVYNIIKKESNRQRVGLELIAS 
ENFASRAVLEALGSCLNNKYSE 
GYPGQ\GSPANFAVYTALVEPH 
GR1MGLDLPDGGHLTHGFMTD 
KKKISATSI 


10165 


40533 


A 


10226 


135 


840 


GSPANF/AV/YTALVETHGC1MG 

LDLPDGGHLTHGFMTDKKKIS 

ATSI FFESMPYKGGPHNHTI AG 

VAVALKQAMTLEFEVYQHHV 

VANCRALSEALTELGYQTVTG 

CSDKHLIL VDLH S 1 KGTDGRRA 

EKVLEACSIACNKNTCPDDRNT 

LRPSGLRLGNPALTSLGLLEKG 

FQKVAHFIHRGIELTLQIQSNAG 

1 RATLKEFKERL AGHKYQGC V 

QALQEEVESFTLFPLPGLPDF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10166 


40534 


A 


10227 


2 


1355 


QLRTSAMTMPVNGAHKDADL 

WSSHDKMLAQPLKDSDVEVYN 

1IKKESNRQRVGLEL1ASENFAS 

RAVLEALGSCLNNKYSEGYPG 

QRYYGGTEFIDELETLCQKRAL 

QAYKLDPQCWGVNVQPYSGSP 

ANFAVYTALVEPHGR1MGLDLP 

DGGHLTRG1AMTDKKKISATSIF 

F* SM P YKANPETG YIN YGQLEE 

NARLFHPKLIIAGTSCYSRNLEY 

ARLRKIADENGAYLMADMAHI 

SGLVAAGVVPSPFEHCH VVTTT 

THKTLRGCRAGMIFYRKGVAV 

ALKQAMTLEFKVYQHQVVAN 

CRALSEALTELGYKIVTGGSDN 

HL1LVDLRSK.GT\DGGRAEKVL 

EACSIACNKNTCPGDRSALRPS 

GLRLGTPALTSRGLLEKDFQKV 

AHFIHRGIELTLQIQSDTGVRAT 

LKEFKERLAGDKYQAAVQALR 

EEVESFASLFPLPG LPDF 


10167 


40535 


A 


10228 


2 


243 


GTACNPAWPPPGLAPHLTHYA 
DLLPGSPFHVALPPPESELWETP 
DVSLITGVPRLGQTPVTEAVSGR 
RGIAIAYEDEGSG 


10168 


40536 


A 


10229 




1194 


MESMFSSPAEAALQRETGVPGL 
LTPLPDLDGVYELERVAGFVRD 
LGCERVA LQFPDQLLGDAV A V 
AARLEETTGSKMFILGDTAYGS 
CCVDVLGAEQAGAQAL1HFGP 
ACLSPPARPLPVA F V/LSSTFCG 
LGALCQGL*GPEPRPQSACGAA 
\GEPACAHALDTGKTQDEGAR 
AGRLRARRRYLVERARDARVV. 
GLL AGTLG V AQHRE AL A HLRN 
LTQAAGKRSYVLALGRPTPAK 
LANFPEVDVFVLLACPLGALAP 
QLSGSFFQPILAPCELEAACNPA 

U/DDDr.I A DUI TU V A HI I Dr.CDP 

WrrruLArnL 1 ri Y AULLruorr 

HVALPPPESELWETPDVSLITGD 
LRPPPAWKSSNDHGSLALTPRP 
QLELAESSPAASFLSSRSWQGL 
EPRLGQTPVTEAVSGRRGIAIA 


10169 


40537 


A 


10230 


35 


429 


K£KRYLVYLGCCDLPEK*ESV* 
TNPVQPIELSAMMAYPVAALSP 
HVA/RLNT*MTNVTEKLSF*S*L 
T*I*V*PHVFSGYCTGQCRSS*A 
SSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSASDK*WAEASPRVR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10170 


40538 


A 


10231 


73 


393 


RTQAPKLSQGGPRCIPPPKLCL 
MESMFSSPAEAALQRVETGVPG 
LLTPLPDLGRSVALQFPDQLLG 
DAVAVAARLEETTGSKMFILG\ 
DTAYGSCCVDVLGAEQAGAQ 


10171 


40539 


B 


10232 


191 


367 




10172 


40540 


A 


10233 


131 


1681 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQRET\GVPG 

LLTPLPDLDGVYELERVAGFVR 

DLGCERVALQFPDQVLLGDAVA 

VAARLEE\TTG\SKMFI/LGVDT 

AYGSCCVDVLGAEQAGAQALI 

HFGPACLSPPARPLPVAFVLSST 

FCGLGTLCQDLWGPKPRPQSAC 

GAA\GEPACAHALEALATLLRP 

RYLDLLVSSPAFPQPVGSLSPEP 

MPLERFGRRFPLAPGRRLEEYG 

AFYVGGSKASPDPDLDPDLSRL 

LLGWAPGQPFSSCCPDTGKTQD 

EGARAGGLRARRRYLVERARD 

ARVVGL\LAGTLGVAQHREAL 

AH\LRNL\VQAAG\KCSYVLALG 

RPTPAKLANFPEVDVFVLLACP 

LGALAPQLSGSFFQP1LAPCELE 

AACNPAW\PPPG/LWVPHLTH/Y 

IADLLPGSPFHVALPPPESELWE 

TPDVSLITGDLRPPPAWKSSND 

HGSLALTPRPQLELAESSPAASF 

LSSRSWQGLEPRLGQTPVTEAV 

SGRRGIAIAYEDEGSG 


10173 


40541 


A 


10234 




605 


AAAREAAGRDMLAADLRCSLF 
ASALQSYKRDSVLRPFPASYAR 
GDCKDFEALLADASKLPNLKEL 
LQSSGDNPQTGPGDLVSLDFYP 
QKVLTN PQVQ/WECRSFEKDSK 
S*LGLLTRLFLHR TSCLKLST/SD 
PANAKFYETKGERDLIYAFHGS 
RLENFHSIIHNGLHCHLNKTSLF 
GEGTYLTSDLSLALIYSPHGHG 
WQH 


10174 


40542 


A 


10235 


197 


895 


LGLLTRLFLHRTSCLKLST/SDP 
ANAKFYETKGERDL1YAFHGSR 
LENFHSI I HNGLHCHLN KTSLFG 
EGTYLTSDLSLALIYSPHGHGW 
QHSLLGPILSCVAVCEVIDHPD 
VKCQTKKKDSKE1DRRRARIKH 
SEGGDIPPKYFVVTT s JNQLLRVK 
YLLVYSQKPPKRASSQLSWFSS 
HWFTVMISLYLLLLL1VFCGLL 
ALQDRG LPQVCPQIPCGWRPPS 
EGSQVFETQPGL 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10175 


40543 


B 


10236 


1 


1059 




10176 




B 


10237 


226 






10177 


40545 


A 


10238 


159 


306 


LGSGNLP*E1NPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


10178 


40546 


B 


10239 


101 






10179 


40547 


A 


10240 


2 


253 


LQEFGTRKDPPTTSGPQTDQAR 
EHLTNFKSSA/CQIPWNSGPRLS 
E*LLPRSSRLSS*RLT/RAQSPW 
KPTGQSQMLWVTLTVEGT 


10180 


40548 


B 


10241 




409 




10181 


40549 


C 


10242 




5 62 .. . 




10182 




A 










10183 


40551 


C 


10244 




140 




10184 


40552 


B 


10245 




1773 




10185 


40553 


B 


10246 




320 




10186 


40554 


C 


10247 




420 




10187 


40555 


A 


10248 


27j 


485 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
P\TENRTVQL\TWQPLPEPLELW 
PKAL 


10188 


40556 


A 


10249 


508 


558 




10189 


40557 


B 


1 0250 


76 


358 




10190 


40558 


C 


10251 


83 


414 




10191 


40559 


B 


10252 








10192 


40560 


C 


10253 




411 




10193 


40561 


B 


10254 




1054 




10194 


40562 


B 


10255 


57 


229 




10195 


40563 


B 


10256 




222 




10196 


40564 


A 


10257 


230 


1272 


LLCSSACKCLMLGLHFVIVGNI 
CATLKEKYSSMLHLDVTMKKN 
GEKRTRLQKRKKGMPPHPAYE 
DLN1AAITLPANVVLHQPSGFRT 
SGQLDPVWWSLDTDAHE1WCQ 
DPGLGSGDFPWEITPLSSYSLLH 
EKDPPTTSG PQTDQPKKHLTNF 
KSKTKETGFI HGPKTPAPVTDW 
EGSLPLVFNHCRDTSLIIHPCFK 
GVRPRRDACLGPSPLAASPAFL 
EKGQDLINLAFKVYNNRKKLQ 
FLASTVRQTAATSPAHKNFQMP 
EPQRPGVPPEPPPTGACYMCRKA 
SGHWYTRNAGSPGFLLSRVPSV 
WDPTEN RTVQLTWQPLPEPL EL 
WPKALCLTDSFPDLLGLAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10197 


40565 


A 


10258 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 
QAITKHFSPK1SDLILCLKKKIM 
NRHFSK.EDIYAAKKHMKKCSP 
SLA1REMQIKTTMRYHLTPVRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLVDPAIPLLGIYPKDYKSCCYK 
DTCTRMF1AALFTIAKTWNQP 


10198 


40566 


A 


10259 


1 


1947 


MNIDAK.1LNKILANRIQQHIKKL 

1HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FK11RAIYDKPTANIILNGICKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLF ADDM 1 V YLENPI VSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGR1N1VKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKF1WNQK 

RAHITKA1LSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLK.LDPFLTPYTKIN 

SRW1KDLNVRPKTTKTLEENLG 

1TIQDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLK.SFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

LISRIYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGC 

GE1GTLLHCWWV1NWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


10199 


40567 


A 


10260 


1 


347 


TNKIDRPLARLIKKKREKKQID 
A1KNDKGDITTDPTETQTTIKEY 
YKHLYANKLENLEEMDKFFDT 
YTLPRLNQEEVESLNRPIAGSEI 
EAIINSLPT/KKSPGPDGFTAKFY 
QRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


10200 


40568 


A 


10261 


31 


809 


KPRLENYVKNAEASGADAINW 

kkgy/lvmedemnemkregkf 
rekrikrneqslqeiwdyvkrp 
tlhlidvpetlnahkrkqer.sk 
tdtltsqlkelekqeqthskas 
rrqeitkiraelkeietektlqki 
nesrswfferinkidrplarlik 

KKREKNQIDAIKNDKGDITSDP 
TEIQTTIREYYKHLYANKLENL 
EEMDKFLDTYTLPRLNQEEVES 
LNRPITGSE1VA11NSLPTKKSPG 
PDGSTAEFYQRYKEEL 


10201 


40569 


A 


10262 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRG7 
KTLQARRQSWFFEKINK1DRPQ 
ARLIKKKREKNQIDTIKNDKGD 
ITTDPTEIQ1TI REY YKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRP1TGSEIEA1TNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEG1LPMSFYEASII 
LIPKPGRDTTKKGNFRPISLMN1 
DAKIL 


10202 


40570 


B 


10263 








10203 


40571 


A 


10264 




2832 




10204 


40572 


A 


10265 


1 


2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10205 


40573 


A 


10266 


1 


2114 


MKEKMLRAAREKGRVTHKGK 

PIRLTA DL S AETPQ A RRE WG PI F 

N1LKEKNFQPR1SYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTKKEN 

FRPISLMNIDAKILNKILANRIQ 

QHIKKLIHHDQVGFIPGMQGWF 

NIHKSINVIQHINRTIDKNHMIIS 

IDAEKAFDKIQQLFMLKTLNKL 

GIDGTYLK1RIKYLGIQLTREVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGRINIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKSILSQKNKA 

GG 1 TLPDFKQY YK ATVTKTA W 

YWYQNRDIDQWNRTEPSE1TPH 

IYTYL1FDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTP YTK IN SRWI K.DLN VRPKTI K. 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTAKETTIRVNRQPTKWEKIFA 

TYSSDKGLIFRIYNELKQIYKKK 

TNNPIKKWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TM RYHLTPVRM AH KKSGNNR 

QTESQIMSELPIT1ASKRIKYLGI 

QLTKD VKDLFKENYKPLLN EIK 

EDTNKWKNIPCS W1GR1N I V K/T 

WPYCPSPQMYMSPTWQPKTLQ 

LWRQPKYPWKGTHRRKK 


10206 


40574 


A 


10267 




2952 


MLLNQGRKLPRVFAEETLK.FK 
GTSNKPQTLEQISTSIIAQKEAT 
VMVPGSNQEIPSGAYAIRALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPSVIDRHLIQESSNWHLVGA 
ALGQSFQRKEQAAIFAVLQPLL 
VIPRQTGSGVDLQKTPTDLQQR 

KjLI VlvKrv 1 INrvl^Kljl VrHN^s 1 IKc 

QNWTENEFDKLTEGGFKRWVI 
TNSSELKEHVLTQCKEDKNLEK 
SAIKLELRIKNLIQN 


10207 


40575 


A 


10268 


1 


1797 
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SEQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10208 


40576 


A 


10269 


1 


1751 


MIIS1DAEKAFDK1QQPFMLKTL 

NKLGIDGTYFKIIRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

IKG1QLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKLISKFSKVS 

GYK1NVQKSQAFLYTNNRQTES 

QIMSELPFTIASK.RJKYLGIQLTR 

DVKDLFKENYKPLLKE1KEDTN 

KWKNIPCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKF1WNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRD1DQWNRTEPSEI 

TPH1YNYLIFDKPEKDKQWGKD 

SLFNKRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTAMGTKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

KKTNNPIKQWAKDMNRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTMRYHLTPV RM AI 1KKSG 

NNRNHLDFKHIRILGICYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 


10209 


40577 


A 


10270 


1 


4729 




10210 


40578 


A 


10271 


1 


1428 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10211 


40579 


A 


10272 


1 


2718 


MALFRVGMTTRRLGHANKFTR 
DLLVK.RLLLYEFVVEIIPGLRTK 
TTLVGPLETGYTSSDSVNSPHF 
MLD1ALSHNVKSTQLLLRPWR 
N1DCSRNHKNAKKEEQMGDDE 
INRQQECSSSPAMEQSWTENDF 
DELREEVFRRSNYSELQEE1RTN 
GKEVKSFEKKLDEWITRITNAE 
KSLKHLTELKTKARELQLEKQE 
LTHSKASRRQEITK1RAELKEIE 
TQKTLQKINESRSWFFEK1NKID 
RPL A RL 1 KXKREKNQTDT1 KN D 
KGDI1TDPTEIQTTIREYYKHLY 
TNKLENLEEMDKFLDTYVLPRL 
NQEEVESLNRPITGSEIEAIINSL 
PTKKSPGPDGFTAEFYQRYKEE 
LVPFLLKLSQSIEKERILPNSSYE 
AS1IL1PKPGRDTTKKENFRPISL 
MN I D AK1 LNKI L AN RTQQH 1 KK 
LIHHEQVGCIPGMQGWFN1RK.S 
INV1QH1NRTKDKNHMIISIDAE 
KLISKFSKVSGHKINVQKSQAF 
LYTDNRQTESQ1MSELPFTIASK 
R1KYLG1QLTRDVKDLFKENYK 
PLLNE1KEDTNKWKNIPCSWVG 
RIN1VKMALLP\RFSAIPIKLPMT 
FFTELEKTTLKFIWN/QKRARIA 

K ATVPKTA WYC YQN RDIDQW 
NRTEPSE1MLL1 YNYL1 FDKPDK 
KKEWGKDSLFNKWCWENWLA 
ICRKLKLDPFLTPYTKMNSRWI 


10212 


40580 


A 


10273 


396 


1227 


SLGRNSTSQKRVGAN1QHS*RK 
EFSTQNFI SSQTTLHK* RRNKIL 
YRQANAERFCHHQACPKTAPE 
RSTK\LERNNRLPARL1KKKREK 
NQ1DATKNDKGDITTDPTEIQTT 
IREYYKHLYANKLENLEEMDK 
FPDT YTL PRLNQEE VESLNRPIT 
GSEIEAIIKSLPTKKRPGPDRFTA 
EFYQRYKEELVPFLLKLFQSTE 
KEGILPNSFYEASIILIAKPGRDT 
TK.K.ENFRPISLLNIDAKILNKILA 
NRIQQHIKKLIHHDQVGFIPGM 
QGWFNI 


10213 


40581 


A 


10274 


1 


2168 




10214 


40582 


A 


10275 


1 


1845 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10215 


40583 


A 


10276 




2877 


MENDFDELREEGFRQSNYSELR 
EDIQTKGKEVENFEKNLEECITR 
ITNTEKCLKELMELKTKAQELR 
EEWRSLRSRCDQLEERVSAME 
DEMNEMKGEGKFREKRIKRNE 
QSLQEIWDYVKRPNLCLIGVPE 
RDGQNGTKLENTLQDVIQENFP 
NLARQANVQIQEIQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKML 
RAAREKEIQTTISEYYKHLYTN 
KLENLEEMD1CFLDTYTLPTLNQ 
EEVESLNRPITGAE 


10216 


40584 


A 


10277 


1 


1689 


MIFS1DAEKAFDKIQQPFMLKTL 

NKLGIDGMYLKIIRAMYDKPA 

AN11LNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPITSAQNLLKLISNYSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSELPFT1ASKR1KYLGIQLT 

RDVKDLFKENYKPLLNKIKEDT 

NKWKNIPCSWVGR1NIVKMAIL 

PKVIYTFSA1P1KLPMTFFTELEK 

TTSKFIWNQKRARIAKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQ1MRD1DQWNRTEPSE1M 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWENWLD1WRKLKLD 

PFLTPYTKINSRS1KDLHVRPKTI 

KTLEENLGDT1QD1GMGKDFMS 

KTSKAMATKAKIDKWDLIQLK 

sfct a kett i r vnrq pt e wekif 
aiyssdkglifriyicelkqiyick: 

KTNSPI KKWVKDMNRHFSKEAI 

VA Ak'DUR^k'WPQCCI A Tl>r?A Jf~\TV 

ttlslpaqvsvv/rhglsfcwd 
srg\cgksglflaysinpfpqsh 

WDQEQVM 


10217 


40585 


A 


10278 


1 


2142 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10218 


40586 


A 


10279 


1 


1722 


MIISIDAEKAFDKIQQRFMLKTL 

NKLGIDGLYLKIIRAIYDKPTAN 

IILNGQKLEALPLKTGTRQGCPL 

SPLQFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLLADDMIVYL 

ENPIVSAQNLLKVISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFIWYQKRARITKSILSQRNK. 

AGDITLPDFK.LYYKATVNKTA 

WYWHQNRHIDQWNRTKPSEIT 

LHIYNYLFFDNPDKNKKWGKD 

SLFNK.WCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

KTLEENLGITIQDIGMGKYFMT 

KTPKAMATKAKIDKWDLIKLK. 

SFCTGKETT1RVNRQPTKWEKIF 

ATYSSDKGLISR1YNELKQIYKK 

WTXTWPTTt'VW/ A V HX/TM 1? 14 PC VPH 
IS.1JN1N1 IrvJS. WAlVlJJViJNJ\xlrJ>KclJ 

IYAAKKHMKKCSPSLAIREMQI 
KTTMRYHLTPT/RLIVIGIEECLR 
GKEKLETL YY WN SDTDHQV* W 
LGWP*WKSDHKKEQPSF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10219 


40587 


A 


10280 


1 


2076 


MDKFLNTYTIPRLNQEEVESLN 

RSITGSEIEAIINNLPTKRSPGPD 

GFTPEFYQRYKEELVPFLLKLF 

QSIVKEGFLPNSFYEGSIILITKS 

GRDTTKKENLRPISLMNINAK.iL 

NK1LANQ1QQHIKKLIHHEQVDF 

1PGMQGWFNIRKSINVIQHINRT 

NDKNHMIISIDAEKAFDKIQQLF 

MLKTLNKLGIDGTYLKI1RAIYD 

KHTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIS 

QEKEIKGIQLGKEEVKLSLFAD 

DM1VYLENPIVSAQNLLKLIGNF 

SKVSGYKISVQKSQAFLYTNKR 

QTESQIM SELPFTI VSKRIKYLG I 

QLTRDVKDLFKENYKPLLNEIQ 

DETNKWKN\CSWVGR1NIVKM 

VILP/KELEKTTLKF1WNQKRAR 

IAKTILSQKNKAGGITLPDFELH 

YKATVTKTACYLYQNRDIDQR 

NRTEPSEIMPHIYNYLIFDKSDK 

NKK.WGKDSLFNKWCWENWLA 

I CRK LKLDPFLPP YTKIN S R W 1 K 

DLNVRPKTIKTLEENLGNT1QDI 

GMGKDFMSKTPKAMSTKAKID 

KWDLIKLK.SFCTAKETAIRVNR 

EPTEWEK1FA1YSSDKGLISRJYN 

EFKQIYKKKTNNP1KKWAKDM 

NRHFSKEDIYAANRHMKKCSSS 

LAIREMQIKTTQVGGSEEKSAS 

ELGNKLIELDQSEEWRGKED 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10220 


40588 


A 


10281 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTE1ITNYLSDDS 

A I KLELRIKNLTQNRSTTWKLN 

NLLLDDY WVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKXR 

EKNLIDA1K.NDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVA11NSLTTK.K.SPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SK.RJKYLG1QLTRDVKDLFKEN 

YKPLLKE1KEDTNKWKNIPCSW 

VGRINIVKMA1LPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLY YKATVTKTA WY WYQN 

R DTDQ WNRTEPS EI M PRJ YNYL 

IFDKPEKNKQWGKDSLFNKWC 

WK.rN WLAlCKJSXJvlylJrrL, Ir I 1 

KINSRWIKDLN1RPKTIKTLEEN 
LGITIQDIGMGKDFMSKTPKAM 
ATKAKIDKWDLIKLKSFCTAKE 
TTNRVNRQPTKWEKIFATYSSD 


10221 


40589 


A 


10282 


1 


1996 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10222 


40590 


A 


10283 


1 


1778 


MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

I1PNGQKLEAFPLKTGTTQGCPF 

SPLLFNIVLEVLARVIRQEKE1K 

GTQLGKEEVTLSLFADDMIVYL 

QNPIVSAQNLLKLIGNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

VIYRFNAIPIftLPMTFFTELEKTT 

LKFK WN QK.R AC I A KS I L SQKN K 

AGGIMLPDFKLYYKATVIKTA 

WYWYQNRDIDQWNRTEPSEIM 

PHIYNYLIFDKPDQNKQWGKDS 

LFNKWYWENCLA1CRKLKLDP 

FLTPYTKINSRWIKDLNVRLKTI 

KALEENLGNTIQD1GMGK.DFMS 

KTPKAMATK.DKIDKWDL1KPK. 

SFCTAKETTIRVNRQPTKWEKIF 

ATYSSDKGL1SRNYNELKQIYK 

KKT1GPIKKWAEDMNRHFSKE 

DTYAAKKHMK.KCSSSLAIREM 

l l JV1K I nL 1 r VKJVi VllrvK.oU 

NM RC WRGCG ETGTLSHCWWD 
CKL/IQPLW/RFLRD*GPKTGGD 
S* M1QVKY* PQQKKKGCPNA 


10223 


40591 


A 


10284 


3 


2875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN ' 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10224 


40592 


A 


10285 


1 


1838 


MIIPIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRA1YDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFTI A SKRIK YLG IQLTRD VK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLSIGKINIMKMA1LPKVIY 

RFNA1PIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQK.NKDG 

GITLPDFK L Y YKATVTKTA WY 

QYQNRDIDQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKINSRW1KDLNVRPKT1KT 

LEENLGMTIQDIGMGKDFMSK1 

PKAMATKAKIDKWNLIELKSFC 

TA KETTI S VNRQPTE WE KIF AI C 

LSDKGLISRIYKELKQRHK.K.KT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMK.KCSSSLAIREMPIKT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGE1GTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELEIPFDPA 

1SLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 


10225 


40593 


A 


10286 


1 


2046 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10226 


40594 


A 


10287 


1 


1700 


MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQTNIQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKMS 

RAAREK.EIQTTIREYYKHLYAN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSE1VAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFK.ENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMA1LPK 

VIYTFNAIPIKLPMTFFTELEKTT 

FKF1WNQKRAHVAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYLIFDKPEKNKQWGKDS 

LFNKW\CWENWVLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

ETLEENLG1TIQD1GMGKDFMS 

KTSKAMSTKAK.IDKWDLIKLKS 

FCTAKETTIKVNRQPTKWEK1F 

ATYSSDKGL1SR1YNELKQIYKK 

K\TNNPIKKWVKDMNRHFSKE 

D1YAAKRHMKKCSSSLAIREMQ 

1 KTTMRYHLTP V 


10227 


40595 


A 


10288 


1 


3210 


MVKGSIQQEELTI.LNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVN KD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTE1ITNCLSDHSAIK 

LELR1KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENK.DTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10228 


40596 


A 


10289 




2019 


MDT1KNDKGD1TTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SEIEAIINSLPT/KKSPGPDEFTAE 

FYQRKXAFDKIQQAFTLKTLNK 

LVIDGTYRKI1RA1CDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWEN 

IPCSWVGR1NIMKMA1LPKVIYR 

FNAIPIKLPVAFFTELEKTTLKFI 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSE1MLHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTK1NSRWIKDLNVRPKTIKTL 

EENLGNTILD1GMGKDFMSKTP 

KAMATKAKIDNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISR1YKELKQIYKK.KT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLA1REMQIK 

TTMRYHLTPVRMVI1KKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


10229 


40597 


A 


10290 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLH H ADLIDI YRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDY WVHNKMKAE 1 K.MFF 

ETNENKDTTYQNLWDTFKAVS 

RGKF1ALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

E1TK1RAELKEIETQKTLQKINES 

DCW/TTl CDIMfinDDI ADI If VfD 

Kb WrLfcKlNKlDKrLAKIjIKIS.KK 

EKNQIDVIKNDK 


10230 


40598 


A 


10291 


1 


2274 




10231 


40599 


A 


10292 


1 


2250 




10232 


40600 


A 


10293 


1 


822 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10233 


40601 


A 


10294 


1 


2605 


M K AEIKMFFETNEN KDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSK1DTLTSQLKELEKQEQ 

SHSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARL1KKKREKNQIDTIKNDK 

GD1TTNPTEIQTTIREYYKHLYA 

NKLEN LEEMDTFLDTYTLPRLN 

QEEVGSLNTPITGSEIVAIiNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

PGRVPTKKENFRPISLMN1DAKI 

LN Kl LANRIQQHIKKLIH HDQV 

GF1PGMQGWFNIRKSINVIQHIN 

RAKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYFRIIRA 

1YDKPTAN1ILNGQKLEAFPLKT 

GTRQGCPLSPLLFN I VLE VLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLKLIS 

NFSKVSGYNFYVQKSQAFLYT 

NNRQTESQIMSELPFTIASKR1K. 

YLGIQLTRDVKDLFKENYKPLL 

KE1KEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KS1LSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRD1DQW 

INK l crot-livirril i in. i LlrL/fvr els, 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK. 

DLNVRPKTIKTLEENLGITIQDI 

GVGKDFMSKTPKAMATKAKID 


10234 


40602 


B 


10295 


111 


2440 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10235 


40603 


A 


10296 




1795 


MIISIDAEKAFDKIQQPFMLKTL 

NK.LS1DGTYFKIIRAIYDKPTANI 

ILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVK.LSLFAHDM1VYL 

ENP1VSAQNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTONRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSGVGRINIVKMAILPK 

VI Y RFN A I PIK LPM TFFTE LEKTT 

LKFIWNQKGACITKTILS\QKNK 

VGGITLPDFKLYYKATVTK.TA 

WYWYQ\NRDIDQWNRIKPSEIM 

PHMYNYL1FDK.PEKNRQWGEDS 

LFNKWCWETWLAIWRKLKLDP 

FLTLYAKIN*RWIKDLNVRPKTI 

KTLEENLGIT\IQD\IGMGKDFM 

SKTPKAMATK.AKIDK.WDLIQL 

K S YCTAKENTI R VN RQPTK WE 

KIFATYSSDK.GLITRIYNELKQI 

YKKKTNNP1KKWAKDMNRHFS 

KEDIYAAK.KHMKKCSSSLA1RE 

MQIKTTMRYHI.TPVRMAI1QKS 

OrNiNKJ N.KIJY KKIN UUUIJUNUU 

NDDDSLMSLSRTEIPFSSYSELN 
VVLHKPRPEPSASTILLLHTA 


10236 


40604 


A 


10297 


1 


2851 




10237 


40605 


B 


10298 


1 


3220 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10238 


40606 


A 


10299 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQK.CLKELMELKTKARELR 

EECRSLRSRCDQLE ERVSAMED 

EMNEMKREGK.FREK.RIQRNEQ 

SLQEIWDYVKRPNLRL1GVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTE1QTTIREYYKHLYANK 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRPITGSEIVAIINSLPTIC 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLRIQNQCTK1TSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHR1GKNYFKVHMEPK. 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFP1**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKN Y * QTEQATCKMG EN FHN 

LLI*QRANIQNLQ*TQTNLQEKN 

KQPHQK VG KG HEQTLLKRRHL 

CSQK\NI IEKMVTITGHQRNAN 

QNHNEIPSHAS*NGNH*KVRKQ 

VLERMCRNRNTFTLLVGL*TSS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10239 


40607 


A 


10300 


1 


2704 


MYSHVITVCRHVK.NGDILLLNR 

QPTLHRPSIQAHRARILPEEKVL 

RLHYANCKAYNADFDGDEMN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPKDGQPLAGLIQDHMVS 

GASMTTRGCFFTREHYMELVY 

RGLTDKVGRVKLLSPSILKPFPL 

WTGKQH1MRTKDKNHMI1SIDA 

EKAFDKIQQPFMLKTLNKLG 1 D 

GTYLKIIRAIYDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKSIQLGKE 

EVK.LSLFADDM1VYLENPTVSA 

QNLLKLMSNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSGLP 

FTITSKRJTYLGIQLTRDVKDLF 

KEN YKPLL KEIKEDTNK WKN IP 

CSWVGRIN1VKMAILPKVIYRF 

NTIPIKLPMTFLTELEKTTLKF1 

WNQKRAHIAKS1LSQKNKAGG1 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMPHI/Y 

YNYLIFDKPEKNKQWGKDTLF 

NKWCWENWLAICRKLKLDPFL 

TP YTK1N SRWIKDLN V RPKTI KT 

LEENLGNT1QDIGMGKDFMSKT 

PKATATKAK1DKWDLIQLKSFC 

TAKETTI R V NRQPTE WEE 1 FA1 Y 

SSDKGLISRIYNELKQIYKKKTN 

N PIKKWAKDMNR1 1 FSEED I Y A 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMVI1KKSGNNRC 


10240 


40608 


B 


10301 


1 


3345 
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SEQID 

NO: 


SKQ ID NO: 


hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10241 


40609 


A 


10302 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEG1LPNLFDEASIILI 

PKRG RDTTKJCENFRPI SLMN ID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFMCKSINVI 

QHINRTKDKNHMIISIDAEKAF 

DKIQQPFM LKTLNKLG1DGTYL 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARA1RQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQ1MSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMAILPKVIYRFNAIP1KL 

PMTFFTELEKTTLKFIWNQKRA 

R1AKSILSQKNKAG\G1T\LPDFK 

LYLQGLQ*PKTAWYWY\QNRD 

IDQWNRTEPSEITPH1YNYLIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLATCRKLKLDPFLTPYTKIN 

SRW1 KDLN VRPKTI KTLEENLGI 

TIQDIGVGKDFMSKTPKAMAT 

KAKIDKWDLIKLKSFCTAKETA 

IRVNRQPTTWEKIFATYSSDKG 

LISRIYNELKQ1YKKK\TNNPIKK 

WAKDMNRHFSKEDIYAANKH 

MKKCSPSLAIREMQIKTTMRYH 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10242 


40610 


A 


10303 


1 


2467 


MG DFN IPLSTSDRSTRQK VN KD 

TQELNSALHQADLID1YRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTEI1TNCLSDHSA 

IKLEIRIKKLTQNCSTTWKLNNL 

LLNDYWVNNEMKAEIKMFFEI 

N E DK.DTTYQNRWDTFKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKE1 ETQKTLQKMNES 

RSWFFEKINNIDRLLARLIKKKR 

EKNQIDAIKNHKGDITTNPTEIQ 

TT1REYDKHLYANKLENLEETD 

KFLDTY 1 LPRLNQEQVESLN RP1 

TGAEIEAIINSLRTKKSPG\PGGF 

TA EFYQRYK EKLI VLE VLARAI 

RQEKEIKGIQLGKEELKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYSNNR 

QTESQIMSELPFT1ASKR1KYLGI 

QLTRDVKDLFKENYKPLLNEV 

KEDTNK.WKNIPCSWIGRIN1VK 

MA1LPK.VIYRFSAIPIKLPMTFFT 

ELEKTTLKFIWNQKRS\RIAKSIL 

SQKNRAGGITLSDFKLYYKATV 

TKTAWYWYQNRDIDQWNKTE 

PSE1MPHIYMYL1FDKPDKNKK 

uyf;k'n ( vi pxiic'u/r , \x/f-."\iu/i aipr 

W wJS.UoL/r INN. W<^ WCiN W L,/\IWIv 

KLKLDPFLTPYTKINSRWIKDL 
NVRPKTl KTLEENLG1TIQDTGM 
GKDFMSETPKAMATKDKIDKW 
DLIKLKSFCTAKETTIRVNRQPT 


10243 


40611 


A 


10304 


2 


2480 




10244 


40612 


A 


10305 


1 


4793 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRAE1ITNYLSDHS 
A I KLLELRIKNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETKEN KDTTYQN LWD AFKA VC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQ1DTIKNDK 


10245 


40613 


A 


10306 


1 


4320 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10246 


40614 


A 


10307 


1 


3229 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLQ 
PKSTEYTFFSAPHHTYSKIDH1V 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNEN KDTTYQN LWVDAFKA V 
CRGKFIALNAHKRKQERSKIDTA 
LTSQLKELEKQEQTHSKASRRQ 
EIT\KIRAELKEIETKK\TLQKINE 
SRSWFFERIKKTDRPLARLIKKK 
REKNQIDTI 


10247 


40615 


A 


10308 


1 


3392 


MGDFNTPLSTLDRSRRQKVNK 
NTQELNSALHQVQLIDIYRTLH 
PKSTEYTLFSAPHHTYSE1DHVV 
GSKALLSKCKRTEIITNCLSDHS 
AIKLELRIKKLTQNCSTTWKLN 
NLLLN DY WVHNEMK AEIKMFF 
ETNENKDTTYPNLWDTFKAVC 
RGKFIALNAHKRKQERSEIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFEKINKI DRPLARLIKKKRE 
KNQIDSIKNDK 


10248 


40616 


A 


10309 


1 


4137 


MGKKQNRKTGNSKKQRASPPP 
KEHSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEEC1TRITD1EKCLK 
ELMELKTKARELHEECRSLRSR 
CDQLEERVSAMEDEMNEMKQ 
EGKFREKR1 KRNEQSLQEI WDY 
VKRPNLPPIDVPESDRENGTKL 
ENTLQDV1QENFPNLARQANIQI 
QEIQRMPQRYSSRRATPRHIIVR 
FTKVEMKEKMLRAAREKAFKQ 
ASRREDDIAKVTSG 


10249 


40617 


A 


10310 


1 


5195 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIHIYRTLH 
PKSTE YTFFS A PH HTYSKIDH 1 V 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 

TSQLKELEKQEQTHSKASRRQE 
IMKIRAELKEIETQKTL\QKINE\ 
SRSWFFXERINKIDRPLARLIKKK 
REENQID\AI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon,/=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10250 


40618 


A 


10311 


1 


2958 


MKQEGKFREKRIKRNEQSLQE1 
WDYVKRPNLHLIGVPESDREN 
GTKLENTLQDIIQEDFPNLARK 
AN1QIQEIQRTPQRYSSRRATPR 
HTIVRFTKVEMKEKMLRAARE 
KGRVTHKGKPIRLTADLSAETL 
QARRELNQEEVESLNKPVTGSE 
VVAIINSLPTKKSPGPDGFTAEF 
YQKYKEEPVPFLLKLFQSIEKE 
G1LPNSFYEASIILIPKPGRDTTK 
KENFRPISLMNIDAKILNKILAN 
R1\QQHI\KK 


10251 


40619 


A 


10312 


5211 


7687 


TDTSQKKTFYAAKRHMKKCSS 

SLAIREMQ1KTTYHAGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

EGILPNSFYEAS11LIPKPGRDTT 

KK\ENFRPISLMNIDAK1LNKILA 

KRIQQHIKKLIHHDQVGF1PGM 

QGWFNIRKSINWIQHINRAKDK 

NHMIISIDAEKAFDK1QQPFMLK 

TLNKLGIDGTYFKIIRAIYDNPT 

ANI1LNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

E1KGIQLGKEEVKLSLFADNMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSQLPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSG\EGRINIVKMAIL 

PKN WKKTTLKF1 WNQKRARI A 

KSILSQKNKAGG1TVPDFQLYY 

KATVTKTAWYWYQNRDI DQW 

NRKEPSE1MPHIYDSLIFGKPDK 

NKQWGKDSLFNKWCWEDWLA 

1 C RKLKLDP F LTPCTKIN S R WV 

KDLNIRPKTIK.TLEENLGNT1QD 

IGMAKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTRIAKEPTIRV 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSSSLAIREMQIKTTMRYHLT 

PVRMAIIKKSGNNRCWRGCGE 

TGTLLHCWWDCKLAQPLWKS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10252 


40620 


A 


10313 


1 


4525 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
HK.STEHTFFAAPHHTYSKIDH1L 
GSKALLSKCKRTE1ITNYLSDHS 
AIKLELRIKNLTQNRSTTWKLN 
LLLNNYWVHNEMKAE1KMFFE 
TNKNKDTTYQNLWDTFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKQLEKQEQTHSKASRRQE1 
TKIRGELKEIETQKTLHKINESR 
SWFFERINKIDRLLARLIKKKRE 
KNQ1DA1INDKG 


10253 


40621 


A 


10314 




1185 


MED1KRTQNKLSEMKATLAEM 

KNTLDGINDHGRDSRRKIRKLQ 

DNGGDDPTGNTQRKKNLINGP 

SLSVH1GEKRGGRRSWAETLTP 

LQTKALRLGPTTPSARRKCGIV 

PNLQTRKTEAYRYPDTHPGETP 

VGTAVLSIQKPKLESVIDVRVN 

MSSFHPEPELQPTQTSVLPDQD 

ATVAGSTTKFPEEQEARQGRVR 

ERPATRERPVPGGVSVPGLHHI 

HFLRGPSLPLASLTRJTVLEAVV 

CFFSVWSIVGLSGFHTYLISSNQ 

TTNEDIK.GSWSNKRGKENYNP 

YSYGNIFTNCCVALCGPISPRT/ 

LSHTGQRPTP1ECEPHLNLVTSA 

ETLLASKPD/PTEEGTSSPTRRS 

QQHPPM A SPCTGPRSHRVTCTL 

EKREEEEGVGQRLSPLCKPRL 


10254 


40622 


A 


10315 


44 


302 


GLLGPGPPTAC*CGPHCGIHPES 
SPQSWCLCHSH RSSRAPPLARL 
SGDRHPGWRTWGGRDARSVA 
RGQWWCLVEPVLPFSTRSAFW 
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SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


10255 


40623 


A 


10316 




2182 


1RDPGKKPVMLFLHGGSYMEG 

TGNMFDGSVLAAYGNVIVATL 

NYRLGVLGFLSTGDQAAKGNY 

GLLDQIQALRWLSENIAHFGGD 

PERITIFGRYSQPGLSYHIAFGPV 

VDGDVVPDDPEILMQQGEFLN 

YDMLIGVNQGEG\LKFVEDSAE 

SED/G A FDFTVSNFVDNL YG Y P 

EGKDVLRETIKFMYTDWADRD 

NGEMRRKTLLALFTDHQWVAP 

AVATAKLHADYQSPVYFYTFY 

H HCQAEGRPEW ADAAHGDELP 

YVFGVPMVGATDLFPCNFSKN 

DVMLSAVVMTYWTNFAKTGD 

PNQPVPYDTKFIHTKPNRFEEV 

VWSKFNSKEKQYLHIGLKPRL 

WSRFRGVLYQVFHDTICEKEAP 

KSSLLRKQTQPPKKQSSPAVHL 

RCTMDPVMMTVSPPPAHRHRR 

RGSPTRCAHCPVAWAPDTDDE 

KPHQYPAICSYH WD VPEDWEG 

FQHTQGTWVPWSQDAPESPPQ 

TIRFQPTVEERPLKTGIWSELGL 

RAYVYPVNPPPPSPEAPSHKNG 

RI V YD A RDM RRRLRELTREVE 

ALSGCYPLASGSSTAEETSK.NW 

VYRSLTGSQK.MSQLHRVPFFD 

QEDPDSYLEEEDNLPFPYPKYP 

RRG WGGF YQRAG LPSN VG L W 

r*u mi aci dddci vi cdci or 
unyuulLAoLrrrsL I LorbLKL 

MPKRVEARKCQDLGDSILLLLG 
SFI LLNVWINVVTLL WKHLKSS 


10256 


40624 


B 


10317 


37 


241 




10257 


40625 


A 


10318 


2 


815 




10258 


40626 


A 


10319 


1 


943 


RAGGQGVG*GWGPPSVPCSVH 
GGKGL/PPEEGPGQVTHLEF\GR 
G DGLLTP W WPLTGDGRGPSA/S 
LASQRTCSQ*GMWLPAAQPSPS 
HPGPAGTVGQSHLHL*GLLGPG 
PPHCLLMRPTLRDSSRVFTSKL 
VSVPQPQVQQGPTTRKTVWRS 
ASWMENLGRKGCQVCSTWPM 
VVPGGACTSIWEWEADRVTPG 
GHRGSSCSHSAAGGANAAPHG 
PRGRPGGHAAAGGRHSTDGRS 
SCSPRPPDPGAARPQSAVHTDY 
RSPSLGTFPLAQPFGESKSDQSA 
PGIRGQKAPLAVARRGQQTPRP 
RGQA RG RGRGTRPR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10259 


40627 


A 


10320 


39 


621 


SCPEEEESSLLSPGTSWPLHAW 
ACSAAQVTGRERVVADWPGY 
HPGGPTAPHWRAGPLSDKTRPS 
RDVGTWDTGRAGCPPPPGRNP 
GPPDQRKALGVVVTSFGSQLG 
NGTPNSCLSPRQCWIQRLGGSS 
RTGPPPPGSVPEAAVSCPGHHT 
LFGLRSGAGKIQG*LLGPGWEL 
GQAGTEPPLPLAPPPPHRSCG 


10260 


40628 


A 


10321 


1 


496 


AAATYVQNQSEDCLYLNLYVP 
TEDGPLTKKRDEATLNPPDTDI 
RDPGKKPVMLFLHGGSYMEGT 
GN MFDGS VLAA YGN V I V ATLN 
YRLGVLGFLSTGDQAAKGNYG 
LNLDQIQALRWLSENIAHFGGDP 
ERJTIFGSGAGASCVNLLILSHH 
SEGLFQKAIAQSGT 


10261 


40629 


A 


10322 


' 


4304 


MLPVWFTDNLGAAATYVQNQ 

SEDCLYLNLYVPTEDGPLTKKR 

DEATLNPPDTDIRDPGKKPVML 

FLHGGSYMEGTGNMFDGSVLA 

AYGNVIVATLNYRLGVLGRYS 

QPGLSYH1AFGPVVDGDVVPDD 

PEILMQQGEFLNYDMLIGVNQG 

EGLKFVEDSAESEDGVSASAFD 

FTVSNFVDNLYGYPEGKD/DW 

ADRDNGEM RRKTUL ALFTDH 

QWVAPAVATAKLHADYQSPV 

YFYTFYIIHCQAEGRPEWADAA 


10262 


40630 


A 


10323 


1 


2765 


MDVGFSRTTVQTLSRSHCKNIK 
QKISQWEGRANGISNPEKWCPK 
DFGVRYNCHQEIRLKKNPIAER 
KSKNLDVTSRENVGLD1NENTK 
SHDQSENENKKHEYDDTHFFK 
NESESNWVCSRVKE1ESCKEDV 
LDPETSLPPGNFYTSQILWKKIE 
ALPPDKLLNLALEHCDSSEKEL 
NFRVLDSSYG1TKSLENIYSEPE 
GQECGPSINPLPKPRRTFRYLSE 
SGVTPYKERNCDKKYCENNSC 
AQSSLASSQEPE 


10263 


40631 


A 


10324 


2 


597 


RWL1PKVMRIYDTQKKMDREA 
SQAA LQKMLTLLMLPPTFGDLL 
REEYIGDNGDPQTLQAQFQEM 
MADSMFVIPALQVAHFQCSRA 
PVYFYEFQHQPSWLKNIRPPHM 
K.ADH VKFTEEEEQLSRKMMKY 
WANFARNGNPNGEGLPHWPLF 
DQEEQYLQLNLQPAVGRALKA 
HRLQLWXKKALPQKIQELEEPE 
ERHTEL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10264 


40632 


A 


10325 


2 


1766 


PGQPLGEQQRVRRQRTETSEPT 

MRLHRLRARLSAVACGLLLLL 

VRGQGQDSASPIRTTHTGQVLG 

SLVHVKGANAGVQTFLGIPFAK 

PPLGPLRFAPPEPPESWSGVRDG 

TTHPAMCLQDLTAVESEFLSQF 

NMTFPSDSMSEDCLYLSIYTPA 

HSHEG SN LP VM V WIHGG AL VF 

GMASLYDGSMLAALENVVVVI 

IQYRLGVLGFFSTGDKHATGN 

WGYLDQVAALRWVQQNIAHF 

GGNPDRVTIFGESAGGTSVSSL 

VVSPISQGLFHGAIMESGVALLP 

GLIASSADVISTVVANLSACDQ 

VDSEALVGCLRGKSKEEILA1N 

KPFKMIPGVVDGVFLPRHPQEL 

LASADFQPVPSIVGVNNNEFGW 

L1PKVMRIYDTQKEMDREASQA 

ALQKMLTLLMLPPTFGDLLREE 

YIGDNGDPQ\TLPKRKF\QKMM 

ADS\MFVIPALQVAHFQ\CS\RAP 

VYLPTSSQH\QPSWLKNIRPPH 

MKADHGDELPFVFRSFF\GGNY 

IKFTEEEEQLSRKMMKYWANF 

AR\NGNPNGEGLP\HWP\LFDQE 

EQYLQLNLQLAVG\RALKAHRF 

\QFWKKALPQKIQ\ELEEPEERH 


10265 


40633 


A 


10326 


2 


435 


1LAEFGSLHLEFLHL TELSGNQV 
FAEKVRN1RKVLRKIEKPFGLYP 
NFLSPVSGNWVQHHVSVGGLG 
DSFYEYLIKSWLMSGKTDMEA 
KNMYYEALET/HKLGPEAFWF 
NSGREAVATQLSESYYILRPEV 
VESYMYLWRQTHNTK 


10266 


40634 


A 


10327 


3 


583 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10267 


40635 


A 


10328 




1299 


MHLNQLPPILSRLGAVGFFGSM 

rCAHLVSVSRQVRNIRKVLRKJE 

KPFGLYPNFLSPVSGNWVQLPI 

PGSVAAGEIMPASYPYRHRAPE 

VRRVCE ALPHHVSVGGLG DSF 

YEYL1KSWLMSGKTDMEAKN 

MYYEALEAIETYLLNVSPGGLT 

YIAEWRGGILDHKMGHLACFS 

GGMIALGAEDAKEEKRAHYRE 

LA VQITKTC YES Y AR\SDTKLG P 

EAFWFNSGREAVATQLSEE/YT 

YILRPEVVESYMYLW\RQTHNP\ 

SYR\EWGWEVVLALEKYCRTE 

AGFSGDSKTCYSRHPQPRTTSR 

QSFFLAETLNRCLVSACNGPDT 

GLEARDTAESETVISPAVKGSR 

GEKAMVRETDKPAKCIGKKSK 

NGKSDLKAASKMDAQFRSLCF 

EEVTPLWFEKVLEMNGPASPSV 

SPGGLSLEVWSLVMWHKDARP 


10268 


40636 


C 


10329 


186 


401 




10269 


40637 


A 


10330 


194 


482 




10270 


40638 


A 


10331 


224 


495 




10271 


40639 


B 


10332 


138 


1810 




10272 


40640 


A 


10333 




1351 


MGGVGEPGPREGPAQPGAPLPT 

FCWEQ1RAHDQPGDKWLVIER 

RVYDISRWAQRHPGGSRLIGHH 

GAEDATDAFRAFHQDLNFVRK 

FLQPLLIGELAPEEPSQDGPLNA 

QL VEDFRA LHQAAEDMKLFDA 

SPTFFAFLLGHILAMEVLAWLLI 

YL\LGP\GWVPSALAAFILA1SQ 

AQSWCLQHDLGHASIFKKSWW 

NHVAQKFVMGQLKGFSAHWW 

NFRHF\QHHAKPNIFHKDPDVT 

VAPVFLLGESSVEYGKKKRRYL 

PYNQQHLYFFLIG PPLLTL VNFE 

VENLAYMLVCMQWADLLWA 

ASFYARFLSLSYLPFYGVPGVL 

LFFVAVRVL\ES\HWFVWITQM 

NHIPKEIGHEKHRDWVSSQLAA 

xr^ivH/PDCNt CTt>j\\n7c:r;i-ii Mcnre 
lOINVJbrMLr I IN Wr oUriLrNrv,Hc 

HHLFPRMPRHN\YSPVAPLV\KS 
LCAK\HGLSYE\VKPFL\TALVDI 
VRSLKK\SGDIVLDAYLHQ 


10273 


40641 


A 


10334 


43 


399 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10274 


40642 


A 


10335 


1 


2229 


FLKVCPQNNAETFGCLGTGXEK 

GDRGNQTQKP\LHYKSWSLFHR 

SCPRDFYGSKVGDFQGKENGR 

G\GES\IYGGFFEDEGVSLVKDH\ 

KEFLLSMANRGKDTNGSQFFIT 

T\KPTPHLDGHHVVFGQV1\SGQ 

EVVREIENQKTDAASKPFAEVR 

ILSCNGELIPKSKVKKEEKKRHK 

SSSSSSSSSSDSDSSRYS\QSSSDS 

SDSESATEEKSKKRKKKHRKNS 

RKHKKEKKKRKKSKKSASSES 

EAEN/LLEAQPPVLLFRPEE1PLP 

IPENRFLMRK\SPPKADEKERKN 

RERERERECNPPNSQPASYQRR 

LLVTRSGRK\LKGRGPRRYRTPS 

RSRSRDLFRRS\ETP\PHWRQEM 

QRA\QRMRVSSGER\WIKGDKS 

ELNE1KENQRSPVRVKERK1TD 

HRNVSESPNRKNEKEKKVKDH 

KSNSKERDIRRNSEKEDKYK.NK 

VKKRAKSKSRSKSKEKSKSKER 

DSK\HM\RNEEKRMRFKELKGR 

DHENVKEKEKQSDSKGKDQER 

SRSKE K S KQLESKSNEHDHSKS 

KEKDRRAQSRSRECDITK.GKHS 

YNSRTRE\RSRRRDSSSRVRSRP 

HDRDRSMSK\EYHRYRDQVYS 

RRVRSRSRERRTPPGRSRSRDR 

RRRRRDSRSSEREDSQSRNKDK 

YRNQESKSSHRKENSESEKRM 

YSKSRDHNSSNNSREKKADRD 

QSPFSK1KQSSQDDELKSSMLK 


10275 


40643 


A 


10336 


3 


3366 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10276 


40644 


A 


10337 




2431 


GCLQELSVLFARGEPRGPCHNL 
LHYMLALIGVPEVFWAFLFHCS 
LGLEEEKLAPLIKGEEKIVWLRS 
SFYFQHCLVDKSTLLPSSSVSLG 
IFHEEKNSGEFPIFAKAVRLALV 
PLRYVKLEDRDNWISVDSVTSE 
IKLAKLPDFESRYVQNGTYTVK 
IVAISEDYPRKT1TGTVLINVEDI 
NDNCPTLIEPVQT1CHDAEYVN 
VTAEDLDGHPNSGPFSFSVIDKP 
PGMAEKWKIARQESTSVLLQQ 
SEK.KLGRSE1QFLISDNQGFSCP 
EKQV LTLTVCECLHGS\GCREA 
QHDSYVGLGPAAIALMILAFLL 
LLLVPLLLLMCHCGKGAKGFTP 
1PGTIEMLHPWNNEGAPPEDKV 
VPSFLPWDQGGSLVGRNGVGG 
MAK.EATMKRKVSSASIVKGQH 
EMSEMDGRWEEHRSLLSGRAT 
QFTGATGAI\MTTETTITARATG 
ASRDVAGAQAAAVALNEEFLK 
NYFTDKAASYTEEDENHTAKD 
CLLVYSQEETESLNASIGCCSFI 
EGELDDRFLDDLGLKFKTLAEV 
CLGQKIDINKE1EQRQKPATETS 
MNTASHSLCEQTMVNSENTYS 
SGSSFPVPKSLQEANAEKVTQEI 

V 1 bKo VjoKAyfAl^lS. V A 1 rLrlJrM 

A SRN VI ATETS YVTGSTM PPTT 
VILGPSQPQSLIVTERVYAPAST 
LVDQPYANEGTVVVTERVIQPH 
GGGSNPLEGTQHLQDVPYVME 


10277 


40645 


A 


10338 


5 


354 


RPRLTSQDIK.K.PDC/DGEDAIGR 

VNQSLLELHKLATDKNDPHLC 
DFI ETH YLNEQVKAIKELGDH V 
TNMHEMGAPDSGVAEYLFDKH 
TLGDSDNES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10278 


40646 


A 


10339 


1 


2024 


GEALMYHTHFSELLDEFSQNVL 

GQLLNDPFLSEKSVSMEVEPSP 

TSPAPLIQAEHSYSLCEEPRAQS 

PFTH ITTSDSFNDDEVESEKWY 

LSTDFPSTS I K.TEPITDEPPPG L V 

PSVTLTITAISTPLEKEEPPLEIEQ 

WGLIPRARPLFPK1KLEPHEVDQ 

FLNFSP\KEAKHLHIFPSWAACT 

CGSSGNSAIRJILAYSLALRVPT 

ETKKPRDLFGKTGREKGKEETS 

REKLYVAERERKAPVDHLHLPP 

TPPSSHGSDSEGSLSPNPRLHPF 

SLPQTHSPSRAAPRAPSALSSSP 

LLTAPHKLQGSGPLVLTEEEK.R 

TLIAEGYPIPTKLPLSKSEEKAL 

KKIRRK1KNKISAQESRRKKKE 

YMDSLEKKVESCSTENLELRKK 

VEVLENTNRASHGELVIGVLGK 

G RRWDPLLTSPHAGDQCLG SV 

QGWAGECTPRQLDGSRTTLISE 

EDPGSPEMGGGEALGAIVSYA 

WRGREALHASRVGAVIQAPIA 

AGSDICLSDIRESATSSQTNISVT 

RTLLQQLQKLQTLVMGKVSRT 

CKLAGTQTGTCLMVVVLCFAV 

AFGSFFQGYGPYPSATKMALPS 

QHSLQEPYTASVVRSRNLLFYE 

EHSPPEESSSPGSAGELGGWDR 

GSSLLRVSG LESRPDVDLPHFIIS 

NETSLEKSVLLELQQHLVSAKL 


10279 


40647 


A 


10340 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


10280 


40648 


A 


10341 


1 


2665 


MESTLTLATEQPVKKNTLKKY 

KIACIVLLALLVIMSLGLGLGLG 

LRKLEKQGSCRKKCFDASFRGL 

ENCRCDVACKDRGDCCWDFED 

TCVESTRIWMCNKFRCGETRLE 

ASLCSCSDDCLQKKDCCADYK 

SVCQGETSWLEENCDTAQQSQ 

CPEGFDLPPVILFSMDGFRAEYL 

YTWDTLMPNINKLKTCGIHSKY 

M RAM YPTKTFPNH YTI VTGLYP 

ESHGIIDNNMYDVNLNKNFSLS 

SKEQNNPAWWHGQPMWLTA 

MYQGLK.AATYFWPGSEVAING 

SFPS1YMPYNGSVPFEERJSTLL 

KWLDLPKAERPRFYTMYFEEP 

DSSGHAGGPVSARVIKALQVV 

DHAFGMLMEGLKQRNLHNCV 

N1ILLADHGMDQTYCNKMEYM 

TDYFPRINFFYMYEGPAPRIRA 

HNIPHDFFSFNSEEIVRNLSCRK 

PDQHFKPYLTPDLPKRLHYAKN 

VRIDKVHLFVDQQWLAVRSKS 

NTNCGGGNHGYNMEFRSMEAI 

FLAHGPSFKEKTEVEPFENIEVY 

NLMCDLLRIQPAPNNGTHGSLN 

HLLK.VPFYEPSHAEEVSKFSVC 

G FANPLPTESLDC FC PH LQN ST 

OI POA/ATOlVflT "MI THPPITA l \/ iz 
^JLc.y VlNV^JVlLJNLf 1 1 A 1 V IV 

VNLPFGRPRVLQKNVDHCLLY 
HREYVSGFGKAMRMPMWSSY 
TVPQLGDTSPLPPTVPDCLRAD 
VRVPPSESQKCSFYLADKNITH 


10281 


40649 


A 


10342 


590 


900 


PLYSATVPSAFCSGQ/LVPHIKS 
FCRLN1FNR*LIELRHLVFFVLLL 
FRDLQHIMACNM RD A V RFF VC 
FLVIFFREGLSRSSCQKCSRKSQ 
NCGLFYNFFDVHVH 


10282 


40650 


A 


10343 


1 


804 




10283 


40651 


A 


10344 


207 


299 
















EDASCDEGSTARAVHSMEPAG 
ARNRQKPHPFQVRGAEPHPPW* 
RCSHPAVAVDPG1HALSGKPLC 
SWRLGSDLPTVWPLPTPDPPVS 
VS 


10285 


40653 


A 


10346 


150 


509 


QLPAGSGEGPYHLEGQLSYCHR 
GGEKALAALLSSPTSKTRSPSEP 
DPEQDEQKLRFCKJIHLYGQQP 
RSPVEIRLQHVAIAYQTHHAYD 
*FVQLYNQHVAQPVLEFPYPGA 
VVALLSRHL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10286 


40654 


A 


10347 


120 


620 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYPIW 
IMQPS AH HPA RQPEHDNH F R* V 
QQLYDGDSHRQFL* HQILFDRT 
PVSVDQSVEKKG*DHPVRPQ*A 
APGHVHYLT1PERSSQHYHPGA 
LQE*TSHPDHIQARGSILASVLS 
GSDRWRRTYRCL 


10287 


40655 


A 


10348 


599 


1185 


MCQNLMTHSKSTEWKITKRFL 
TETEKHIRTFSSLSMKAIIHPA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DAELANGALGIIELNNDYTSEK 
SNEAADHFKHVPQAKGNNVVI 
TSYMTNRGFFEDKKATFAPSFL 
MNIKGNKTSVVKNSILEQGQLT 


10288 


40656 


B 


10349 




975 




10289 


40657 


A 


10350 




1080 




10290 


40658 


B 


10351 


58 


1 128 




10291 


40659 


B 


10352 




1029 




10292 


40660 


A 


10353 


10 


108 




10293 


40661 


B 


10354 


208 


2237 




10294 


40662 


A 


10355 




1 153 




10295 


40663 


A 


10356 


1026 


1274 


LHIEKSNE A ADH FKH V ACH R* R 
♦ACTCHCNNPWFPRPLPQPDCP 
TSATVEPPLYPIRSRGRTRKPAE 
GSRAPGCCCCQRPGK 


10296 


40664 


A 


10357 


434 


1128 


MCQNLMTHSKSTEWK1TK RFL 
TETEKHIRTFSSLSMKAI1HPA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DA EL ANG ALG 1 1 ELNND YTLKK 
VMK.PLITSNTVTDEIERANVFK 
MNG K WYLFTD SRG S KMT 1 DG I 
NSNDIYMLGYVSNSLTGPYKPL 
NKTGLVLQMGLDPNDVTFTYS 
HFAVPQAKSNNVVNYGA 


10297 


40665 


A 


10358 


300 


491 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYPIW 
IMQPSAHHPARQPEHDNHFR*V 
QQLYDGDSHRQFL*HQPAQKY 
FQQIHSAIGLHNADHVHKHLLG 
DNRYPI W IMQPS AH HPA RQPEH 
DNHFR 


10298 


40666 


B 


10359 


1 


1226 




10299 


40667 


A 


10360 


1369 


1548 




10300 


40668 


A 


10361 


1 


1365 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10301 


40669 


A 


10362 


1560 


2384 


MCQILMTHSKSTEW11TKRFLTE 
TEKH IRTFSSLSMKAI I HPA/HN H 
TLRDPHYVEDKGHKYLVFEAN 
TGTENGYQGEESLFNKAYYGG 
GTNFFRKESQKLQQSAKKRDA 
ELANGALGIIELNNDYTLKKVM 
KPLITSNTVTDEIERANVFKMN 
GKWYLFTDSRGSKMTIDGINSN 
DIYMLGYVSNSLTGPYKPLNKT 
G L VLQMGLDPND VTFTYSHF A 
VPQAKGNNVVITSYMTTRGFFE 
DKKATKAPSFLMNIKGNKASV 
VKNS1LEQGQLAVN 


10302 


40670 


B 


10363 


783 


881 




10303 


40671 


A 


10364 


1 


1359 




10304 


40672 


A 


10365 


1512 


2010 


ENFPHQPAQKYFQQIHSAIGLH 
NADHVHKHLLGDNRYPIWIMQ 
PSAHHPARQPEHDNHFR*VQQL 
YDGDSHRQFL*HQILFDRTPVS 
VDQSVEKKG*DHPVRPQ*AAP 
GHVHYLT1PERSSQHYHPGALQ 
E*TSHPDHIQAK*WHYR\GHYS 
YARN*RJHHRGSWCR 


1 0305 


40673 


A 


10366 


62 


368 


TGARRVPWPRRGARLRGRARA 
RSDESGSAGDQPPSFPPWWGW 
RWVTTAASPANLWPSVARSTM 
VDRAINL/FFLKMKGDLALTED 
KREQAQNEQSAWKFTPGR 


10306 


40674 


A 


10367 


2 


305 


CT1NN PKSF/HG VG FKQHAPQA 
LTE1QKFAMKEMGTPDVRIDTR 
LIKAVWAKG1RNVPYR1RVRLS 
RKRNEDEDS PN KL YTL VTY VP 
VTTFKNLQTVNVDEN 


10307 


40675 


A 


10368 


129 


283 


HLILLFLKHKYCFAREEEEK*R 
GVGGEEEEEEEEEEEGEEEEEE1 
FKSIVY 


10308 


40676 


A 


10369 


777 


1755 


DIWDQTEHQSSGPWSYGTSTDP 

E\PTSDLAVIVFEKRGGGEEEEE 

KEEEEGRR\EEEEKEEEE\GRRR 

EEEKEEEEEEEEVGRRAQEEEEE 

KKEEEEEEEEEWCLGEEESQPG 

HAEEVPSPHKMGALTLRVEGV 

KEQEAKLLRSSDLMKGDFSSTS 

QH PPQCSKRTNSESNAD A KSKK 

KERP1MTFRQRKTFRIRILPLPQ 

GR1AGSNKLSAKLCTDGRGAG 

D VG VLTN VM L KRLH FTIDH FLF 

KI1QMSPSASWNLWSLLDQDSL 

KCQ1CLEGYAQGGKPDVQLLPP 

RLTADWKGHRWGQMMGLDE 

KLTPSSVMVTSVALFWFEVSAQ 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10309 


40677 


A 


10370 




444 




10310 


40678 


A 


10371 




3799 


MNRQLSKEDIQMANKHErCML 

N I TNDQGN ANQN HN AIQP YSC 

KNGHNRKIDVSMNMVNREHFY 

TAVHKASDLSFKPTSEK.DLDTK 

LQANFPNLVKAPDKARICFCGK 

PYQPYVQGSPNSPVEIVENEPSQ 

LLHFLCVGSSKEEIDLGNPKGS 

QHTGLGHSMGKCNYFYLPILLV 

HGWKSHLHPCVASMKVAGTQ 

RTQDQDEAQEKEK.RDKRKAEA 

LVAALQTYKTQNPQGAPANCY 

KCGKLGHFKKDCHSSKRKPL 


10311 


40679 


A 


10372 




990 


MTQKKNQTEQKEQKNEQKKQ 

HN ERKEH KKKQTE YKTHETNR 

PRKTERAEHDEQKRENEGKRR 

RHKKRT/RERKKTNEETETRKG 

REKPEQARQARKEKQKRQRGE 

RQXKEEKKRKNNRQENEEEEAN 

EQDRREQKEETRKRGPRKRRE 

HKEEEGRRERKKRKRKTKEKG 

RRAQQKERREEEQQQRRRRRR 

GKRKKNESEDEEDKASNKHRQ 

QERERQKRKGAVERARRPAETG 

R RRRKRKRQRKA\A KQRQERQ 

G DG VLPC APWTAHPRQPSQC W 

SARAPGGSAHRPRRYLLTGQA 

NGSLAMWDLTTAIGRPRPGPCR 

WPDGARADGTAGTL 


10312 


40680 


A 


10373 


99 


1365 


KEAEGRALARLLGPSEERFAAH 

EGMRPMRAVFTRQGH1FTTGFT 

RMSQRJELGLWDPNNFEEPVAL 

QEMDTSNGVLLPFYDPDSSIVY 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRG\M 

G FMPKRGLDVSKCEIARFYKLH 

ERKCEPIIMTV\PRKVRAWDRD 

LGRRSDAVPRIRQGPEPALEAD 

EWLSGQGRRNPCSFSLR\DGYC 

CPPTHRD\LRVTKRN1LDVRPPS 

G PRRKPSRPATPPCRSSTPLETL 

LEE1KPLRERVQAQEQRJTALEN 

MLCELVDGPHYPRAPGRASGL 

PTDPFGGAVRRACPVPPPLVPL 

ARAVRTLPLRYASS1AALVERM 

KAHMWAKGRATRDATAKRCS 

PMAQTTTQHLHVPCDREDESR 

WNY1CCSS 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10313 


40681 


A 


10374 


1 


361 


MINPNPERSDDLVFWGLFRAG 

GMWSAIIAPVMILLVG1LLPLGL 

FPGDALSYERVLAFAQSFIGRV 

FLFLMIVLPLWCGLHRMHHAM 

HDLKIHVPAGKWV\FYGLAAIL 

TVVTL1GVVTI 


10314 


40682 


B 


10375 


70 


256 




10315 


40683 


A 


10376 


224 


414 


LRWRSLPAFQSGNLSVPAALM 
NRANARGEAVCVLGRSSRFLA 
H*LAALGRSAAASGISSLKGG 


10316 


40684 


A 


10377 


439 


595 


RA 1 SCCPSH L VKRKTTL APNTQ 
TASPRALADSLMQLARQVSRLE 
SGQ*AQRN 


10317 


40685 


A 


10378 


1 


391 


FSSGTVPGDRPDREFIGDTLME 
RRNRRTGRTEKARIWETANTL 
AITMLMSTVAMPAAAADGVTFS 
VPVTPHTFRHSYAMHMLYA\GI 
PLKGLQSLMGHKCIRSTGRLPQ 
RFLGLEWGLPGHPGGRLAMAE 


10318 


40686 


A 


10379 


278 


694 


GHRSPLAIAGCPT1QNGAGPQC 
AA1TRVRAARWCGYPPGSGIPTI 
PEDSFM L Y PR A LTTHQTGFSPA 
WGKPSVDRLLATLSGPGGEGQ 
YSCCPSHLVKKKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
Q*AQRN 


10319 


40687 


A 


10380 


2 


371 


SVQVF1RDKLMERRNRRTGRTE 
K A Rl W\E VTDRTVRTCDCGGGL 
PAAAADGVTFFCSAPPNIRFR\H 
SYA\MHMLYAR*YPLKGLLSPI 
G\HKC1RSTGRLPQRFLGLEWG 
LPGHPGGRLAMAEV 


10320 


40688 


A 


10381 


276 


508 




10321 


40689 


A 


10382 


464 


763 




10322 


40690 


A 


10383 


1 


715 


MQHLSHGSRRHILISENFRGCQ 
DQAVSQTLLTRPPLVSKEASFF 
LLPFDLHVLGLPPAFNLSHDQT 
LQFKSLTLVTSVRVPLEVARPG 
LSMLGLLRFMSSLLAVGDMGQ 
G DQVEFQDTKGNSEGRASSQPP 
MTPLTPTRVRRCPGGPTWGAK 
AEGVGRAEAATADPGSEGDVV 
LSRTGLLLAGLLHYFRGRHHLE 
EIMYNENTRRSQLLMLFDKFRS 
VLVWTTHEDPVIAVFQALLP 


10323 


40691 


B 


10384 


72 


195 




10324 


40692 


A 


10385 


1 


2331 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iVucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


10325 


40693 


A 


10386 


1 


706 


MTTSRSDTRSQDDPSAHLASPK 
LPQRLPKDLSEAQVERLLQAPL1 
DQPLELRDKAMLEVLYATG\LR 
VSELVGLTMSDISLRQGVVRVI 
GKGNKERLVPLGEEAWHWLET 
YLEHGRPWLLNGVP1NVLFPSQ 
RAQQITRQALWRRINHYDELAA 
GIDSEK.LSPHVVRHAFATYFAG 
SGGC1ADFCGGSCAGSSAAESC 
LWFAGTGLYLHHAWVSGVWS 
RECSGAAWRDRRDVGGGE 


10326 


40694 


A 


10387 


39 


209 


EPGTYVYNETDKSHSPCRPCVL 
LS**GIYLGSV*R*NG1TYGALL 
AHIPNKFQVDY 


10327 


40695 


A 


10388 




930 


AWTHAGILLKHKYSFLVGCASI 

SDV1AQVVFVAILLH\SHLECRE 

PLLIPIXLSLYMGALVRCTTLCL 

GYYKNIHDIIPDRSGPELWGDA 

TIRKMLSFWWPLAL1LATQRJR 

RPIVNLFVSRHLGGSSAATEAV 

A1\LTAT YP V V H MP YG WLTE IR 

AVYPAFDKNNPSNK.LVSTSNTV 

TAAHIKKFTFVCMALSLTLCFV 

MFWDTQRV*GKSLIDIIGSGLW 

PLQELCVV\PLWIFSFFPVPVTV 

RA H LTG WLMTLUCKTF VL A PSS 

\VLRI1VL1ASLV\VLP\YLGVHG 

ATLGWGFLLAAGFCGENSTMG 


10328 


40696 


A 


10389 




1389 


GDAT1RKMLSFWWPLALILATQ 

RJSRPIVNLFVSRDLGGSSAATE 

AVA1LTATYPVGHMPYGWLTEI 

RAVYPAFDKNNPSNKLVSTSNT 

VTAAHIKKFTFVCMALSLTLKD 

SVQKPDISLTGRLVQTLPTRMR 

HQRGESKDVAPLASWLSEPSTS 

SEASQTSSKLT1NSQGEGKAKQ 

KLECGTLS1VLRSCEKNQERIKA 

AEKRNRSWTTLCGLGAWRPLL 

FELPVIVQTPDQTNRFQFRYPA 

KTQSGLCSFFHSFDLLTLEAFV 

KVWFPGCLLILIEYASSKNRKS 

KMLQNLKLLSADMTLK.LCFVM 

FWTPNVSEKILIDII\GVDFAFAE 

LCVVPLRIFSFFPVPVTVRAHLT 

r:\PT A/fXF "MVATPVT A DCQVI Dir\/ 
U\r LM 1 LIN Y \ 1 r VLArijVLKJIV 

PHRPASWVLPY\LGVHGATLGV 
G\SLLAGFVGESTMVA\LATCY 
VYRKQKKKMENESATEGE\DS 
AMTDMPPTEEVTDIVVEMREEN 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10329 


40697 


A 


10390 


57 


556 


TGRCTCHDRHYWYSPVER1AY 
NVEAARWEQRTDLDKLVIEME 
TNGTIDPEEAIRRAATILAEQLE 
AFVDLRDVRQPEVK.EEK.PEFDP 
ILLRPWDDLELTVRSANCLKAE 
AIHYIGDLVQRTEVELLKTPNL 
GKKSLTEIKDVLASRGLSLGMR 
LENWPPASIADE 


10330 


40698 


A 


10391 


536 


787 


GRD*PDYAENAHVMPPVVIED 
ASDMLLAITQAGRMLMFPVSD 
LPQLSKGKGNKIINIPS AE A A RG 
EDGLAQLYVLPPQSTLTIH 


10331 


40699 


B 


10392 


868 


900 




10332 


40700 


A 


10393 


1 


278 


MNPQEANYAYLRG/EVELVRLP 
DAEGRIAAE/GALPYPPGVLALE 
EGI/NLLPGFAPELQGVY1EE/HD 
GSGIIMLPTKLAEVGTI 


10333 


40701 


A 


10394 


1 


811 




10334 


40702 


A 


10395 


1 


682 




10335 


40703 


A 


10396 


442 


546 




10336 


40704 


C 


10397 




1776 




10337 


40705 


A 


10398 


2 


1354 


YFSPAAMKALDLLIKWTRSDQ 

NLGGCNTGL1RPISP1VLIYKLVI 

GEQMIDVLGPEKRRRRTTQEKI 

AIVQQSFEPGMTVSLVARQHG 

VAASQLFLWRKQYQEGSLTAV 

AAGEQVVPASELAAAMK.QIK.E 

LQRLLGKKTMENELLKEAVEY 

GRAKK.WIAHAPLLPGDGDCTS 

FSDEPMTGWMAAAVVTLMIR 

MCFSVYTMLSESCQRMVIVGY 

GRR\PDRQNLMIQGSKP/SIFRQF 

C/PDFEHLQEPYE/LLWE/MYGN 

RG YLQLVSFMQKFI DQSIFANT 

QYDPSRFPSGKVPIQQLLKDLL 

TAYKFGVKTLYYQNTRDGAED 

AQDDLVPSIQDDGCESGACLIR 

RASVASGSGCRMQRERLILATA 

RICRPDKTRQRRIRHRMRRKMP 

YPALNSQQDTLMAYTTFSQTK 

NDQLKEPMFFGQPVNVARYDQ 

QKYDIFEKLIEKQLFFLLASGRS 


10338 


40706 


C 


10399 


1 


1269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10339 


40707 


A 


10400 


1 


1909 


MGFHHVAQAGFELLISSDLPAL 

ASQTARITAREARAPVEENKKA 

QLERDKQLSEQQKQAALAKEY 

KAQVKQLIEMNRITIANGDIGF 

N FTDGNLIKK1FVDKLTQAQLIN 

GRLAIARLLVDNNSEGEYAIIPA 

SVADK1AQRDASSIVLHSALSA 

EEQDEDDPYADFKVPDDLMWP 

TVYGRSVDR1RRSRRIRQSCAM 

PDATLCASYQAYGLRAKHPSFS 

SQGVPHCVPDVTLKIASEAPSPI 

VGGTLPVPMTSQLPSVTSMQLL 

LDLDTI PNEPLH YDWEALRESI 

KTHGLRNSTLSALMPSETSSQIS 

NATNGIEPPRGYVSIKASKDGIL 

RQVVPDYEHLHDAYELLWEMP 

GNDGYLQLVGIMQKF1DQSISA 

NTNYDPSRFPSGKVPMQQLLK 

DLLTAYKFGVKTLYYQNTRDG 

AEDAQDDLVPSIQ\DDG\CESGA 

CLIRRASVASGSGCRMQRERLI 

RPTAR1CRPDKTRQRR1RHRMR 

RVLPGRATRRDFPSLEAGYQW 

LPGRGLVIEPQAQVMYQGVQQ 

DDCTAASRARVSQSQGDDIQTR 

LGLHSEWRTAVHVIPTLDLNDY 

HDPHSTE1EEDGST1SDDAVKQR 

GE1KVGVTGNISQRVSLRGSVA 

WQKGSDDFAQTAGFLSMTVK 


10340 


40708 


B 


10401 


1 


1329 




10341 


40709 


A 


10402 


1419 


1788 


ALTSVLPRPSVHW*\SPKPRNVD 

WHIGRGVAIIMQKSGIPDIDQA 

NCMIKLESDGTFIVHSGGADIG 

TGLDTVVTKLAAEVLHCPPQD 

VHVISGDTDHALFDKGAYASS 

GTCFSGNAARLAAEN 


10342 


40710 


A 


10403 


73 


477 


SMFPR1PFGY/WHI/GSRVA11CQ 
KJSG IPDIDQSNLHDQLESHGTFI 
VHSG/GFDYGTGLDTV/VLTKL 
AAEV/LHCPPQDVHVISGDTDH/ 
ALFDKGAYASSGTCFSG/NAAR 
LAAVNPRALAYSYGGGGGARV 
CIWGGWGRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
:quence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10343 


40711 


A 


10404 


1 


756 


MSIAYQEIPQNERLRLSDSSITS 
VVEYLLAVVARSVYTSPDMAIF 
REHHSYMSLSMAACRKIRPCPQ 
ELPRSIPHM1SAMWSQSAPDHV 
VQHEREQQSGFGDGTESHSTSD 
SNTEVRQNCSPPIGGVRNHRAL 
RG HQPAELEPENILKLLLM V AE 
RKAHK.GWYYSGDLCRMDEAG 
Y1KITGRKKDIIVRGGENISSREV 
EDILLQHPK1PNA\CMGAMSDD 
RLGERSCAYVWLKAPHHSLSL 
EEVLCWRGC 


10344 


40712 


A 


10405 


252 


1245 


GSRILPGASITRS\LEFIAGQAVK 
FNPLLPVSLVKRNTTLAPTTHT 
ASPRALADSLMQLARQVSRLD 
SGQRSVVFVRWSRRSIIVDSHA 
GLITTQRALGQSDMYRGSLPISE 
LR11GPRHLRGVLRVVRLCPFSE 
PML VECN PLLPSSLIIREPSLEPT 
LRFASRIALPDSTVLQ1FSGVLP 
LSSGQAYIQFTYSETPRSTPREA 
NSAHILSVHQWKCGHIVMAAR 
VKVGYPQWTPISLSAGLSAVLY 
KPVERGGRCSHSCSTALSPQGF 
L S SLLRFI SEG VFKSFTDKQML R 
DFVTTRPALIVLLWQPLNVEGT 
SSTSHC11MPTCNDHRD 


10345 


40713 


A 


10406 


269 


432 




10346 


40714 


A 


10407 


332 


933 


R V SRGRK V V F YRPEED AG DEK 
GYESFPWFIKRAHSPSRGLYSV 
H1NPYLIPFF1GLQNRFTQFRLSE 
TKEITNPYAMRLYESLCQYRKP 
DGSGIVSLKIDW1IERYQLPQSY 
QRMPDFRRRFLQDFRLLGQ\TS 
VDRLL\QLSQGQAVKGNQLLPV 
SLVKRKTTL\APNTQTA\SPRAL 
ADSLMQLARQVSRLESGQ*AQ 


10347 


40715 


A 


10408 


1 


531 


MRWKIDLARISKEIIDFYITQGV 
N RIGFI AGEDEPGKADIRE V AFA 
EYGRLKQVVREEDIWRGGFSSS 
SGYELAK\QILARKDYPKPLFV 
ASDSIAIGVLRAIHERGLNIPQDI 
SLISVNDIPTARFSFPPLSTVRJH 
SEMMGSQGVNLVYEKAPDGR 
ALPLLVFVPSKLKLRGTTR 


10348 


40716 


A 


10409 


1 


1059 




10349 


40717 


A 


10410 


2187 


2429 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10350 


40718 


A 


10411 


1 


835 


MRPFGDYPDGGIDDLK.ISFSVP 

AAGVGPHFDQYDVFIIQGTERR 

RWRVGEKLQMKQHCPHPDLL 

QVDPFEAI1DEELEPGDILYIPPG 

FPHEGYALENAMNYSVGFRAP 

NTR£LI\SGLPDYVLQRELGGNY 

YSDPDVPPRAHPADVLPQEMD 

KLREMML\ELSTHPDPFK.QWLG 

EFISQSRHDLDIAPPDPPYQPDE 

FSDALNQGKVLGALGGLRVLR 

MGDAVYPNGEKMDSPPRPALD 

ALASTIALTAKNFGDALEDPSF 

LAMLAALVNSGYWFFEG 


10351 


40719 


A 


10412 


249 


474 


VYLL1VLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLGIQLVTRDV 
KDLFKDNYIPLLKEI*EDTSKW 
KSIPCSW1 


10352 


40720 


A 


10413 


157 


413 


ALVCS/SSLA I REMQIKTTMRYH 
LTPVRMA1IKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


10353 


40721 


A 


10414 


342 


528 




10354 


40722 


B 


10415 


32 


587 




10355 


40723 


A 


10416 


1 


2141 




10356 


40724 


A 


10417 


1 


748 




10357 


40725 


A 


10418 


321 


411 


RNRDRYKQWKQDFFHDSYNR 
QRCGC WRL YRRHHR* CRRYRR 
QQPHLCRLYES*KKSCFHCLYR 
SRF/RLRVKY PRDM YSCLGTFL 
RSPVA1RIPLSRNQVKR 


10358 


40726 


A 


10419 


1 


2235 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10359 


40727 


A 


10420 




1884 


MGKDFMTKTPKAMATKAKID 

KWDVIKLKSFCTAKETTIRVMR 

INKIDKPLA RLIKKKREKNQI DT 

IKNDKGDITTDPTEIQTTIREYY 

KHLYTNKLENLQEMDKFLDTY 

TLPRLNQEEVETLNRPITGSEIV 

Al MN SLPTKKSPG PDGFTAEFY 

QRYKEELMILIPK/PGQDTTKKE 

NFRPISLMMDAKILNKILAKR1 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MTIS1DAEKAFDK.1QQPFMLKTL 

NKLGIDGTYFKIIRA I YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPTVSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNKRQTESQ 

IMSELPFTIASK.R1KYLG1QLPRD 

VKDLFKENYKPLLK.EIKEDTNK 

WKNIPCSWVGRIN1VKMA1LPK 

VTYRFNAIPIKLPMTFFTELEKT 

TLKFIWNQKRAR1AKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKNK.QWGKDS 

LFNKWCWENWLA1CRKLK.LDP 

FLTPYTK1NSRWIKDLNVRPKT1 


10360 


40728 


A 


10421 


1 


822 




10361 


40729 


A 


10422 


2738 


2949 




10362 


40730 


A 


10423 


1 


1134 




10363 


40731 


A 


10424 


1 


2118 




10364 


40732 


A 


10425 


938 


1147 


SLETRKSAPCTIMFRIC1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10365 


40733 


A 


10426 


2 


1624 




10366 


40734 


B 


10427 


1 


3690 




10367 


40735 


A 


10428 


1 


1056 




10368 


40736 


B 


10429 


1 


2265 




10369 


40737 


A 


10430 


1 


2037 




10370 


40738 


A 


10431 


1 


2406 




10371 


40739 


B 


10432 


670 


2568 




10372 


40740 


A 


10433 


3 


4072 




10373 














10374 


40742 


A 


10435 


1 


1542 




10375 


40743 


A 


10436 


1 


1008 




10376 


40744 


A 


10437 


1 


2241 




10377 


40745 


B 


10438 


1 


2682 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10378 


40746 


A 


10439 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 
ASRAALGPGHGLETRKSAPCT1 
MFR1C1AGCCWLPCGTPTSVLT 
KRWH*P*VIFLWSRRIHTASCLP 
SQRSITGHVHHQ 


10379 


40747 


A 


10440 


1 


1088 


MARKDIQVLIIGTYEYYLVKGE 
KVLTILAIKLKVLKWSGYPGLC 
LPEYHLGEVEGEDDMEVTAMD 
GRCLEVKQGSERLQVADQECV 
GDGSGRLCPFDRCECEQRLQLV 
RPGLCNPRAIALTTKPQSPSPNI 
KRLVIGEQMIDVLGPEKRRRRT 
TQEKI A I VQQSFEPGMTVSL V A 
RQHGVAASQEGSLTAVDAGEQ 
VVPASELAAAMKQIKELQRLL 
GKKTMENELLKEAVEYGRAKK 
W1AHAPLLPGDGERTDDWMDG 
RRSRHTDDTDVL* SASWRQQV 
QRQEQPVLRRRQQ* DFLLGWL 
LHHVAGQRGRPSSPVQSSAEQL 
RSFPVWYAVCVSPALRHQSSVL 


10380 


40748 


A 


10441 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 
KERSSSPATEQSWMENDFDEM 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITRITNTEK.CL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLENTLQDIIQENFPN 
LARQANVQIQEIQRTPQRYSSR 
RATPRH1IVRFTKVEMKEKMLR 
AAREKDFKPTKIKREKEGHYIM 
VKGSIQQEELT1LKIYAPNTGAP 
RFTKQVLSDLQRDLD 


10381 


40749 


A 


10442 


1 


2445 




10382 


40750 


A 


10443 


1 


1428 




10383 


40751 


A 


10444 


1 


2478 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10384 


40752 


A 


10445 




1746 


metqktlqk1nesrswffekin 

kidrplarlikkkreknqidtik 

ndkgdittdpteiqttireyykh 

lyanklenleemdkfldtytl 

prlnqeeaeslnkp1tgpe1eaii 

n slptkk i pg pdgftaef yqr y 

keelqhikklihhdqvgfipgm 

qgwfnihklinviqyinrtk.dk. 

nhmiisidaekasdkiqqpfmlk 

tlnklgidgtylkiiraiydk.pt 

an1ilngqkleafplktgtrqg 

cllspllfn ivle vlarairqek 

ekkcirlgkeevklslfaddmi 

vylenp1vsaqnllklisnfskv 

sgykinvqksqaflytnnrqie 

sqimselpftiaskriqylg1qlt 

rdvkdlfkenykpllneikedt 

nkwknipcsw1grinimkmam 

lpkv1yrfdaipiklpmtfftele 

kttlkf1wnqkrar1aksilsq 

knkaggitlpdfklyykaivtk 

tawywyqkrdvdqwnrieps 

ETIPHICNHLIFDKPDKNKQWG 
KDSLFNKWCWEIWLAIGRKRK 
LDPFLTPYTKINSRWI KDFNIRP 
KTIKTLEESLGUQDISMGKKFTS 


10385 


40753 


A 


10446 


2 


541 




10386 


40754 


B 


10447 


1 


1533 




10387 


40755 


A 


10448 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*1KPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LA1TSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYG1DRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWFYCTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10388 


40756 


A 


10449 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MG V WI KN* 1KPMS*REQL* P WL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPV1RVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10389 


40757 


A 


10450 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*1KPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10390 


40758 


A 


10451 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10391 


40759 


B 


10452 




2259 




10392 


40760 


B 


10453 




684 




10393 


40761 


A 


10454 




1419 




10394 


40762 


B 


10455 




462 




10395 


40763 


B 


10456 




915 




10396 


40764 


B 


10457 




1659 




10397 


40765 


A 


10458 




[1659 




10398 


40766 


A 


10459 




1224 


M1VYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYPGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVERINIVKM 

AILPKTAKNGPVLPPLHSEEKIP 

FN\FH*LFR*TITATKA*QKRR* 

MCQNLMTH\QNQRSGRSQIYF* 

RRRKNISDRSAVYR*RQLYIRR 

QPYAERPSVHVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFCKESQKLQQSAKKR 

DAELANGALGIIELNNDYTLKK 

VMKPLITSNTVTDEIERANVFK 

MNGKWYLFTDSRGSKMTIDGI 

LPISDPTIKQDFRLLGQTSVDRL 

LQLSQGQAVKGNQLLPVSLVK 

RKTTLAPNTQTASPRALADSLM 

QLARQVSRLESGQ 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 


SEQ ID NO: 

in USSN 
0S)/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10399 


40767 


A 


10460 


1 


2241 


MEDEMNEMKQEEKFREKRIKR 

NEQTLQEIWDYVKRPNLHL1GV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQ1QEIQRMPQRYS 

SRRATPRH11VRFTKVEMKEKM 

LRAAREKDRSMRQKVNK.DTQE 

LNSALHQADLID1YRTLHPKSTE 

YTFFSAPHHTYTKIDHILGSKAL 

LRKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAEIKMFFETNEN 

KDTTYQNLWDAFKA/EIQTT1K 

E Y YKH L Y AN K.LEN LEEMDKFL 

DTAYTLPRLNQEEVESLNRPITG 

AEIVA11NSLPTKKSPGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

QGILPNSFYEASTILIPKPGRDTT 

EKENFRPISLMNIDAKILNKILA 

KRIQQH1KKLIHHDQVGFIPGM 

QGWFNIHKSINV1QHINRAKDK 

NHMIISIDAEKAFDK1QQRFML 

KTLNKLG1DGTYFKI1RAIYDKP 

TANIILNGQKLEAIPLKAGTRQG 

CPLSPLLFNIVLEVLARV1RQEK 

EIK.G1QLGKEEVKESLFADDMI 

VYLENPIVTAQNLLKLISNFSKV 

SG Y K IN VQKSQAFLYTNN RQTE 

SQIMSELPFTIASKRJKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGR1NIMKMAIL 

PKV1YRFNA 1 PI KLPMTFFTELE 

KTKVFIWNQKSAH1TK.GILSQKN 


10400 


40768 


B 


10461 


1 


1254 




10401 


40769 


A 


10462 


551 


868 


S1QHWSR1SSRLVYRSKAVAAA 
LLPMNCSLWSTQAGFLPRFG*R 
♦TRHLSTIEPEDYNLLFRRVSLK 
LSVWLPTWQSKSNGWSQKCL 
WMHLKFDSLNALLPPTGF 


10402 


40770 


A 


10463 


1 


2985 


MEDEMNEMKREGKFREKRJKR 
NEQSLQEIWDYVKRPNLHLIGV 
PESDVENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKGHCNSGKSHRSLWE 
QNKGIFTTCICDDAEDLQSPSTA 
GPWFGVLYTKGGPYPQEDIFSE 
EVHTGPKLRKKIQEYQLTSKWS 
KSDVQVSVERRMAGGNPNQCH 
IGEVLLDGFTAEFYRRYKEELV 
PFLLKLFQS1EKEG 


10403 


40771 


B 


10464 


1 


2277 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


10404 


40772 


A 


10465 


1 


1064 




10405 


40773 


B 


10466 


1 


1827 




10406 


40774 


A 


10467 


1 186 


1208 


ATKMVRLSVAALVQRMKEFCA 
AK.FPAVITCWWSVWAQSA*WR 
♦CWRKTK1 


10407 


40775 


B 


10468 


1 


1992 




10408 


40776 


A 


10469 


1488 


1920 


RVRVTAVITERDCVSRSRWTAV 
IVRHCTGRSLPAASTVKQYRTS 
CWERWN/CRFGNDLPSSPVEWL 
TDN/EFMLPG**NTPVRPDVGLE 
PT*TRAACQESRCN/RLTPGIVL 
E1IGVWMQRWSLECRLAIPCIFG 
WLPRVVGEESGA 


10409 


40777 


A 


10470 




1659 




10410 


40778 


A 


10471 




987 




10411 


40779 


A 


10472 




1278 




10412 


40780 


B 


10473 




1556 




10413 


40781 


A 


10474 




1905 




10414 


40782 


A 


10475 


644 


949 


MRKPTLGRTYPSRPPSPA A ARG 
ASRAALGPGHGLETRKSAPCTI 
MFRICIAGCCWLPCGTPTSVLT 
KRWH * P* VI FLWSRRIHTASCLP 
SQRSITGHVHHQ 


10415 


40783 


A 


10476 


1 


1217 




10416 


40784 


A 


10477 


83 


1134 




10417 


40785 


A 


10478 


2450 


2607 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10418 


40786 


A 


10479 




2604 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QAIIAGMAADALGYVLLAFAT 

RGWMAFPIMILLASGGIGMPAL 

QAMLSRQVDDDHQGQLQGSL 

AALTSLTSIIGPLIVTAIYAASAS 

TWNGNRACSSSVTRIVSILSRFI 

GIITPMNRNPPYTEASVTKQEK 

TALNM ARFIRSQTLTLLEKLN E 

LDADEQADICESLHDHADELYR 

SCLARFGDDGNSYDHDYAKLA 

CLQVEGRGGGTFAHELLAVEY 

AGWISPAFRLKVNQTFIDYRTG 

RLQPAIPQSLPEALRLAADLAE 

QKQRLEQKM LMD A PK VEFA ER 

VATASGVL1GNYAKVLGLGQN 

YLFTWLRDNG1L1/CNR*TQERP 

QTRIHISWVFH/LLKKP*SIQAM 

EAG/LSFTTR1TGKGQQWLMKR 

LLDARNRDRYKQWKQDFFIIDS 

YNRQSAGHILSQCANLAATTSE 

YFIHKPHRL1AAETGYSQSTVV 

RAFREAVNKGILSVE1VIGDHRE 

RRANL YRFTPSFL AFAQQA KN A 

LIESKLKISSAATKVKAVLAKTL 

ALFNFLSTPPCQNDTPSPCQDD 

VAIKNKKSQV K.KTKRS VSGGA 

GTTSLKKLTSWIAKAKAKADN 

LRLSKKRTQKHEFKQKVEAAA 

RKYAYLKNKRSPDIGGISNFDN 


10419 


40787 


A 


10480 


1 


2559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10420 


40788 


A 


10481 


1 


1676 


MLNGEKLAVKQEALLAAISEK 

DANIALLELSSSKKKTQEEVAA 

LKREKDRLVQQLKQQVEGRGG 

GTF AHELL A VE Y AG WI SP A FRL 

KVNQTFIDYRTGRLQPAIPQSLP 

EALRLAADLAEQKQRLEQKML 

MDAPKVEFAERVATASGVLIG 

NYAKVLGLGQNYLFTWLRDN 

GILIATGERRNVPKQEY1SRGYF 

TLKETVIDTSNGSRISFTTRITGK 

GQQWLMKRLLDADVVRTTSIV 

ML AK VTFLSCITM SDFTFSG YE 

LACFVTH SGLSRSAGH 1LSQCA 

NL A ATTSE YFI HKPHRLI A AETG 

YSQSTVVRAFREAVNKGILSVE 

IV1GDHRERRANLYRFTPSFLAF 

AQQAKNALIESKLKISSAATKV 

KAVLAK.TLALFNFLSTPPCQND 

TPSPCQDDVAIKNK.KSQVKKTK 

RSVSGGAGTTSLKKLTSWIAKA 

KAKADNLRLSKKRTQKHEFKQ 

KVEAAARKYAYLKNKRSPDIG 

GISNFDNLPHCMTVNEALNAVL 

AKNKDNEQWGAVAGAYIADIT 

DGEDRARHFGLMSACFGVGM 

VAGPVAGGLLGAISLHAPFLAA 

AVLNGLNLLLGCFLMQESHKG 

ERRGELLKIVVLPGDHVGQE1T 

AEAIKVLKAISDVRSNVKFDFE 

NHLIGGAAIDLQGGGGKPRCVS 

KSLMLH/CWHSCRLEPRWR*QR 

VQR1RL*VHP*AFFAPAVAFALP 


10421 


40789 


A 


10482 


1 


3213 




10422 


40790 


A 


10483 


1089 


1373 




10423 


40791 


A 


10484 


2720 


2968 


TTTLVRLPCRSPKRRIKALRSQL 
RRKS I LKPLLS* S R* STTK * RNTP 
CSQVSSLSRLSTRYRPvRMKHSV 
NLVWTWVPYSSAP 


10424 


40792 


A 


10485 


2 


2264 




10425 


40793 


A 


10486 


1693 


1980 




10426 


40794 


A 


10487 


1776 


2026 


SLETRKSAPCTIMFRIC1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSSNRACSS 
SVTR1VSILSRFIGI 


10427 


40795 


A 


10488 


1323 


2064 




10428 


40796 


A 


10489 


53 


243 


WTVPLGAVPPVRMHEGLGCW 
CKLNGEVCMSGMCLLCWWDC 
D*RHDLKANLDRLMNVCQDGR 
KR 


10429 


40797 


A 


10490 


! 


3117 




10430 


40798 


A 


10491 


1 


1227 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10431 


40799 


B 


10492 




21 19 




10432 


40800 


A 


10493 


938 


1147 


SLETRKSAPCTIMFR1CIAGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10433 


40801 


A 


10494 


1 


2822 


MVK.GSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

G SKALLSKCKRTEIITN YLSDHS 

A I KLELRIKN LTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


10434 


40802 


A 


10495 


2 


163 




10435 


40803 


A 


10496 


4051 


4355 


MRKPTLGRTYPSRPPSPAAARG 
A SRA ALGPG HGLETRKS A PCT1 
MFR1C1AGCCWLPCGTPTSVLT 
KRWH*P*VIFLWSRRIHTASCLP 
SQRS1TGHVHHQ 


10436 


40804 


B 


10497 


1692 


1781 




10437 


40805 


B 


10498 


1 


3477 




10438 


40806 


A 


10499 


179 


439 


KKEL VN LTTD* SLENR/WIDVL 
GPEKRRRRTTQEK1A1VQQSF/G 
TGDDGLPRCPATWCSSQPVISL 
A*A1PGRKSYCCRRRRTGCSCL 


10439 


40807 


A 


10500 


1 


7456 


MYQANGKQK.KAGVAILVSDKT 

DFKPTKIKRDKEGHYIMVKGSI 

QQEELTILNIYAPNTGAPTF1QQ 

VLSDLQRDLDSHTLIIGDFNTPL 

STSDRSTRQKVNK.DTQELNSAL 

HQADLIDIYRTLHPKSTEYTFFS 

APHHTYSKIDHILGSKALLSKC 

KRTEIITNYLSDHSAIKLELMIK 

NLTQNHSTIWKLNNLLLNDYW 

VHKEMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRKQERSKIDT 


10440 


40808 


A 


10501 


2476 


2718 


WPLRGRGGHRAAPGRHLHLQQ 
RLLLRLHLTACLLQDALDG/GP 
PRCWRGSCRWRCSAGPPRSWA 
RRPSATRSPSWPALECS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10441 


40809 


A 


10502 


2 


4517 


HRLANW1KSQDPSVCYIPETHL 
TCRDTHRLKIKGWRKIYQANG 
KQKQAGVAIHISDKTDFKPTK1 
KRDKEGHYIMVKGSIQQEKLT1 
LNVYAPNTGAPRFIMQVLSDLQ 
RDLDSHTLIMGDFNTPLSTLDR 
LTRQKVNKDTQELNSALHQVD 
L 1 DI YRTLQPKSTEYTLFSAPHH 
TYSKIDH1LGSKALLSKCKRTEII 
TNYLSDHSAIKLELRJKKLTQIR 
STA WKLNN LLLNDYWVHNEM 
KAEIKMFFKNNEN 


10442 


40810 


B 


10503 


88 


501 




10443 


40811 


A 


10504 


1 


971 


MWALFM1RNVKKQRPVNLDLQ 

TIRFP1TAIASILHRVSGVITFVA 

VGILLWLLEYRLSYLKGSSKLR 

DYGQLLTLEIPAALLPIHTGIVN 

QN1NCTETLTASSDNLLRRAFC 

GDTHLHEVHLNTLFFNHFLCFA 

VIFDETRNKD1CA TSGQHAHFV 

DK.KRKRELLSHMIGKGNWQQV 

L VFTRTKH G AN H L AEQLNKDG 

IRSAA1HGNKSQGARTRALADF 

KSGD1RVLVATDIAA/RGLDIEE 

LPHVVNYELPNVPEDYVHRJGR 

TGRAAATGEALSLVRSFFDWC 

DDCAAAGGMGNRNAQLADGI 

YHLRCIELYLGDGMADFL 



1404 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10444 


40812 


A 


10505 




2201 


MSFDSLGLSPDILRAVAEQGYR 

EPTP1QQQAIPAVLEGRDLMAS 

AQTGTGKTAGFTLPLLQHLITR 

QPHAKGRRPVRALILTPTRELA 

AQ1GENVRDYSKYLNIRSLVVF 

GGVSINPQMMKL\RGGVDVLV 

ATPGRLLDLEHQNAVKLDQVEI 

LVLDEADRMLDMGF1HDIRRVL 

TKLPAKRQNLLFSATFSDDIKA 

LAEKLLHNPLEIEVARRNTASD 

QVTQHVHFVDKKRKRELLSHM 

IGKG\NWQQVLVFTRTKHGAN 

HLAEQLN KDG1RRAAKHGNKC 

KCAYSKFQKPSPHIFTMLIGVC 

GVNQSAITNVSNVSNMAKISGS 

GSHRLTKRV1KRDMRP1INHPV 

AYSDRRRLQTELLFWHARWLN 

HTRRQFRIKEGDNGGQCFLFLW 

TGRFNFNLPSFGRIQHQQRNMA 

VGFSLGAFVITFIAGRACMPSLF 

VISTVCLTVMVYVFPAYDGVT 

GRFYRASGSSLPVALQYTPNGA 

SRRYNQWRPSRMLSSLKKQKW 

RKGMSESLHLTRNGSILEITLDR 

PKANA1DAKTSFEMGEVFLNFR 

DDPQLRVA1ITGAGEKFFSAGW 

DLKAAAEGEAPDADFGPGGFA 

UL 1 Jc-irlNLL/rvr V 1 A A VINO I ArU 

GGFELALAADFIVCADNASFAL 
PEAKLG1VPDSGGVLRLPKILPP 

Ai V JNfclvl VM 1 UKKMUAbtALK 

WGIVNRVVSQAELMDNARELA 


10445 


40813 


A 


10506 


1 


168 


MCEKNLAYAHKVKAALEKGA 
SPGDFPREDYETNWEGXRFTLA 
DLNIHGKRALGMDV 


10446 


40814 


C 


10507 


1 


3861 




10447 


40815 


A 


10508 


1 


7407 




10448 


40816 


A 


10509 


290 


661 


QPLPEGRW/THLWHNDELDGS 
RWHK/QQHGFLSLPVYVRDNT 
LRALGNNDQRPDYVWHE/GTA 
FHLFN\LKAARTGNTITAIDASE 
AKNWTLCLRNGVKVNGLQDG 
SQAESEQGLVVKPQGNALTITL 


10449 


40817 


A 


10510 


3 


510 


KFHFMSPFPAHSMVQALE*LYA 
LGGLDKDCRLTEPLGMRIAEFP 
LNPMFAKMLLESGNFGCSQEIL 
SIAAMMQIQNIFVVPPNHKSHA1 
RVHRKFAVEEGDHLTMLNIYE 
AF1KHNKDSKWCQEHFLNYKG 
LVRAATVREQLKKLLVKFQVP 
RKSSEGDPDLVLRCIVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10450 


40818 


A 


10511 


1 


1920 


MIWGRAWWLTPVIPALWAAK 

VAGRVAEERGAVLGHEVGYCI 

RFDDCTDQLATRIKRLTESFSLI 

LSV1MLDEAHERTLYTDIAIGLL 

KK1QKKRGDLRLIVASATLDAD 

EEVETVVSML1 EQARAL ARTG 

MK.RHLRVLPMYAGLPSFEQMK 

VFERVSRSVRKVIVATNVAETSI 

TISGIVYVIDCGFVKLRAYNPRT 

AIECLVVVPVSQASANQRAGR 

GGRSRSGKC YRLYTEE AFDKL P 

QSTVPEMQRSNLAPV1LQLKAL 

GIDNVLRFHFMSPPPAQSMVQA 

LELLYALG\SLDKDCRLTEPLG 

MRIAEFPLNPMFAKMLLESGNF 

GCSQEILSIAAMMQIQNIFVVPP 

NQKSHAIRVHRKFAVEEGDHL 

TMLNI YE A FI KVSTTTARS A AST 

HHPLEHNKDSKWCQEHFLNYK. 

GLVRAATVREQLKKLLVKFQV 

PRKSSEGDPDLVLRCIVSGRFA 

NAARFHSTGAYRTIRDDHELHI 

H PA S VL YAEKPPRW VI YN E\LL 

QTSKYYMRDVTAIESAWAVGS 

WLHTFYSTRERTCSLESQK.GPR 

SRDPLRREPTVYSCRDCWRPLL 

HAAAPGPRWGELAPAPVECLV 

ALKWAAACSLVLSSRCPQHLH 

PCWDPGGLCAWAGILLCCSGQ 

SGSWLTQHAH 


10451 


40819 


A 


10512 




414 




10452 


40820 


R 


10513 


62 


1408 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10453 


40821 


A 


10514 


1 


1388 


MGTSSIFLCVLFLCGALGLTMS 

PARGRLRCYICGFTKPCHPVPTE 

CRDDEACGISIGTSGCRGIFQVP 

DGQRDSRSHFPADVTKITWAC 

GQSPPGFKPLFPSCSSPKTGQM 

DVLIDLDFGFELRNRGIWGEGA 

IRDTEEKSADNLEPCSSPPPLEE 

VICCEGNAGFYEVGCVSTPLEA 

GYSVLGWNHPGFAGSTGVPFP 

QNEANAMDVVVQFA1HRLFFH 

PQDIIIYAVLAIGGFTATWAAMS 

YPDVSAMILDASFDDLVPLALK 

VMPDSWRGLVTRTVRQHLNLN 

NAEQLCRYQGPVLLIRKTQDG 

NLTPTVP\KDICSNRANCLLVKA 

LQ\HRYPG\VMAEEGLLVARQW 

LEA SSQLEEAS1 YSRWNEVEED 

WCL\SVLR\SY\QAEHGADFPW\ 

SVGEDMSA\DGR\RQL\ALFLAR 

KHLHNFEATHCTPLPAQNFPRC 

PWHPLGTQLGLIMEEWGERRH 


10454 


40822 


A 


10515 


1 


1519 


MGFLPKLLLLASFFPAGQASWG 

VSSPQDVQGVKGSCLL1PCIFSF 

PADVEVPDG1TA1WYYDYSGQR 

RVFMGNPEHRVCNLLLKDLQP 

EDSGSYNFRFE1SEVNRWSDVK 

GTL VTVTARSLSPPG RHLETLH 

MAMSWQDHGR1LRCQLSVAN 

HRAQSE1HLQVKYAPRGVKILL 

SPSGRNILPGELVTLTCQVNSSY 

PAVSS1KWLKDGVRLQTKTGV 

LHLPQAAWSDAGVYTCQAENG 

VGSLVSPP1SLHIFMAEVQVSPA 

GPILENQTVTLVCNTPNEAPSD 

LRYSWYKNHVLLEDAHSHTLR 

LHLATRADTGFYFCEVQNVHG 

SERSGPVSVVVNHPPKTPTMM 

VFVEPEGGLRGILDCRVDSEPL 

ASLTLHLGSRLVASSQPQGAPA 

EPHIHVLASPNALRVDIEALRPS 

DQGEYICSASNVLGSASTSTYF 

GVRALHRL/LSVPAAALGPGTA/ 

VWASCSCCWAWGPATPGGTG 

YYLTGTYKSGGQTQMLSASLF 
















10456 


40824 


A 


10517 


373 


631 


SGGPDTDVVS1PYSCSRMHLCS 
♦LCELLSFSWETLCRAVKENEL 
PKKE*RAPANQGPTGESSLSGL 
SDSPLQPGGDGVEERRALLF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


10457 


40825 


A 


10518 


1 


5521 


MANRFRSGEDSGGA1WQDCVE 
EGASELGFLESLLYTQGNDRKQ 
CSLTNQGRQVFALLMLRKGHL 
HVFV1LFGPAGPAPPQPLPSVEQ 
VPLSLVPGPKGVAVSRTPPFFH 
QVHDCPFQDPKWEEQGSWDKI 
A A L Al AELTLTSPVARDTSDPQ 
CAQQAAFLHGQASWGVSSPQD 
VQGVKGSCLLIPCIFSFPADVEV 
PDGITAIWYYDYSGQRQVVSHS 
ADPK.LV E ARFRG RTEFMGNPE 
HRVCNLLLKDLQPEDS 


10458 


40826 


A 


10519 




1149 




10459 


40827 


A 


10520 


1 1 1 


370 


SHRRSLGEAARHPSFRPAGTAF 
E*VSQKVVHPRDLEDRSACVPV 
GCSLTRESFFRLNNQPHGTRFLP 
IPSNPESSRRAVPSAHLTV 


10460 


40828 


A 


10521 


1 


220 




10461 


40829 


A 


10522 


654 


967 




10462 


40830 


A 


10523 


2 


1415 




10463 


40831 


A 


10524 






CGKAFTQHSRL1QH/QRMHTGE 
KPYEYWEFGEKPRIYLQRKTFM 
KLDTTTG EGQS YQRNQMPECP 
YGEKPCKCKECGKSFRR/SSELT 
RHQRAHTGEKP 


10464 


40832 


A 


10525 




378 


GDFSPQKPPMAPHGCLTYLAFQ 
K.VKEGKKEEKKEKKKRKKERK 
KERKKERKKERKKERKRKEKK. 
E\EGKEGRKEGRKEGRKEGRKE 
KKE1SKKEIVAPTSLNPLKCSVL 


10465 


40833 


A 


10526 


1 


235 
















N KEM H WPCTG LCS HQP WGFK 
DCSLLE* RLPGQQEQNSIERKK 
RKKEKKEKK.EKRKKRKKGKKE 
ERKKERKYH FILLLGMPTS 


10467 


40835 


A 


10528 


127 


376 




10468 


40836 


A 


10529 




710 


EPG/NPERLK/GFSYPEFEDLDA 
LFSTLGLNEESVDSFDDYLPRR 
GVDSFGDKYQD/RCNSDQYHD 
GCQDRFRDGSHQDMGQCGGR 
D*DDD*GSRDYDRGYDSATGS 
CRRAFGSGYLRDDDYWVESSET 

Ci^V^rr 1 UotulvV rrvv^i ottKr 

AKKDENKVDGMN/APKVQSGN 
SGRGPGDGGNKDCWRESDRKD 
GKKDQVCRSAPESKKPEENPAS 
KFSSASK.CAAVSVDGEDEKEG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10469 


40837 


A 


10530 


1 


548 


MQRSENDILGMDLRPLICIKDE 
KEEVGEKEEGEKEEEECEEQEE 
EGGKEWEEPGNYHLGQSLSHD 
WQSSETEQQPPTGSEGKVPPVQ 
PSEERPAKKDENKVDGMN/APK 
VQSGNSGRGPGDGGNKDCWRE 
SDRKDGKKDQVCRSAPESKKP 
EENPASKFSSASKCAAVSVDGE 
DEKEGADYTK 


10470 


40838 


C 


10531 


37 


289 




10471 


40839 


A 


10532 




1062 




10472 


40840 


A 


10533 




1977 




10473 


40841 


A 


10534 




2050 


LPLLHAGFNRRFMENSSI1ACYN 

ELIQ1EHGEVRSQFKLRACNSVF 

TALDHCHEAIE1TSDDHVIQYV 

NPA FERMMG YHKGELLGKELA 

DLPKSDKNRADLLDTINTCIKK 

GKEWQGVYYARRKSGDS1QQH 

VKITPV1GQGGK1RHFVSLKKLC 

CTTDNNKQ1HK1HRDSGDNSQT 

EPHSFRYKNRRKESIDVKSISSR 

GSDAPSLQNRRYPSMARJHSMT 

1EAPITKV1N11NAAQENSPVTVA 

E ALDRVLE1 LRTTEL YSPQLGTK 

DEDPHTSDLVGGLMTDGLRRL 

SGNEYVFTKNVHQSHSHLAAMP 

I"NHSMDV\PPCISQLLDNEESWD 

FNI FELEAITHKRPL V YLGLK VF 

SRFGVCEFLNCSETTLRAWFQV 

IEANYHSSNAYHNSTHAADVL 

HATAFFLGKERVKGSLDQLDE 

VAALIAATVHDVDHPGRTANSF 

L\CNAGSELAVLYNDT\AV\LES 

H HTALAFQ\LTVKDTK\CNIFKN 

1D/RGNHYRTLRQA1IDMVLATE 

MTKHFEHVNKFVNSINKPMAA 

EIEGSDCECNPAGKNFPENQILI 

KRMMIKCADVANPCRPLDLCIE 

WAGRISEEYFAQTDEEKRQGLP 

VVMPVFDRNTCSIPKSQ1SFIDY 

FITDMFDAWDAFAHLPALMQH 

LADNYKHWKTLDDLKCKSLRL 

PSDRLKPSHRGGLLTDKGHCES 


10474 


40842 


A 


10535 


2 


445 


ERTFNCCYPGCHFKTVHGMKD 
LDRHLR1HTGDKPHKCEFCDKC 
FSRKDNLTMHMRCHTSVKPHK 
CHLCDYAAVDSSSLKKHLRIHS 
DERPYKCQLCPYASRNSSQLTV 
HLRSHTGPGP\ADLLEHSRLHQ 
ADHPEKCPECSYSCSSAA 


10475 


40843 


A 


10536 




957 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, '-possible nucleotide insertion) 


10476 


40844 


A 


10537 




1438 


MSRRKQAKPQHLNSEEPRPARR 

ECAEVAPQVAGEPASELDDDV 

PKANCLSTESTDTPKAPVITLPS 

EAREQMATLGERTFNCCYPGC 

HFKTVHGMKDLDRHLRJHTVP 

FCFSKVYWNGFQLGMISPPKGT 

MSGD1FDCYNWRRKGSTG1CIW 

TGGGGTPICPGYHLGQIFVAILT 

K.KPLTLTPYVFEGDKPHKCEFC 

DKCFSRKDNLTMHMRCYHTSV 

KPH KCHLCDYAA VDSSSLKKH 

LRIHSDERPYKCQWCPYASRNS 

SQLTVHLRSHTA\GDTPFQCWL 

CSAKFKISSDLKRHMIVHSGEK 

PFKCEFCDVRCTMKANLKSHIR 

1KHTFKCLHCAFQGRDRADLLE 

HSRA/LHQADHT\EKCPECSYSC 

SSAAALRVHSRVHCKDRPFKC 

DFCSFDTKRPSSLAKHVDKVHR 

DE AKTENRAPLG KEG L REG SSQ 

HVAK1VTQRAFRCETCGASFVR 

DDSLRCH KKQ1 1SDQSEKQNLT 


10477 


40845 


A 


10538 


1 


1427 


MIAFDSMSHIQVMLMQEESTAP 

ATLEHILGHSQLCGSDGLAHAA 

VWVLAHLHYWFTGLSPGPMD 

VLPLHPAISSSFHLWRVAFISKA 

GKPRAAGHLLKRFLRCQFQRA 

ASSLLFTTVEAM LGTESGTEKV 

MRGAGTWYHIIIENWPSAECV 

WTEEYQQGRGQEDSAEDRKLF 

VGMLNKQQSEDDVRRLFEAFG 

NIEECT1LRGPDGNSKGCAFVK 

YSSHAEAQAAINALHGSQTMP 

GASSSLVVKFADTDKERTMRR 

MQQMAGQMGMFNPMAIPFGA 

YGAYAQALMQQQAALMASVA 

QGGYLNPMAAFAAAQMQQMA 

ALNMNGLAAAPMTPTSGGSTP 

PG1TAPAVPS1PSPIGVNGFTGLP 

PQANGQPAAEEI\FANGIHPYPA 

QSPTAADPLQQAYAGVQQYAG 

PAAYPAAYGQ1SQAFPQPPPM1P 

QQQREGFVSFDNPASAQTAIQA 

MNGFQ1GMKRLKVQLKRPKDA 

NRPY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10478 


40846 


A 


10539 


1 


547 


AAAPMTPTSGGSTPPG1TAPAV 

PS1PSPIGVNGFTGLPPQANGQP 

AAEAVFANGIHPYPAQSPTAAD 

P1AQQAYAGVQQYAGPAAYPA 

AYGQISQVAFPQPPPMIPQQQRE 

GPEG\CNLFIYHLPQEFGDS\EL 

MQVMFLPFGFRE/RFDNPASAQT 

AIQAMNGF\Q1GMKRLKVQLKR 

PKDANRPY 


10479 


40847 


A 


10540 


96 


1080 


WFKCYGCNSS/RDWQRSTYLLS 

WEVR/G/RPVPDSGCKAVVALC 

SQPAHPSNICK.GVGGCLTKAHLL 

LMGAMGIRVACLEVWRDGEER 

GGEEATFFTSLA ERQ VGTAHRH 

LHQPALY1QIRKVPAALHMCVV 

QKPSLFQADSRAPLEQGLRQQA 

SLATARPIVSGANAGPAGLK.VP 

QAAQLQLSPYLHRGVGDEACR 

YGRSQPTRKAFALCICAAPALP 

CPALDGSWMVCGLGQETRTSL 

ANVQSFTQRPQQQPLTVWMLN 

RGRKPAQGTLTVICPIGPGHLLT 

STITESVCVPRRNKYHSRTLPA 

AQHCQWLVTAVPTALGLVIRA 

GSKKLC 


10480 


40848 


A 


10541 


1 


392 




10481 


40849 


A 


10542 


1 


110 


FFWSHS*VYYTCFLLQN*KHLK 
PGPSGSLSPSISGN 


10482 


40850 


A 


10543 


1 


978 


MAAATRGCRPWGSLLGLLGLV 

S A A A A A WDL ASLRCTLG A FC E 

CDFRPDLPGLECDLAQHLAGQ 

HLAKALVVKALKAFVRDPAPT 

KPLVLSLHGWTGTGKSYVSSLL 

AHYLFQGGLRSPRVHHFSPVLH 

FPHPSH 1 ERYKMDLKS WVQGN 

LTACGRSLFLF\DEMDK\M PPG L 

\MEVLRPFLGSSWVVYGTNYR 

K A 1 F I F 1 SNTG G EQINQ V A LE A W 

RSRRDREEILLQELEPVISRAVL 

DKPAPLPSPNSGHHWKERLLD 

AVVPFLPLQRHHVRHCVLNEL 

AQLGPGAKGMRVVQAVLDSTT 

FFPEDEQLFSSNGCKTVASRJAF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10483 


40851 


A 


10544 


1 


560 


ATSPHQSQQSTVDVGQLHDPQP 
YPQHA1QVQHIQVSEPTASAPSS 
AQGSSSTQGQGVLQQQQQQQQ 
NSSVQHTYLPSAWNSFRGYSSE 
IQMMTLPPGQFVITDSGVATPV 
TTGQVKAVTSGHYVLSESQSEL 
EEKQTSALSGGVQVEPPAHSDS 
LDPQTNKQQQTTQYIITTTTNG 
NGSSEVHITKP 


10484 


40852 


A 


10545 


3 


205 




10485 


40853 


A 


10546 


2 


348 


ADQARGKPTEWAVSATQFQLD 
FPIT*CYGLL*QRVSRRHIGALQ 
GKPVPLLHVLLYPITPREGGLG 
DRARLCLKQQQQQQQQQQQQ 
QLLLLLLLLLLLLLLLQQCEGT 
EGRPFPD 


10486 


40854 


A 


10547 




1146 


MVTYKLVLIRCGESTWNLENH 
FSSXWQKRA/IRJLWTVLDAIDQ 
MRLPVVRTWCLKEWHYGSLA 
GLNKA ETS AKHGE AQSN ISKGC 
RYADLTEDQLSSGESLKE1VPQI 
KEGKWVLTAAHGNSLRGIVKH 
LEGLSEEAIMELNLPTGIPIVYE 
LDKNLKP1KPMQFLGDEVTLCK 
AMEAVAAQSKAKKRRPAGML 
LSPGTPSLAIPSSAPAPCTCHTD 
H I WN SP V YSDL A I LRANPFC VHI 
SKANYLVNELHTAVNVAGLYI 
GWRCPHYLWDCFRIGDESRCF 
CGHLLREHR1ISD1SVPCKVSQC 
RCFMFCFIPSRPEEVGCCCGCFE 
SNFLCAACDRRWEEHETFFDTQ 
KTRQRGGRPRGADYVPFAEMA 
VLREAILSNSDF 


10487 


40855 


A 


10548 


2 


516 


GRLNERHYGGLTGLN1AETAA 

KHGEAQVKIWRRSYDVPPPPKE 

PDHPFYRNIRMDRRYADLTED 

QLPSCESLKDTIARALPFWNEEI 

GPQIKEGKRVLIATHGNSLRGIV 

KPWEGLSEEAIMELNLPTGIPIV 

YELDKNLKPIKPMQFLG\DEET 

VRKAMEAVAAQGKAKK 


10488 


40856 


B 


10549 


123 


237 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10489 


40857 


A 


10550 




952 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLS VRAGSERRPG LLRP 

RGPCACGCGCGSLHTDGDKAF 

VDFLSDEIKEERKIQKHKTLPK 

MSGGWELELNGTEAKLVRKVA 

GEK.I P VPF\NINNSIPP\TFYGEKD 

PSQSQKV\EDREPELTSLPK.F\VV 

EVIKNDDGRKAVLVLDCHYPED 

EVGQEDEAESD1FSI\REVSFQS\ 

TGESEWKDTNYTLNTDSLDWA 

LYDHLMDFLADRGVDNTFADE 

LVELSTALEHQEY1TFLEDLQEV 

LSRAHRADRC 


10490 


40858 


A 


10551 


1 


879 


AAGCRKENSLDLRSQFPRGRDS 

EDFNVKEEANAAAEEIRYTHIL 

NRVLPPDIRILAWAPVEPSFSAR 

FSCLERTYRYFFPRADLDIVTM 

DYAAQKYVGTHDFRNLCKMD 

VANGVINFQRTILSAQVQLVGQ 

SPG EG RWQEPFQLCQFE VTG Q 

AFLYHQVRCMMAILFLIGQGM 

EKPEI1DE\LLNIEKNPQKPQYSM 

AC\EFPLVL\YACKFENVKWIYD 

QE\LRSSN1THLQQLWANHAVK 

THMLYSMLQGLDTVPVPCGMG 

PKMDGMTEWGNVKPSVIKQTQ 

CLCRRSEDAH1 


10491 


40859 


A 


10552 


231 


358 




10492 


40860 


A 


10553 


2 


319 




10493 


40861 


A 


10554 


573 


1660 


MAAPTPARPVLTHLLVALFGM 

GSWAAVNGIWVELPVVVKELP 

EGWSLPSYVSVLVALGNLGLL 

VVTLWRRLAPGKDEQVP1RVV 

QVLGMVGTALLASLWHHVAP 

VAGQLHSVAFLALAFVLALAC 

CASNVTFLPFLSHLPPRFLRSFF 

LG\QGLSALL\PCVLALVQGVG 

RLECPPAPINGTPGPPLDFLERF 

PASTFFWALTALLVASAAAFQG 

LLLLLPPPPSVPTGELGSGLQVG 

APGAEEEVEESSPLQEPPSQAA 

GTTPGPDPKAYQLLSARSACLL 

GLLAATNALTNGVLPAVQSFSC 

LPYGRLALPPG L WCWA VLPI P 

WACFLGHGCCCAGPWQGWGG 

LLSAGRVLWGLPDGRWQS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ IIJ NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10494 


40862 


A 


10555 


154 


850 


QFFRV1TCLPFKGPDYRLYKSEP 
ELTTVAEVDESNGEEKSEPVSEI 
ETSVVKGSHFPVGVVPPRAKSP 
TPESSTIASYVTLRKTKJCMMDL 
RTERPRSAVEQLCLAESTRPRM 
TVEEQMERIRRH\QQACLREKK 
K.GLK.CFSVLSDQSPLQSPSNLR 
DNPFRTTQTRRRDDKELDTAIR 
ENDVKPDH ETPATE1 VQLKETE 
PQNVDFS/IRGLLDCPSVSILPGR 
S1KRAKNQNS 


10495 


40863 


C 


10556 


39 


436 




10496 


40864 


A 


10557 


2 


959 




10497 


40865 


A 


10558 


34 


1044 


QGCAVAGPLHPARLPCCVHGC 
PVRMHALSLCHVRCHFAVTFR 
LMYLDWLPTVIEPCGVGSNKV 
PVVQHPHHVHPLTPLITYSNEH 
FTPGN PPPH L P A D VDPK17 GM C 
SCGTGRCAVARTCR1RSCVPCE 
ALSPCDARGAHSAG1PRPPHPPD 
ISPYYPLSPGT\QGQPVYPITTGG 
FRHPYPTALTVNASMSRKHQD 
SKKEEEKKKPH1KKPLNAFMLY 
MKEMRAKVVAECTLKESAAIN 
QILGRRLGYNARAFGLKRGWR 
LDKYRGFVWMEMAVWSLPPA 
FSFQGKKKK.RKRDKQPGETND 
KPESSLGASSLMVVGNWTYRN 
QEKHIPTLELDHTVSV 


10498 


40866 


A 


10559 




398 




10499 


40867 


A 


10560 


174 


362 




10500 


40868 


A 


10561 


14 


266 




10501 


40869 


B 


10562 


67 


474 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10502 


40870 


A 


10563 


1938 


3291 


ERRKRFGMLDATDGPGTEDAA 

LRMEVDRSPGLPMSDLKTHNV 

HVEIEQRWHQVETTPLREEK.QV 

PIAPVHLSSEDGGDRLSTHELTS 

LLEKELEQSQKEASDLLEQNRL 

LQDQLRV ALG REQSAREG Y VL 

QATCERGFAAMEETHQKKIED 

LQRQHQRELEKLREEKDRLLAE 

ETAATISAIEAMKNAHREEMER 

ELEKSQRSQISSVNSDVEALRG 

QYLEELQSVHRELEWLSEQYS 

AKCLENAHLAQALEAERQALR 

QCQRENQELNAHNQELNNRLA 

AE1TRLRTLLTGDGGGEATGSP 

LAQGKDAH*LKGLM\RVKESEI 

QYLKQEISSLKDELQTALR\DK 

KYASDKYKDIYTELS1AKAKA\ 

DQDISRLKEQLKAATEALGEKS 

PDSATVSGY\DI\MKSKSNP\DFL 

KKDRSC VTRQLRNI RSKSLKEG 

LTVQERLKLFESRDLK.KD 


10503 


40871 


B 


10564 


58 


4405 




10504 


40872 


A 


10565 


3 


156 


NSSHHCHHHHHHHNHHHQHH 
QHNHC\HQHHHYNHHYDYHH 
DDNYYHHHHHHH 


10505 


40873 


A 


10566 


10 


445 


HRSTITRQCPSGLETRIALLPPA 

VFPSGSRTLPPSTPGSSSPQPR/P 

PLTRGPGPPRTHALASGTRGPA 

RGEEKVADTPHHGEGGCPNSE 

KEPFLHPTAPPPRLPTPSPESGP 

VPHTLQQAPPLRRHLGGTPAGA 

PASPQSSEWGG 


10506 


40874 


A 


10567 




288 




10507 


40875 


A 


10568 


50 


542 


TLSPERLSPELRLLPYMITLGDA 
VHNFADG\LAVGAAFAI\SWKT 
GLATSLAVFCHELPHELGGLRP 
LAAPGAVPCAKELLLNLASALT 
AFAGLYVALAVGVSEESEAW1\ 
LAVATVALFLYVAICDMLPAML 
K.VRDPRPWLLFLLHNVGLLGG 

W J V rAUA VrvKu 


10508 


40876 


A 


10569 




690 




10509 


40877 


B 


10570 


34 


465 




10510 


40878 


A 


10571 


1 


624 




10511 


40879 


A 


10572 


3 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10512 


40880 


A 


10573 


1 


1481 


RRFPPAGAVAVIERGVRGGSQR 

CRTMADQLYLENIDEFVVTDQN 

KIVTYKWLSYTLGVHVNQAKQ 

MLYDYVERKRICENSGAQLHVT 

YLVSGSLIQNGHSCHKVAVLRE 

DK.LEAVKSKLAVTASIHVYS1Q\ 

KAM LKDSGPLFNTDYDILKSNL 

QNCSKFSAIQCAVAAVPRAPAES 

SSSSKrCFEQSHLHMSSETQANN 

ELTTNGHGPPASKQVSQQPKGI 

MGMFASKAAAKTQETNKETKT 

EAKEVTNASAAGNKAPGK.GN 

MMSNFFGKAAMNKFKVNLDS 

EQAVKEEK1VEQPTVSVTEPKL 

ATPAGLKKSSKKAEPVKVLQK 

EKKVRGKRVALSDDETKETENM 

RKKRRTUKLPESDNSEYEVFPD 

SSGAYEAESPSPPPPPSPPLEPVP 

KTEPEPPSVKSSSGENK.RKRKR 

VLKSK.TYLDGEGCIVTEKVYES 

ESCTDSEEELNMKTSSVHRPPA 

MTVKKEPREERKGPKKGTAAL 

GKANRQVSITGFFQRK 


10513 


40881 


A 


10574 


1 


too 
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SEQID 

NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10514 


40882 


A 


10575 


2 


2271 


PELLTEGVKEP1MDSQERDSGD 

PLVDESLKRQGFQENYDARLSR 

IDIANTLREQVQDLFNKKYGEA 

LGIKYPVQVPYKRIKSNPGSVII 

EGLPPGIPFRKPCTFGSQNLERIL 

AVADKIKFTATARPFQGLIPKPD 

EDDANRLGEK\VILREQ\1KELF\ 

NEKLR*GPWGLNRPVLVPYKL\ 

IRDSPDAVEVPGLPDDIPIRNPN 

TYDIHRLEKILKAREHVRMAIIS 

QLQLLQQQQHHISEGRPFAEIC 

NDAKVPGESEARKPPFCPVGTR 

LFLLKKREPEVSMNKDRYPQE 

APRNLQSLRTLLDILDDPRGGC 

VHLRQSQSRWRGADTRELPRG 

MLEGLRQLLSA1GCPRDPTCAP 

A QPGDQPLQR L A FTL ANEPQTV 

LEKPPPRFRRRGAARSPEQLYTP 

RRGGVLPAEPERTQSASADAGS 

LACRALEVDSGCPTGPPCPKGS 

RRLTITSG VDCGLLKQM KELEQ 

EKVVLLQGLEMMAGSRLQRLQ 

PVQDRQCRLGQSRASADFGPA 

GSPHPLGRLLPKVQEVARCVGE 

LLAAAGASRALPTSSSGPLCPA 

LTFTSFPG WQQQTILMLKEQN R 

RLTQEVTEKSGRVMQLEQKSA 

L 1 1 VI Is. \£ L, r c. A A L. J> U \j c A o U L. 

HLHLARLGWAEPQGSSVTQPFE 
GGRPVSPNVSGWRPPAAQAVP 
EWAPSCPTCHPGFPGPPPAGPR 
TEPLTRFWLLVLTWAGALLSLH 


10515 


40883 


A 


10576 


346 


3136 


ALRTKRLWPGGHCRAEAPQWP 

P/ASPLAPATALAAHSRHLSLCR 

SDK.GSMSEDCGPGTSGELGGLR 

PIK 1 EPE VLDIIQVTVPDALPTSE 

EMTDSMPGHLPSEDSGYGMET 

LTDKKWTWDGAKAIGISEPIKV 

LYSKFLMHPEELFVVGLPEGISL 

RRPNCFGIAKLWKILEASNSIQF 

VIKSGEEIRWDRELFCRACSMP 

GGSLLQIAKSYTTGLESKSCDP 

AVESKASAGQDEMQPHARPKL 

LTEGVICEPIVD 
















10517 


40885 


B 


10578 


1 


720 




10518 


40886 


B 


10579 


1 


1478 




10519 


40887 


B 


10580 


1 


1895 




10520 


40888 


A 


10581 


2 


413 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10521 


40889 


A 


10582 


2 


969 


WG SWA PQSRGCPYQPG A AQG R 

ALAPQHRGSCSPPWTGGGKE/Y 

LMRAHFGLPSVEAEDKEGKPPI 

SVKFEIPYFTTSGIQVRLAPGSL 

YGRKRSSLGKSHPSLLQVDGQ 

YSQQQGAGHPRGTK.RGSQTPG 

ARQRVEPGKCWPVVCVPHVPC 

PPTSTA L RK.HLRPQRAI YTSRLA 

PGALGGHCSVCLLPGLAGLAC 

GAFPGPAWVTRCCHSARSVLT 

HQGAPPGPDITVPARLPEPEVE 

VSCRGRRPALLNAQQSPPSLPPP 

PPSAAAEASCSHHVRQRRLRAG 

PEGQGFYLFHDRNKHS1LKLAK 

PREPFCVVTDSRIQFGPPH 


10522 


40890 


A 


10583 


50 


1083 


NPRA1FKSVRTCPVPPTQPCRNV 

KARSCGVGAGTTSFTLSVWPH 

RYITQEGHKLETGAPRAPGTVT 

NAVCWRSEGIKYRKNEVFLDVI 

ESVNLLVSAVNGNVLRSEIVGSI 

KMRVFLSGMPELRLGLN\DKVL 

FDNTGRGKASKSVEVLEDVKFHQ 

CVRLSRFENDR\TISFIPPDG\EFE 

\LMSYRLNTHVK\PLIWIESVIEK 

HSHSR1EYMIKAKSQFKR\RSTA 

NN VG DPHFPL PN DCRLN PSFK\T 

TVGERLSWVPENSE1VWSIKSFP 

GGKEYLMRAHFGLPSV\EAEDK 

EGKPPDSV FKF\E1 PYFVLTSGIQ 

VRYLK11EKSGYQALPWVRY1T 

QNGDYQLRTQ 


10523 


40891 


C 


10584 


175 


454 




10524 


40892 


A 


10585 


1 


193 


LLPRPGSGLDFLLSPVLPS/HSAS 
WACPLPRPSPMPSSCC*R*RKE 
MASGFSKGPTLGCCPTCPP 


10525 


40893 


A 


10586 


2780 


2965 


SPSQGESIPT* WRPTGPSPPTSSP 
GPA*SSLSPRPSPSSASASPSMC 
VRPSMWAASLLKSL 


10526 


40894 


A 


10587 


1 


1502 




10527 


40895 


A 


10588 


1256 


1990 


RCAPMTTCAWASCCSPWPTPF 

GTGPPSTSVSTSWPWQPWGWG 

WL*VGAAPAGGRQHPSPPALPR 

RSSG RSKLSRPSLCQL VPG IL*T 

RLLSPPQKESLPWRGSWREFPL 

PQLNTLPATEADPGVSSLPSAQ 

DTJT PCVfl^VI CDnPQI A PA PA 

SGYPESTALPQNGRGPWAVGF 
GQ1PFLCIHNVGRSLGAGPGSG 
KPLPCVFRSTFSSSHQYCRLGR 
KHNFHFTKGKLRCGCGPGDGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10528 


40896 


A 


10589 


375 


678 


RCCCCTTRPARKCRTTMGIRHS 
TWPAPTATRTTHSGSRSPGSTA 
ASPRGLCPRPALTDCPCGHLSG 
LPVASV*AGSCPHVPGDQTTRK 
SGTVFPTQCTRP 


10529 


40897 


B 


10590 


1 


2452 




10530 


40898 


B 


10591 


1 


1140 




10531 


40899 


A 


10592 


1 


1617 




10532 


40900 


A 


10593 


1 


1448 


RERSCLHLVC1RCSCDVVEMGS 

VLGLCSMASWIPCLCGSAPCLL 

CRCCPSGNNSTVTRLIYALFLL 

VGVCVACVMLIPGMEEQLNKIP 

GFCENEKGVVPCN1LVGYKAV 

YRLCFGLAMFYLLLSLLMIKVK 

SSSDPRAAVHNGFWFFKFAAAI 

AIIIGAFFIPEGTFTTVWFYVGM 

AGAFCFIL1QLVLLIDFAHSWNE 

SWVEKMEEGNSRCWYAALLS 

ATALNYLLSLVAIVLFFVYYTH 

PASCSENKAFISVNMLLCVGAS 

VMSILPK1QESQPRSGLLQSSV1T 

VYTMYLTRS\CMTNEPETNCNP 

SLLSIIGYNTTSTVPKEGQSWQ 

WWHAQGMIGLILFLLCVFYSSIR 

TSNNGQVNKLTLTvSGESTLIGR 

WVGAR\SDGITGRDGGTDVSPE 

AVRINGK/RDGCSLYSYSFFHF 

MLC\LASLY1M\M\TLTSWYRYE 

P\SAWMESQWTAVL/WVK1SSS 

WIG1VLYVWTLVAPLVLTNRDF 


10533 


40901 


A 


10594 


3 


343 


GVLLCRL*QGQNYW/NFLQTK 

V 1 OINlvlivIJKK. 1 1 rJVlriir LnAc»W 

PNTELRYWKENCPESQKGP*PM 
MALS*GCPLPWPAPNVTSSSKG 
WSPGQLWMYRFGRPLRISSETG 
WSLWLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10534 


40902 


A 


10595 


1 


2500 


MEDAWGIRKETGRVKEEAEKV 

TGWGNNWRNVEKSSMSRKVK 

AARPGFKKLPMTSDIPPKCTIKD 

LLPKEKSSTEAVFHTVVLERHE 

S PDI EDFSFK EPQKN VHDFECQ 

WRDDTGNYKGVLMAQKEGKR 

DQRDRRDIENKLMNNQLGVSF 

HSHLPELQLFQGEGKMYECNQ 

VEKSTNNGSSVSPLQQIPSSVQT 

HRSKKYHELNHFSLLTQRRJCA 

NSCGKPYKCNECGKAFTQNSN 

LTSHRRIHSGEKPYKCSECGKT 

FTVRSNLTIHQVIHTGEK.PYKC 

HECGKVFRHNSYLATHRRIHTG 

EKPYKCNECGKAFRGHSNLTT 

HQLIHTGEKPFKCNECGKLFTQ 

NSHLISHWRIHTGEKPYKCNEC 

GKAFSVRSSLAIHQTIHTGEKPY 

KCNECGKVFRY"NSYLGRHRRV 

HTGEKPYKCNECGKAFSMHSN 

LATHQVIHTGTKPFKCNECSVQ 

VFTQNSQLANHRRIHTGEKPYK 

cnecgkafsvrssltthqaihs 
gekpykc1ecgksftqkshlrs 
hrgihsgekpykcnecgkvfa 
qtsqlarhwrvhtgekpyk.cn 
dcgrafsdrssltfhqaihtge 

KPYKCHECGKVFRHNSYLATH 

r> n it rrr" i: 1/ dvltx i.ytl' a t? c a a 
KKIH 1 UtiS.r I RCINtCLiKAr oM 

HSNLTTHKVIHTGEKPYKCNQC 
GKVFUQNSHLANHQRTHTGEK 
PYRCNECGKAFSVRSSLTTHQA 


10535 


40903 


A 


10596 


330 


432 




10536 


40904 


A 


10597 


1 


147 




10537 


40905 


A 


10598 


1 


380 


RTRGRGQRGKMELVQVLKRGL 

QQITGHGGLRGYLRVFFRTNDA 

KVGTLVGEDKYGNKYYEDNK 

Q/FFWHRWLHSMTDDPPTTKPL 

TARKFIWTNHKFNVTGTPEQY 

VPYSTTRKKIQEWIPPSTPYK 


10538 


40906 


A 


10599 


9 


536 


VLKRGLQQITGHGG/LFRGYLR 

VFFRTNDAKVGTLVGEDKYGN 

K.YYEDNKQFFGDERLQASGLA 

LTLCEQTEEGSCLWSQRSKLGK 

SQSMNFKNSKTRSFQRTVSAGK 

TKYYHPVVAGRQQQARATCD 

HVDPRTQEHGPGAAWPYWPRL 

GLKHALLTFTVALQYRAQPLFR 

LPNLPL 


10539 


40907 


A 


10600 


239 


263 




10540 


40908 


A 


10601 


1 


600 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10541 


40909 


A 


10602 


1 


1178 




10542 


40910 


A 


10603 


1 


1038 


MHLEVNSSPEPLDENLDNTVTS 
ALSGHEQRIQTSLPVLLTTKTEI 
LARFSQLQFPEEQSSFAYPANC 
VKSKGMNTKLPLPvPLKVCREL 
T1DSDRDILYRTLFMGDSGMGK 
VQFEFGEEVHIVIKSTGFGPFSS 
YATLEPFVAVQLWGGGQHYQ 
GQQPPMGMMGQVNQGNHMM 
GQRQIPPYRPPQQGPPQQYSGQ 
EDYYGDQYSHGGQGPPEGMN 
QQYYPDGHNDYGYQQPSDPEQ 
GYDRPYEDSSQHYYEGGNSQY 
GQQHDAYQGPPPQQGYPPQQQ 
QYPGQQGYP\KQQQGYGPSQG 
GPGPQYPNYPQGQGQQYGGY1 
PTQPGPPQPPQQRPYGYDQGQY 


10543 


40911 


A 


10604 


130 


213 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10544 


40912 


A 


10605 


124 


208 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10545 


40913 


B 


10606 


140 


589 




10546 


40914 


A 


10607 


1 


302 




10547 


40915 


A 


10608 


2 


98 




10548 


40916 


A 


10609 


2 


190 




10549 


40917 


B 


10610 


1 


856 




10550 


40918 


A 


10611 


123 


1287 


AFSLGK\MSEKKLFGPNGERM P 

FS K VKALC AG LQATV A APKN A 

EEN KAIQDVAKDTAFLGITDEA 

TEGQFMYLTGGRLTYSNWKKD 

EPNDHGSGEDCVILLNNGLWN 

GISCTSSFIAIFQWAHYQYRQAE 

NYPKGELHTLRVKLCGPSWPT 

NA1HFRSRLLMPLGPTVLLMTM 

AVFQLSQAVAMCSWCCGLVLP 

PAGCLQDKASKPRETQAQPGL 

CVRGNFRIPSRQDFAAALARAL 

SGLDLWASLWVPFADFLGSSLS 

VPWFSYLENDEEDLTRLSLRLN 

G E RTFLESPG K.KRI GAGTPPMS 

QEAVMLAVMERDPGQCRGEE 

GPTECRAMWPGWGGRHSLPGH 

PAMLCSFLGSDLEIRGSNGGWE 

PPF1PGLQPELARGIQGSGRGAE 


10551 


40919 


A 


10612 


292 


445 


LSICLQSAVCTPGMD/PAAPCSL 
GILDWGTLPSTAEPGREGPADA 
WVDPGVR 


10552 


40920 


A 


10613 


363 


575 


HLLPTQGALCPAEGWPAPWQG 
YTPTCDCAEDTTQLERAGQLPP 
VF*SCHRGGVSSQ*GSPGVPQL 
LHQPE 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10553 


40921 


A 


10614 




638 


SSKLSGLTTNVVD1ILAHHFGQE 

ELQANLDL1QTYRMHIAQDINQ 

DNLQLFLNSYNGRRDLEIERPIL 

GQNDNKSKTLKG\STLLVVGDN 

SPAVEAVVECNSRLNPINTTL\L 

KMADCGGLPPG*FSPGKLTEAF 

KYFLQGMGYIPLVLCYSTASGS 

MTSVARSR\THSTSSSLGSGESP 

FSRSVTSNQSDGT\QES\CESPDV 

LDRQQTMEVSC 


10554 


40922 


A 


10615 


3 


1152 


KSCFNA FFNFEDMQEITQH\F A V 
CHVDAPGQQEGAP/SPFPTGYQ 
YPTMDELAEMLPPVLTHLSLKS 
IIGIGVGAGAYILNSRFALNHPEL 
VERPLCSLMVDPC/ALKGWIDW 
AASKLSG\LTTNVV\EI1LAHHFG 
QEELQANLD\LIQTYRMH I AQDI 
NQDNLQLFLNSYNGRRDLEIER 
P1LGQNDNKSKTLKCSTLLVVG 
DNSPAVEAVMADCGGLPQVVQ 
PGKLTEAFKYFLQGMGYIPVCA 
AQSPEHRVSTASASMTRLARSRT 
HSTSSSLGSGESPFSRSVTSNQS 
DGTQESCESPDVLDRHQTMEIS 
LDDVLLSALLRNNGKSAQQKKI 
SAKPKLEFLCPRPGTCDHGSRE 
KQGHSRGPGQFPGRWPGRAVA 
ETRGAIDHRL 


10555 


40923 


A 


10616 


169 


270 


GICPFLQLSFYHLLD*DTRYLQI 
LRLQLKPHSFH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10556 


40924 


A 


10617 


1 


1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSHIR 

LGQFLLIEDCKTPSPSSLGADAI 

AKQRKTSVSAAASVSATIPIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLV IS V V YKD1 LKK1 VQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAG A 1 1 YMNMGNKL 

P1WCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

V VPNPYTLLSQI PEEAE WFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

QIT/GFCQLW1PR*SK1 


10557 


40925 


A 


10618 


1 


1022 


MKPSVWAL1QLNLSPYEKGILG 
LTKRHQGRLCTDGRQGIQPLPP 
SQAHTGIPLLHPYSIQVDCAIDR 
GKLCFCCCIGECN Y SDQQGPGT 
VAGSWARG1SAAVSVSAT1LISR 
VQGPLHVLGQEVFLLLRRQTNL 
AGSERTENGAGQSPGGACYQC 
GLQGHFTKDCPMRNKLPPRPCP 
LYQGNHWKDGEPIEHDCQQIIV 
QTSAAREDLLEVPLANPDLNLY 
TDGSSFVENGEVAKAVIAQFPT 
TVGVSCLDGRLRVLEVLARAIR 
/LGEGNKGYSIRKRGSQIVPVCR 

QQSLRIQNQCAKITSILIHQ*QT 


10558 


40926 


A 


10619 


1 


2091 




10559 


40927 


B 


10620 


1 


2269 




10560 


40928 


A 


10621 


1 


1776 





1423 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10561 


40929 


A 


10622 


112 


1465 


LLKGARCLIQRPSFA/LQQETHR 

AHTLLLEWEPQAETAFTTLKQA 

LLQAAA LTLPTRQNFSLY VTDR 

AEIALGVLIQTCGTTPQPVAYLT 

IEK.GKERGEQQHKQLAEAAER 

KERK.RQEVREREKEKETERQSK 

KEREEETK.MESERKRETEKEVS 

TLAALEEPFSPPQPSLGLAEAGA 

GSLFSWGGVEGEVRGGGRAAH 

SAHRLVQVPGGQVRVQVFENP 

LLKAIKSDLPRSSLWSGRKTSV 

SAAALKE1RKEISKGTQ1PLGYR 

LCPLQAVGGGEFGPTKIHVPFS 

LSDLKQIKADLGKFSDDPDRYi 

DVLQGLGKTFDLTWRDVMLLL 

DQTLAFNEKNAALAAASEFGGI 

WYLSQVNDRMTAEERDQFPTG 

QQAIPSMDPHWDLDSDHGDWS 

HK.HLLTCVLEGLRGIRKKPMN 

Y SMMST1 1QGKEEN PSAFLQQL 

WKSLRKYTPPSSKSL 


10562 


40930 


C 


10623 


52 


690 




10563 


40931 


C 


10624 


199 


285 




10564 


40932 


A 


10625 


59 


411 


SWPSDKQTLVVQRGQKMEQA 
NHPDPTDHMSQLMWT/VLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLALLNFLANQGYK/LSRSK 
AQLCLQQVKYLCL 


10565 


40933 


A 


10626 


280 


571 


D1YVPIRIPKLPQAYAD/PAVPP 
CTSGRIWL*IHAGAWSSFWLVS 
Y*LLPQFQILLLVYSEIQILPGLV 
LGECMCQGICPFLLDFLVYLRR 
GVCSIL 


10566 


40934 


A 


10627 


60 


148 


WGRGEPLCLAQGLTHQSAPC 
QNRPLGSL 


10567 


40935 


B 


10628 


1 


397 




10568 


40936 


A 


10629 


55 


219 


LGNKHLLGSIDPRGSWVTGEYI 
FLRPPIAA*GRQ*DFLPFPELWW 
TSLNNSWAFS 


10569 


40937 


A 


10630 


3 


494 




10570 


40938 


A 


10631 


2 


689 




10571 


40939 


A 


10632 


157 


277 


DV*SNNSMTSLQVRCRTSMYLS 
GSSENFPRSTW1CDAVAETPLA 
QEPATVPGP 


10572 


40940 


A 


10633 


230 


543 


PSDRQTLVVQRGQKIEQANHL 
VGLVTSVVWKDTLKKIVHGMA 
FSML1 SC/PRQLSSRSITIQG 1 LGR 
AVTRYFSHLLSCNWETLLQIDQ 
GHQATDGLTNGTPNELN 


10573 


40941 


B 


10634 


1 


669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10574 


40942 


A 


10635 


1 19 


409 


GDICHHLGLTPVGSHSLLSCSR* 
QVA*VGAVTAATIGTG1LLQQL 
AFLVCNWLLLSGSSENFPRSALI 
CFKSEREKGTCIQVGPNSPPPTA 
CKGHN 


10575 


40943 


A 


10636 


3 


482 


LSSYSGGDLEKLYV*LRDCKYT 
NQHSVSSSRFVNIPISTLCLTQG 
L * MHPMDTL YL ATLGGDL ENL 
CVHTLYLANLVGMWRTFVSSS 
GIVNAP1STLSKQTT*LSVKWTN 
QQDVGGARQENKSRLPEPAVT 
TPLGSPPTPWKLCSFALCNKSC 
YCPKKKK 


10576 


40944 


A 


10637 


1 


2331 




10577 


40945 


A 


10638 


879 


1353 


SNNRTEGARGKRQLMSSP/STE 

PRVRLTIEGQETDFLLDTGAAFS 

VLTSCLGRLSSRSVTIR*1LGQPV 

TRYFS/QPLSCNWETLLFSHAFL 

IMPESSTPLLGRDILAKAGAIIY1 

NMGNKLPICCPXLLVEGINPEV 

W ALEG QFG RA KN ARPLQ1RLK 


10578 


40946 


A 


10639 


345 


1996 




10579 


40947 


B 


10640 


97 


1110 




10580 


40948 


A 


10641 


728 


5171 




10581 


40949 


C 


10642 


1 


2049 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10582 


40950 


A 


10643 


1 


2019 


MNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLH I YSQDV AC YGE 

NLAYFPKGF1ENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKY YTQGDKVLMPLAIQ VH HA 

VCDGFHVGRMLNELQQYCDE 

WQG G AQ YPL RPE AHKG IQDI V 

KYLKAQGLGRKCSSPCNTPILG 

VQKLNGQWRLVQDLRLIN/EGF 

F*SSKLQAMQAMFAENSMSSV 

YSPTQEAEYWLPHGILQPADCF 

FEAASTSRSMWPRE/DWLSTT7S 

LTTWNMDFADFGTTIKQDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLMQLARQVSRLESGH 

LDHGSHSYRRSDNSLDPRSHSC 

CRSDIGLGPRSHLYCRSDYQRE 

TT1PSMPVK.GNQAPCMKSNNA 

LIVILGTVTLDAVGIGLVMPVLP 

GLLRDIVHSDSIASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGAT1DYEIMATTPS 

WEDEEPIEHDSQQI1VQTYATR 

DDLLEVPLANPDLNLYADGSSF 

VENGIRRAGYAIVSDVTVLENS 

LAAVTLQNRQGLDLLTAEKGG 

LCTFSGKECCFYTNQSG1SSPLE 

DTTTAGPFLHPIQQEVARAIIGQ 

FPTAFGVSCLEGRLRGEASWTS 


10583 


40951 


A 


10644 


803 


1171 




10584 


40952 


A 


10645 


1 


2148 




10585 


40953 


A 


10646 


1094 


3886 


SNDRTEDDCGKHPFMSSPPYTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRD1LAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
K.HLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


10586 


40954 


A 


10647 


762 


1298 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10587 


40955 


A 


10648 


893 


2165 


GPRGTGPKGKARSEKGRSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPL1HVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAIIYMNMGN 

KLPIWCHLLEEGIYLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

V K AQGL VKKCSS PCNTPILG VQ 

KPNGQWSLVQDLRL1SEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQL1WTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSK1ARPLYT 


10588 


40956 


A 


10649 


2 


403 




10589 


40957 


B 


10650 


51 


1038 




10590 


40958 


A 


10651 


581 


1128 


SPCRAQRHSCMWGLWQQSPCS 
PGSWQDSSPAQSGPPPR*PFSVP 
SSPWCLPSTWPLSPSPLPASWR 
RKTSAPSLLSLATAGPP*AGVC 
E/AKTPKKKYSDDDEEEESEEN 
SRDSESDFSDDFSDDFVETRRR 
RSRRNQKRQ1NYK.EDSESDGSQ 
KSLRRGKEIRRVHKRRLSSSESE 
GYFFIKS 


10591 


40959 


B 


10652 




4296 




10592 


40960 


A 


10653 


2 


447 


KEKKRNKKKKT1GSPKRJQSPL 
NNKLLN SPA KTLPG/AC/G SPQK 
LIDGFLKHEGPPAEKPLEELSAS 
TSGVPGLSSLQSDPAGCVRPPW 
VIS. 1 1 L'ljJccJSJJL.n.iS.LLJij V Its. I 
MKRLMQQSVESVWNMAFDFIL 
DNVQVVLQQTYGSTLKVT 


10593 


40961 


C 


10654 


286 


336 




10594 


40962 


A 


10655 


421 


638 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10595 


40963 


A 


10657 




888 


MMNEKNLEKGLGVDSVDKDA 
MNAAIQQAIKAQPSMSPKKAPP 
APAKEARNVVAVGTGGRGTHD 
RDPSEKPPRLQWFEQQAKKLA 
KQQEEDSEEEEEDLDGDVLEIG 
KSKIKVLAESVSDWEDIDSDEE 
LECEDTEAMDDVVEQDAEEEE 
AEEGPPLGAIPITDCLFCSHHSSS 
LMKNVA H MTKDHSFFIPDIEYL 
SDIKGLIKYLGTHSSSSNVCKGL 
WDLEKRPSIDLK/CRT*YSTKRH 
/CTRTLSASSHFILCQWPSVLS/P 
VH ASTDQEIQEMHDDQSN PQN 
AVVREHCVGWGWGV 


10596 


40964 


A 


10658 


1 


1545 


MATYTCITCRVAFRDADMQRA 

HYKTDWH RYN LRRKV ASMAP 

VTAEGFQERVRAYHGPSRRRRA 

RARP/L YCTVC SK.KF A SFNA YE 

NHLKSRRHVELEK.KAVQAVNR 

KVEMMNEKNLEKGLGVDSVD 

K.DAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLAKQQEEDSEEEEEDLDGD 

VLEIGKSKIKVLAESVSDWEDI 

DSDEELECEDTEAMDDVVEQD 

AEEEEAEEGPPLGA1P1TDCLFC 

SHHSSSLMKNVAHMTKDHSFFI 

PDIEYLSDIKGL1 K.YLGEK VGVG 

KICLWCNEKGKSFYSTEAVQA 

HMN DKSHCKLFTDG DAALEFA 

DFYDFSWRLAVGGHDWVERLT 

ASHYFYGYYPGARVGHRSLMR 

YYKQRFGLSRAVAVAKNRKAV 

GRVLQQYRALGWTGSTGAAL 

A>ii?t7Drn\4rw\/r\[?ivyik'ci^w\/iT v 
JVlrvtfKL'iVl^ I vts^KiVIJs.oK.VViVlLK. 

TGMKNNATKQMHFRVQGSQK 
EIQIFHSSEIDGIATAVEDDFASP 
TPTKDAKN 


10597 


40965 


A 


10659 


3 


943 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10598 


40966 


A 


10660 


1 


2427 


M ATYTCITCRV AFRDA DMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRA\HGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKKAVQAVNR 

KVEMMNEKNLEK.GLGVDSVD 

KDAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKL A KQQEEDSEEE EEDLDG D 

D WEDIDSDEELECEDTEAM DD 

V VEQDAEEEEAEEG PPLG Al PIT 

DCLFCSHHSSSLMKNVAHMTK 

DHSFF1PDIEYLSDIKGLIKYLGE 

KVGVGKICLWCNEKGKSFYST 

EAVQAHMNDKSHCKLFTDGD 

AALEFADFYDFSWRLAVGGHD 

WVEVEGRIRGCGSREDNECLL 

VCNFSVIGVAIQITRKGRTPIRA 

EELPSEKNLEYDDETMELILPSG 

ARVGHRSLMRYYKQRFGLSRA 

VAVAKNRKAVGRVLQQYRAL 

GWTGSTGAALMRERDMQYVQ 

RMKSKWMLKTGMKNNATKQ 

MHFRVQMDCRGIAVLVFKAPS 

FYL1MAPKHKSGDAGDSNMPK 

GSRKVLPLSEKVKVLKEKKLY 

AEVAKIHGVKLQTFGVSVTAH 

KGSVDPKSEQQQDLLQRVKEQ 

SFHSVEADPAAEGAGSGLSQLR 

KGLPQCSSRLNGSSSATKVGAQ 

AEEAPRASEGCEGCQHAVTSQ 


10599 


40967 


A 


10661 




658 


GTKGWAFP1TDCLFCSHHSSSL 
MKNVAHMTKDHSFF1PDIEYLS 
DIKGLIKYLGEKVGVGKICLWC 
NEKGKSFYSTEAVQAHMNDKS 
HCKLLAQDGDAALEFADFYDFR 
SSYPDHK.EGEDPNKAEELPSEK 
NLEYDDETMELILPSGARVGH\ 
RSLMRYYKQAIWLVKNLWQLP 
KIRKAVGRVLQQYRSPGIGLGS 
TGAALMRERDMQYVQRMKSK 
MGC 


10600 


40968 


A 


10662 


1 


221 


MNPLANSTLTDVHPHF1FKQMA 

ELDRDMDEAGNHHSQQTNTRT 

ENQTPHVLTHKWELNNENTRT 

QGREHHTSEEFIAIQPEYYQKE 

KSNSDINLEGTSYWTENHCSGI 

YKVINCLESE1HSEEN*CQN* IFL 

SDNIQVELR*IPLMCDVPCPVSV 

CSHCSTPTYE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10601 


40969 


A 


10663 


1 


1815 


MHEAGNHHCQQSNTRKENQTP 

DVLTHKWEGFDQLRLEGLLCD 

VTLMPGDTDDAFPVHRVMMA 

SASDYFKAMFTGGMKEQDLM 

CIKLHGVSKVGLRKIIDFIYTAK 

LSLNMDNLQDTLEAASFLQILP 

VLDFCKVFLISGVTLDNCVEVG 

RIANTYNLTEVDKYVNSFVLKN 

FPALLSTGEFLKLPFERLAFVLS 

SNSLKHCTELELFKATCRWLRL 

EEPRMDF A A KLMK.NIRFPLM TP 

QELINYVQTVDFMRTDNTCVN 

LLLEASNYQMMPYMQPVMQS 

DRTA I RSDTTHL VTLGG VLRQQ 

LVVSKELRMYDEKAHEWKSLA 

PMDAPRYQHGIAVIGNFLYVV 

GGQSNYDTKGKTAVDTVFRFD 

PRYNKWMQVASLNEKRTFFHL 

SALKGYLYAVGGRNAAGELPT 

VECYNPRTNEWTYVAKMSEPH 

YGHAGTVYGGVMYISGGITHD 

TFQKELMCFDPDTDKWIQKAP 

MTTVRGLHCMCTVGERLYVIG 

GNHFRGTSDYDDVLSCEYYSPI\ 

LDQWTPIAAMLRRQSDVGVAV 

FENKIYVVGGYSWNNRCMVEI 

VQKYDPDKDEWHKVFDLPESL 

GG1RACTLTVFPPEETTPSPSRES 


10602 


40970 


A 


10664 


1 


1226 


MNEIEFRLERTPVDESDDEIQH 

DEIPTG KCI A PI FDKRLKHFR VT 

EGSPVTFTCKIVGIPVPKVYWF 

KDGKQISKRNEHCKMRREGDG 

TCSLH1 ESTTSDDDGN YTIM A A 

NPQGRISCSGHLMVQSLPIRSRL 

TSAGQSHRGRSRVQERDKEPLQ 

ERFFRPHFLQAPGDMVAHEGR 

LCRLDCKVSGLPPP\DMTWLLN 

GQPVLPDASHKMLVRETGVHS 

LLIDPLTQRDAGTYKCIATNKT 

GQNSFSLELSVVAKEVKKAPVI 

LEKLQNCGVPEGHPVRLECRV1 

GMPPPVFY WKKDN ETI PCTRER 

ISMHQDTTGYACLLIQPAKKSD 

AGWYTLSAKNEAGIVSCTARL 

DIYAQWFTHQ1PPPMSVRPSGSR 

YGSLTSKGLDIFSAFSSMESTM 

VYSCSSRSVVESDEL 


10603 


40971 


C 


10665 


166 


229 




10604 


40972 


B 


10666 


251 


371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon lor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10605 


40973 


A 


10667 


79 


1391 


PWEGSAPATSPLGEDSAWGSA 
DGSESWSCRELLQPGDVLGESC 
GLTPPALPAHCIQEGCLPPLTQE 
LRCCQPPRMGRWALDVAFLW 
KAELTLGLELLYY\CFFIGINFY 
NKWLTKSF/HIFPLFMTMLHLA 
V1FLFSALSRALVQCSSHRARV 
VLSWADYLRRVAPTAALREVA 
SLFRKPSAEEMLCPPARQRGEA 
RELSQNPIIRAGEGRLQGHRQV 
ATVICAPAPFSVMGLSPELQQCI 
VGNFASRYTMTK.SSAVLFILIFS 
LIFK.LEELRAALVLVVLL1AGGL 
FMFTYKSTQFNVEGFA\WCWG 
PRSSVAFAGPSPRCSCRRLNSAS 
RIPSTPCSTCSHSCS/WGLFPLFA 
VFEG\TGLLLRVLGSLFLGGILA 
FGLGFSEFLL/VSSRTSSLTLSIA 
G1FKEVCTLLLAAHLLGDQISLL 
NWLGFA\SASREYPSTLPS 


10606 


40974 


A 


10668 


] 


1129 


MGRWALDVAFLWKAVLTLGL 

VLLYYCFS1GITFYNKWLTKSF 

HFPLFMTMLHLAVIFLFSALSR 

A LVQCSSHRARVVLSWADYLR 

RVAPTALATALDVGLSNWSFL 

YVTVSLYTMTKSSAVLFILIFSLI 

FKLEELRAALVLVVLLIAGGLF 

MFTYKSTQFNVEGFAVWCWGP 

RSSVAFAGPSPRCSCRRLNSASR 

1PSTPCSTCSHSCSWGLFPLFAV 

FEGLHLSTSEKIFRFQ\DTGLLR 

RVLG\SLFLGG I L A FG LGFSEFLL 

VSRTSSLTLSIAGIFKEVCTLLL 

AAHLLGDQISLLNW\LGFA\SAS 

REYPSTLPSKPCIPEVTQSPFQK 

PLVSVLLPVTLSDSDAGSVPGG 

SAAVTPLGRCGGHLQSGWVGP 


10607 


40975 


A 


10669 


566 


1026 


PVM PKLI YVIRTGKQLKISLGH 

VDFQTVPSFLQQLNV/WQT1KA 

SEHPDRNDCVAVLRQKRSLGS 

VENTSGKRKCWGGQSGFTTSE 

LEETEEDSDLSDYGDDVDGRK. 

DALAEPCFMLIGEIFELRGKPQY 

QLEIWQVPTGTPDHLEEEANEK 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 


10608 


40976 


A 


10670 


1717 


2340 


GIDVQGKKNSFSLSSFLERLPRD 
FFSHQEEETEEDSDLSDYGDDV 
DGRKDALAEPCFMLIGEIFELR 
GMFKWVRRTLIALVQVTFGRTI 
NKQIRDTVSWIFSEQMLVYYINI 
FRDAFVVPNGK.LAPPTTIRSKEQ 
SQETKQRAQQKLLENIPDMLQS 
LVGQQNARHGI 1/NKYSNALQE 
TRANKHLLYALMELLLIELCPE 
LRVHLDQL 


10609 


40977 


A 


10671 


181 


399 


NRYIVPISQIMKRKRRKVSIVLN 
VTGY*/RGM/RKPGLLNLASGFL 
LSTSPTSENSNRCRGLWQIDPW 
EEGETYV 


10610 


40978 


A 


10672 


66 


535 


CWWQDPLQRTRQKSVTATSTK 
1DMSNVKIPKHPADAYFKKQQL 
WKPRNRKLAGKLSTPAARDAP 
RARPPHEAPPPPPPPELRYRVPP 
RPAPSSWRHPSGKGRRGPPGIG 
GR1VGERQLRTEYGNDRPGREG 
DPAPGCCGGARTLSLYGEIKLR 
VK.F 


10611 


40979 


A 


10673 


67 


585 


SAAKSEMAGEKVEKPDTKEKK 
PEAK.KVDAGGK.VKK.GNLKAK 
KPK.K.GKPHCSRNPVLVRGIGRY 
SRSAMYSRKAMYKARK.YSAAK 
SKVEKKKKEKVLATVTKPVGG 
DKVGGTRG\VKLRK\MPR1\YPT 
EDVPRKLLSHGKKPFSQHVRKL 
RASITPGT1LIILTGRHRGKRVVF 


10612 


40980 


A 


10674 


2 


282 


CIALYCHLLN1CSKVKAEMQNL 
GREFIVPGMDSATSLIWATK/DL 
MNAVIEAPEKK.PLLKREKQDES 
QSEIKWASQKKHLNPVQALSEF 
KAMDSI 


10613 


40981 


A 


10675 


2 


2798 




10614 


40982 


A 


10676 


14 


2858 


PDWRETK.QRPSASGLWNLALA 
QLAAEMTAVHAGN1NFKWDPK 
SLEIRTLAVERLLEPLVTQVTTL 
VNTNSKGPSNKKRGRSKKAHV 
LAASVEQATENFLEKGDKIAKE 
SQF\L*E*LLAAVEYVRKQGDL 
MKTAAGEFADDPCSSVEQGNM 
VQAA*TLLSAVTCLLILA\DMG 
NVYTLL1QLKVVEDDILKLRNA 
GNEQDLGI*YKALKPEVNKVNI 
MAVKRQQELKDVGHRDQMAA 
ARG1LQKNVL1FYTASRA 


10615 


40983 


A 


10677 


1 


4545 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10616 


40984 


A 


10678 


1 


1921 


MAGLGMGEEG1PGGERWEHKR 

RAHIVSNHRITRTGTHPYTHSPY 

PHKDNVHTARREHKTQDLGTI 

RSVGHSSEHTQHTTPDTVPPLV 

V1VCRVCYRPPHGETRAEYTRH 

RGQNRRTKFWVGIKEEKNLAQ 

QERTEEQLAN1ARGGYVLKDC 

AGQPELIFIATGSEVELAVAAYE 

KLTAEGVKARVVSMPSTDAFD 

KQDAAYRESVLPKAVTARVAV 

EAG1ADYWYKYVGLNGAIVGM 

TTFGESAPAELLFEEFGFTVDNP 

LASRAVRLRLPFNNDQVEAAV 

GWKLAVERHNGPTALILSRQN 

LAQVERTPDQVKEIARGGYVL 

KDSGGKPDIILIATGSEMEITLQ 

AAEK.LAGEGRNVRVVSLPSTDI 

FDAQDEEYRESVLPSNVAARV 

AVEAGIADYWYKYVGLKGA1V 

GMTGYGESAPADKLFPFFGFTA 

EMVAKAHKVLGVKAGSHIPRK 

KYDVPGKKSFSPVKYSTIGSPSP 

ERPVSITTI PNSFV 1ITANRVLHC 

NADTPEEMHHW1TLLQRSKGD 

TRVEGQEF1VVEK.LIRGLAMED 

SRNMFAL/S*1QRPRRQSH*KSN 

RRS*CLSQV*KRASW*AFTN1* 

WPDRHGLRKYSFAVSPGN1HHL 

RIICRML*VVRLLLRLLNAVYE 


10617 


40985 


A 


10679 


1 


2940 




10618 


40986 


A 


10680 


2 


404 




10619 


40987 


A 


10681 


2 


546 


WCPHRWRPHTLTPTAAPAVTK 
SPEATHLYGQVSWNSQNLHLE 
GQLQSASLQGSFMLK**GDPLD 
F/VMSPPRPLFERLKARISQSTK 
TFTPCERLEKRRTSFLEGTLRRS 
FRTGSVVRQKVEEEQMLDMWI 
KEEVSSARASIIDKWRKFQGMN 
QEQ AMAKYM A LI ICE WPG YGST 
LFDVEGTDT 


10620 


40988 


A 


10682 


1 


555 




10621 


40989 


A 


10683 


1 


627 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10622 


40990 


A 


10684 


1 


7232 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSR1VNTP1GTLCLAQ 

GFQWFSVLSQVHASTDQE1QE 

MH DEQ ANPQN A VGTLD VG L I D 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLK.KRWFVLTHIPG 

LLQEFREDALN WG PDEKIFKET 

ELVNDMDKINGRIERAE 


10623 


40991 


A 


10685 


1 


2146 


IDSVCASDSPDRPNSFVIITANR 

VLHCNADTPEEMHHWITLLQR 

SKGDTRVEGQEFIVRGWLHKE 

VKNSPKMSSLKLKKRWFVLTH 

NSLDYYKSSEK.NALKLGTLVL 

NSLCSVVPPDEK1FKETGYWNV 

TVYGRKHCYRLYTK.LLNEATR 

WSSAIQNVTDTKAPIDTPTQQLI 

QD1KENCLNSDVVEQIYKRNPIL 

RYTHHPLHSPLLPLPYGDMNLN 

LLKDKGYTTLQDEAIKIFNSLQ 

QLESMSDP1PUQG1LQTGHDLRP 

LRDELYCQL1KQTNKVPHPGSV 

GNLYSWQ1LTCLSCTFLPSRGIL 

KYLKFHLKR1REQFPGTEMEKY 

ALFTYESLKKTKCREFVLSRDEI 

E A L 1 HRQDMTSTV YCHG GG SC 

KITINSHTRAGEVVEKLIRGLA 

MEDSRNMFALFEYNGHVDKAI 

ESRTVVADVLAKFEKLAATSEV 

GDLPWKFYFKLYCFLDTDNVP 

KDSVEFAFMFEQAHEAVIHGH 

H PAPEENLQV L A AH ATSSIMQG 

DYTALHA\AIPP\LEEVYSLQRLK 

ARISQSTKTFTPCERLEKRRTSF 

LEGTLRRSF\RTGSVVRQKVEEE 

QMLDMWIICEEVSSARASI1DK 

WRKFQGMNQEQAMAKYMALI 

KEWPGYGSTLFDVEVRTGCHV 

LGWAGCWHLRTWITAKFMWR 

EDKMEHFALSTSFFRAPK1VPLT 

PPFSSQFLFSCVVNASVILGMN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10624 


40992 


A 


10686 


28 


561 


MDIVQDATFVYATLQTAHYHR 
DAGLPVYLYEFEHHARGIIVKP 
RTDGADHGDEMYFLFGGPFAT 
GAKVPPDTPTGCPVSHLWMQT 
HPS1GWPQGAHQFLICYALPNE 
SLLLRKQQKQQE*GGRNPNDG 
N L PC WPRYNKDEK YLQLDFTT 
R VGM KLKEKKM AF WM SL YQS 
QRPEKQRQF 


10625 


40993 


A 


10687 


148 


444 




10626 


40994 


A 


10688 




1531 


PLPGARRCLHEFWGQLASMYV 
STRERYKWLRFNEDCLYLNVY 
APARAPGDPQLPVMVWFPGGA 
FIVGAASSYEGSDLAAREKEGL 
VFLQHRLG1FSFLSTDDSHARG 
NWGLLDQM\AALRWVQENIAA 
FRGRPREILTLFGQSAGAMSISG 
LMMSPLASGLFHRAISQSGTAL 
FRLFITRNPLKVAKKVAHLAGC 
N HN STQIL VNCLR A L 1 R\AKVM 
RVSNKMRFLQLNFQRDPEEI1W 
SMSPVVDGVVIPDDPLVLLTQG 
KVSSVPYLLGVNNLEFNWLLP 
YIMKFPLNRQAMRKETITKML 
WSTRTLLAKNSWGAEHGSKSL 
VGPPLAQLAPRPQNITKEQVPL 
VVEEYLDNVNEHDWKMLRNR 
MMD1VQDATFVYATLQTAHYH 
RDAGLPVYLYEFEHHARGI1VK 

rK 1 IJuAUHuUblVIY rLruurrA 

TGLSMGKEKALSLQMMKYWA 
NFARTGNPNDGNLPCWPRYNK 
DEKYLQLDFTTRVGMKLKEK1C 
MAFWMSLYQSQRPEKQRQF 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10627 


40995 


A 


10689 


138 


1898 


ICKYIMNDQWARQNCLHSPTY 

GPSENVLSSAESKPEIQLSPSCPL 

IFSSQQALSQHVWLSHLSQLFSS 

L W AGVNPLH LG KH YPEDQKQQ 

QDPFCFSGKAEWIQEGEDSRLL 

FGRVSKNGTSKALSSPPEEQQP 

AQSKEDNTVVDIGSSPERRADL 

EETDKVLHGLEVSGFGEIKYEE 

FGPGF1KESNLLSLQKTQTGETP 

YMYTEWGDSFGSMSVLIKNPR 

THSGGKPYVCRECGRGFTWKS 

NLITHQRTHSGEKPYVCKDCGR 

GFTWKSNLFTHQRTHSGLKPY 

VCKECGQSFSLKSNLITHQRAH 

TG EKPYVCRECGRGFRQHSHL 

VRHKRTHSGEKPYICRECEQGF 

SQKSHL1RHLRTHTGEKPYVCT 

ECGRHFSWKSNLKTHQRTHSG 

VKPYVCLECGQCFSLKSNLNK 

HQ\RSHTGEKPFVCTECGRGFT 

RKSTLITHQRTHSGEKPFVCAE 

CGRGFNDKSTLISHQRTHSGEK 

PFMCRECGRRFRQKPNLFRHKR 

AHSGAFVCRECGQGFCAKLTLI 

KHQRAHAGGKPHVCRECGQGF 

SRQSHLIRHQRTHSGEKPYICRK 

CGRGFSRKSNL1RHQRTHSG 


10628 


40996 


C 


10690 


160 


294 




10629 


40997 


A 


10691 


3 


82 


SWACA1HPTGYLIEQAGG*WVT 
ARRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10630 


40998 


A 


10692 




1399 


MLRRYRPDITSCHGSTAESKGG 
VVLDVSGRARPLRRTRNSPSPT 
SLTSSKMSGLDGGNKLPLAQTG 
GLAAPDHASGDPDRDQCQGLR 
EETEATQVMANTGGGSLETVA 
EGGASQDPVDCGPALRVPVAG 
SRGGAATKAGQEDAPPSTKGL 
EAASAAEAADSSQKNGCQLGE 
PRGPAGQKALEACGAGGLGSQ 
MIPGKK.AKEVTTKKRAISAAVE 
KEGEAGAAMEEKKVVQKEKK 
VAGGVKEETRPRAPKINNCMD 
SLEAIDQELSNVNAQADRAFLQ 
LER\KFGRMRRLHMQRISFIIQNI 
PGFWVTAFRNHPQLSPM1SGQD 
EDMLRYM1NLEVEELKHPRAG 
CKFKFI FQGNPYFRNEGLVKE Y 
ERRSSGRVVPFSTPI\RWH\RGQ\ 
DPQAHIHRNREGNT1PSFFNWFS 
DHSLLEFDRIAEIIKGELWPNPL 
QYYLMGEGPRRGIRGPPRQPVE 
SARSFRFQSG 


10631 


40999 


A 


10693 


3 


441 




10632 


41000 


A 


10694 


190 


2716 




10633 


41001 


A 


10695 




793 


MARQKKMGQSVLRAVFFLVLG 
LLGHSHGGFPNTISIGKRKRASR 
RSRLSLTRDHCPGKAFPAVFRA 
ERSTGGEQEAGMLQGGEESRLF 
GSLLWTLPWRACSSWKLSQGD 
ADCLAAPGR1TRARGAQSVVSG 
CRETGWXGLFMRNTVQEHSAFR 
FAVQLYNTNQNTTEKPFHLNY 
HETSPIPLKSPPVSFCCALVVHS 
TLH RPSLCS VSSL AH RSHIPSPH 
CHCKNCCCTPLQPTNVLVDYA 
LFARSREKANVTLKLPLTEVIPF 


10634 


41002 


A 


10696 


2 


2744 




10635 


41003 


A 


10697 


2 


2740 




10636 


41004 


B 


10698 


47 


7237 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10637 


41005 


A 


10699 


426 


2118 


GFGHTVHAAEGGDFGOSWQG 

DSVLLCSTVDPGSWAASRGKG 

SPCRGPLCGCCPGRSS\QPSKVE 

VAVSCSCGALLGMCMPPVVLA 

LEGCPRGVAAKGK.GSPQAQTV 

RRSPSADQSLEDSPSKVPKSWS 

FGDRSRARQAFRIKGAASRQNS 

EEASLPGEDIVDDKSCPCEFVTE 

DLTPGLK.VSIRAVCVMRFLVSK 

RKFKESLRPYDVMDVIEQYSAG 

HLDMLSRIKSLQSRQEPRLPVQ 

QGTRTGIDM1VGPPPPSTPRHKK 

YPTKGPTAPPRESPQYSPRVDQI 

VGRGPAITDKDRTKGPAEAELP 

EDPSMMGRLGKVEKQVLSMEK 

KLDFLVNIYMQRMGIPPTETEA 

YFGAKEPEPAPPYHSPEDSREH 

VDRHGCIVKIVRSSSSTGQKNFS 

APPAAPPVQCPPSTSWQPQSHP 

RQGHGTSPVGDHGSLVRIPPPP 

AHERSLSAYGGGNRASMEFLR 

QEDTPGCRPPEGTLRDSDTSISIP 

SVDHEELERSFSGFS1SQSKENL 

DALNSCYAAVAPCAKVRPYIA 

EGESDTDSDLCTPCGPPPRSAT 

GEGPFGDVGWAGPRK 


10638 


41006 


A 


10700 


1 


774 




10639 


41007 


A 


10701 


124 


815 


HPGTAMDALNSMQNFLRGRPK 
TFKSLENAIEWSVKSGQ1 RNLES 
ARVSMVGQVKQCEGITSPEGSK 
S1VEGIIEEEEEDEEGSESISKRK 
KEDDMETKKDHPYTWRIELAK 
TEK Y WDG WFRG LSNLFLSCPI P 
KLLLLAGVDRLDK.DLTIGQMQ 
GKFQMQVLPQCGHAVHE\DAP 
DKVAEAVATFLIRHRFAEPIXGG 
FQCVFPGLLVTCCPPLLQHRAL 
LVNTFAPEAHC 


10640 


41008 


A 


10702 


69 


370 




10641 


41009 


A 


10703 


1 


224 


MCNTPAYCDLGKAAKDVFNK 
GYGFGMVK1DLKTKSCSGVEFS 
TSGHAYTDTGKASGNLETKYK 

VL.1N I UL 1 r 1 t^rv IN 1 r A Y l^ULU 

KAAKDVFNKGYGFGMVKIDLK 
TKSCSGVEFSTSGHAYTDTGKA 
SGNLETKYKLVCNYGLTFTQK 


10642 


41010 


A 


10704 


2 


171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10643 


41011 


A 


10705 


1 


740 


MCNTPTYCDLGICAAEDVFNKG 
YGFGMGKIDLKTKSCSAVEFST 
SGHAYTDTGKASGNLEPECKV 
CNYGLTFTQKRNTDNTLGTE1S 
LENKLAKGLKLSLDTILVPNTG 
KK.SGELKASYK.WDCFSVGSNV 
DLDFSGPTIYGWAVLVFEGWL 
AGYQMSFDTAKSKLSQNNFAL 
GYEAADFQLHTHVTDGTEFGG 
SIYQKVNGIEMSINLAWTA/GSN 
NTHFGIATKYKLDCRTSLSAKA 
VVLGTRVGSC 


10644 


41012 


B 


10706 




318 




10645 


41013 


A 


10707 


2 


100 




10646 


41014 


A 


10708 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRK.PDGS 
CIVSLKIDW1IERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRJL 
LLHPRGLRAITIAVFGKQNTYIR 
LEPFKINVLEQITK.HIEKLQCGG 
VVKQLSRRGNNQH1SSTYDINR 
ADTQVRRAVNNYDI1VMSNSFN 
GQSEHQVW1ARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQ1 
RDAWGSMVLKNVVRETDEVG 
KARLTWGIGTFNVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKGFEPDVRJLLTKYSN 
SNGSQSPWMEEQ1RDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMHMLYAG1PLKVLQSLM 
GHKSISSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


10647 


41015 


A 


10709 


284 


969 


RVSRGRKWFFIALKRMPAMKK 

AMNLFLGLSNVRTVHPEGFTV 

Y1STHISFPSLSGYRTGLRSFGLV 

KQKKSPIRMPCVYTNPCVSIHP 

LWLRLRSPSARWLRCGSPSLG 

WTRTEPAPSPPRGGRTEKAR1W 

EVTDRTVRTWIGEAV/AAHAA 

DGVTFSVPVTPHTFRHSYAMH 

MLYAGIPLKVLQSLMGHKSISS 

TEVYTKVFALDVAARHRVQFA 

MPESDAVAMLKQLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10648 


41016 


A 


10710 


2817 


3297 


AGCVRHRLSENRLDHRALPAA 
SKLPAYA*LPPPLPAGRL*RIPH 
RQFL*HQI/RL/PTERRCLLTRRT 
EKA R I WE VTDRT VRTWIGE A V 
ARLAADGVTFSVPVTPHTFRHS 
YAMHMLYAG1PLKVLQSLMGH 
KSISSTEVYTKVFALDVAARHR 
VQ\FAMPES 


10649 


41017 


B 


1071 1 


1 


963 




10650 


41018 


A 


10712 


1 


1296 




10651 


41019 


A 


10713 


1 


1 167 




10652 


41020 


A 


10714 


349 


3 195 




10653 


41021 


A 


10715 


163 


864 




10654 


41022 


A 


10716 


576 


754 




10655 


41023 


A 


10717 


1 


1449 




10656 


41024 


A 


10718 


1422 


1600 




10657 


41025 


A 


10719 


489 


726 


ISCCSFFSPRPPHXTFRHSYAMH 
MLYAGIPLKVLQSLMGHKSISS 
TEVYTKVFALDVAARHRVQFA 
M PESDA VAMLKQLS 


10658 


41026 


A 


10720 


1 


1596 




10659 


41027 


A 


10721 


1 


1572 




10660 


41028 


A 


10722 


2 


100 




10661 


41029 


A 


10723 


561 


804 


TLRQTK PDNSADPPHTxFR H S Y 
AMHMLYAGIPLKVLQSLMGHK 
S1SSTEVYTKVFALDVAARHRV 
QFAMPESDA VAMLKQLS 


10662 


41030 


A 


10724 


1 


867 




10663 


41031 


B 


10725 


1 


825 




10664 


41032 


A 


10726 


1 


942 




10665 


41033 


A 


10727 


2 


100 




10666 


41034 


A 


10728 


39 


359 


R1LGKGAGQTRAESLVWGRGV 
PARCC*PGGPFLVPGPPP*VR/H 
LSYARPM\L*PGIPLKVLQSLMG 
HKSISSPEVYRKVFALNVAARH 
RVQFAMPEFDA VAMLKQLS 


10667 


41035 


B 


10729 


41 


724 




10668 


41036 


A 


10730 


1 


1023 




10669 


41037 


A 


10731 


1 


1314 




10670 


41038 


A 


10732 


1 


1 128 




10671 


41039 


A 


10733 


892 


161 1 


















10673 


41041 


A 


10735 


1 


936 




10674 


41042 


A 


10736 


766 


1056 




10675 


41043 


A 


10737 


1 


1422 




10676 


41044 


A 


10738 


1214 


1721 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10677 


41045 


A 


10739 


2592 


3233 


RWGRWRTGGSSRSEPTMELRA 

PAWPRGRPGQGGARPAGSELR 

GNATAPSPACLCRNILCRMEES 

PNTDGKRPETGSNKRGKAGDK 

WWKIKTGI\IRDKLMERRNRRT 

GRTEKARJWEVTDRTVRTW1GE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKVISSTDFYTKVFALDVA 

ARHRVQFAMPESDAVAMLKQL 


10678 


41046 


A 


10740 


6323 


7130 




10679 


41047 


A 


10741 


319 


522 


RNTRYWVINSISVIPPSSALISKR 
SPRLMAKKTAHFLGISRTSVAE 
FTFTRSGISRDHCVKGAGAADR 
RPNAPPRAEFQSGWFLIMECFA 
R* VGDPQL/TA/HFD A V/RRE/IM 
PL/PREG/KTL/QTEVREMPRKC 
AVFLAINLGDRFDIKADEGGIT 
DIEFITQYLVLRYAHEKPKLTR 
WSDNVRJLELLAQNDIMEEQEA 
MALTRAYTTLRDELHHLALQE 
LPGIIVSEDCFTAERELVRASW 
QKWLVEE 


10680 


41048 


A 


10742 


2 


640 




10681 


41049 


C 


10743 




2358 




10682 


41050 


A 


10744 


1264 


1894 


RGDKPQHIVTVHRADVVKAQL 
FKQRARHYHAFNMFFGAFEQL 
FNWRHARENFFPAGKQLCQMV 
VERADIFGNRHFIVVENHQHIR 
TDI AR VI HRFKRH ACGNRA IAN 
nmr, a a i p a pt a ii vrnnFQr' a q 

U 1 UuAAlrAr 1 AIL, I OlV^r JV^ACi 

FYLFVVYEHG SLKT VGCPLQE V 
/WRTALESCKPAHIQLSGVLAI/S 
SIVMQSVNAMPSWSGYSSSQA 
A S A ARWLL ARSGL 1 C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10683 


41051 


A 


10745 


872 


3111 


VLKPNHLTERK.GC/GFACGRYG 

KLGAWELDYSPDLDI1FLNDCP 

MNAMTAGERK1DGRQFYLRLA 

QRIMHLFSTRTSSGILYEVDARL 

RPSGAAGMLVTSAEAFADYQK 

NEAWTWEHQALVRARVVYGD 

PQLTAHFDAVRREIMTLPREGK 

TLQTEVREMREKMRAHLGNKH 

RDRFDIKADEGGITN1EFITQYL 

VLRYAHEKPKLTGWSDNVRIL 

ELLAQND1MEEQEAMALTRAY 

TTLREPRFSRFSLFWGCSPLGLF 

DYLADLFKIDNSHGGRFKTVLL 

TFLPPALLYLIFPNGFIYG1GGA 

GLCATIWAVIIPAVLAIKARKKF 

PNQMFTVWGGNLIPAIVILFVLP 

WFYFIPPGLICTSLVYRASPPIS 

MPAKAVAYCVLRISGGDGSCD 

VICRGKVADRSKFWNPNWSKT 

HTEPTQQSQTATSNRTSATTAE 

QRSDEKEGNNRTRHEEQRSQN 

ATQHKRRERATTTQKTCSETVT 

PTTMNMCN EPELRRH ARVLPP 

VLY1VQRRYDESHLRIS1SACNV 

CRTERHAVHTDET1HSTVVADC 

KERVAVMRLRLPLCAACRHIG 

DVIVYSAYVCEHRCMRLLATR 

RHYVVTLTTHLRRRLFLTEVNA 

RYVC1YDDEHSRSSTVTHAHPI 

DHQSAHYDTYVYDIGTVSYMR 

LNTSVRLIRRRAHTCTSRALMD 

SHSKDGRPMDYASAVVVTHPL 


10684 


41052 


A 


10746 


1577 


1668 


TINPPELAFVKTVH*SPRJCLGFI 
HIFLLN 


10685 


41053 


A 


10747 


486 


674 


HWWKNWRRCWIPVIWH*RRSR 
TIWRCCKKWITASTLLSRSSPSK 
LPPCMSGFQPVVAGRKRR 


10686 


41054 


A 


10748 


254 


396 


ADDQIPHSKTHLKLSLEVEENQ 
Q*EI*RPLLQ*GGMSVPRCVHG 
RSG 


10687 


41055 


A 


10749 


3 


674 


1SAELNRPFAIRGDLG/VVWERQ 

KQETGWRSWVP/WPHVHAEDII 

LGNPPDI/PEVTMVHLPRVEATL 

/APLALLTKTVWLPWIKLESPR1 

RFQFSHHVRRAVLCEDAYYKL 

TLAQVEKLKNGGKVIASDELM 

TKFRI PNTLEFCAPVMADAPAI 

ALLRLSLACLDLAQAMMPAFH 

KPISSSFVNDYAGTSFACAASD 

MDERRMLNAPLSLRLTLVEKL 

RRCW1PV1RH 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10688 


41056 


A 


10750 


I 


I7'i5 




10689 


41057 


A 


10751 




1662 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRI1SA RFG V PRTQV RTWV 

ALYEKHGEKGL1PKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRNIAISVDPE 

KAASALELSKDRRIEDLERQAL 

SKPDKYADVKKRISEIYHENRG 

RYGYRRVTLSLHREGKQrNHK 

AVQRLMGTLSLKAAIKVKRYR 

SYRGEISSTTKLFLTAFRMIVVA 

1ILIATFDWNRLKPTINQKVSAE 

LNRPFAIRGDLGVVWERQKQE 

TGWRSWVPWPHVHAEDIILGN 

PPDIPEVTMVHLPRVEATLAPL 

ALLTKT V W LP Wl KLEKPDARL I 

RLSEKNN1M WTFNLANDD/NKD 

ANA\NRRHGRFGWI1FFSIKGGS 

PLMTND1HGSLVYTTGKPRPKL 

EGDVESRQLRLADLGPLIGVDS 

GKGAEKSKRSEQKKGEKSVQP 

AGKVLPYDRFETDKWDVMDA 

DVRFKGRR1EHGSSLPISDLSTHI 

ILKNADLRLQPLKFGMAGGSIA 

ANIHLEGDKKPMQGRAD1QAR 

RLKLKELMPDVN 


10690 


41058 


A 


10752 


1 


477 


SELGHAGLNGD1LVWNPVLED 
AFELSSMG I RV\D\ADTLKHQLA 
\GDEDRLELEWHQALLRGEMP 
QTIGGGIGQSRLTMLLLQLAHI 
GQVQCGVWAAAVRESVPSLPL 
QLFHFTRHVVRQPLSDKIRNHQ 
RIG 1 K PFPA LQ AFHNG AKTTGK1 
GADTK.LLA 


10691 


41059 


A 


10753 


414 


794 


RPSPLPTGLGDTGLGFLPRFIEM 

EKLPF\DVAEAEQELQEGPLPEY 

SG PG L AL A K WG\LG\LKQ V VM 

ASLFVALFLPFGRVAQELSLACL 

LTSLVVTLLK.NINSMTAGILVC 

LVTVVSPGLIK.VL1YDQ 


10692 


41060 


A 


10754 


88 


227 




10693 


41061 


A 


10755 


26 


261 




10694 


41062 


A 


10756 


164 


361 




10695 












RVGRPGHRASAQSGGNPQNHR 
RLGEPVSARHPAYLSTGSGDAA 
AARYRRSA*SLRR*SRASSHPPE 
RAGTPVAPGTIDIFRWRTAARQ 
HRPRLYRRLPHSAA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10696 


41064 


A 


10758 


2096 


2248 


RLIGLHGQNSRSVPQLPMESAS 
VA*RCTAALDGGVSSTSTRWLF 
ASCTRL 


10697 


41065 


A 


10759 


1 


2240 




10698 


41066 


A 


10760 


1 


1082 


MEHERYVG1SNLMLKPELYLA 

VGISGQIQHMVGAN ASQTIFA I 

NKDKNAPIFQYADYGIVGDAG 

ALMSEDIFDAIIVGAGLAGSVA 

ALVLAREGAQVLVIERGNSAG 

AKNVTGGRLYAHSLEHIIPGFA 

DSAPVERLITHEKLAFMTEKSA 

MTMDYCNGDETSPSQRSYSVL 

RSKFDAWLMEQAEEAGAQLIT 

GIRVDNLVQRDGKVVGVEADG 

NRVMKKILTTPIKAEDLQD1RV 

GDVIYL*RHRSLSVG*RAESGG* 

RSGRIVKRTG 


10699 


41067 


A 


10761 


987 


1191 




10700 


41068 


B 


10762 


1 


1506 




10701 


41069 


A 


10763 


204 


527 


GPDRCQIGPLAE*NTGNSHKAA 
LRQQRAEGRWWQKPHG E WRA 
ATADGRTYAA1SAQATAPQSPA 
GQSTMPRPPRWLSTPALPVMPA 
VTVDRQ1TPASVSTTKQAISA 


10702 


41070 


A 


10764 


1041 


3024 




10703 


41071 


B 


10765 


1 


763 




10704 


41072 


A 


10766 


729 


989 


HLTRQG1PTDLQLRVLSVRRKT 
NKQKGHPHRKRICTSPSSKTKS 
R*NHKDGEKTEQKNWKL*NAE 
HLSSSKGTQFLTSNGPKLDGE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10705 


41073 


A 


10767 


89 


1755 


LSEGKLTNRKD1HTKTPSVRHH 
HQRPKCWKFWPGHSGRRRK*R 
/CIQVGKEEVKLSLFADDMIVY 
LETMPIVSAQNLLKLISNFSKVSG 
YKIN VQKSQAFLYTN N RQTESQ 
1MTELPFTTASKR1KYLG1QLTR 
D VKDLFKEN Y K.PLLN EI KEDTN 
KWKNIPCSWVGRINIVKMAILP 
KVIYRFNAIPIKLPMTFFIELEKT 
TLKFIWNQKRAR1AKSILSQKN 
KAGGITLPDFKLYYKATVTKTA 
WYWYQNRDIDQWNRTEPSEIM 
LH1YNYLIFDKPEKNKQWGKDS 
LFN1WCWENWLAICRK.LKLDPF 
LTPYTKlNSRWIKDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 
TPKAMATKAKIDKWDLIKLKSF 
CTAKETT1SVNRQPTEWEKIFAI 
YSSDKGLISR1YNELKQIYKKKT 
NNP1KKWVKDTNRHFSKED1YA 
AKRHMTKCSSSLAVREMQIKT 
TMRYHLTPVEEVRAGEMAKTR 
RCQNVKGASEEGIRALALFUN 
LTVHMEGNH1DGD1E1QTNRSPL 
QAPGEICESFTALMAMQLLSKL 
FWS 


10706 


41074 


A 


10768 


533 


760 




10707 


41075 


A 


10769 


1067 


1225 




10708 


41076 


A 


10770 


1080 


1250 


SSGLHSWDARLVQYTQINKYN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10709 


41077 


C 


10771 


55 


1842 




10710 


41078 


A 


10772 


1575 


1745 


SSGLHPWDARLVQYTQINKCN 
PAYK.QSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10711 


41079 


A 


10773 


2798 


2871 




10712 


41080 


A 


10774 


601 


876 




10713 


41081 


A 


10775 


1194 


1421 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10714 


41082 


A 


10776 


587 


1683 


GWKFWPGQSGRRRK*R/CIQLG 

KEKVKLSLFADDM1VYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRJKYLGIQLTRDVKDL 

FK.ENYKPLLKEIKEDTNKWKNI 

PCSWVGR1SIVKMAILPKVIYRF 

NAIP1KLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWCWY 

QNRDIDQWNGTEPSEIMPHIYN 

YL1FDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTIKTLE 

ENLGITIQD1GVGKDFMSKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTVRVN RQPTTW 


10715 


41083 


A 


10777 


1260 


2176 


SSGLHPWDARLVQYMQ1NQCN 

PAYKQNQRQK.PH DYLN RCRKG 

L*QNSTTLHAKNS/A1N*CWKF 

WPGQLGRRRK*R/CIQLGKEEV 

KLSLFADDM1VYLENPIISAQNL 

LKLISNFSK.VSGYKINVQK.SQA 

FLYTNNRQTESQIMSELPFTIAS 

KRIKYLGIQLTRDVKDLFKENY 

KPLLNEIKEDTNKWKN1PCSWI 

GR1NIVKMAILPKVIYRFNAIPIK 

LPMTFFTELEKTTLKF1WNQKR 

ARITKS1LSQKNKAGGITLPDLK 

LYYKA1VTQNSMVLLPKQRYR 

PMEQNRALRNNAAYLQLSDL 


10716 


41084 


A 


10778 


3813 


3983 


SSGLHPWDARLVQYTQINKCN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10717 


41085 


A 


10779 


1312 


3348 




10718 


41086 


A 


10780 


1636 


1815 




10719 


41087 


A 


10781 


67 




KPLCRPPIIRPPKTFNTLIVLARR 
CIQCFRFFDIACFNRVGKGFGV 
GHQLRGFRHDIRGFAQWTHLP 
DGCAFRDRCYAAGAQCENVPA 
LTACGDNNQR\GACWYPQQEV 


10720 


41088 


A 


10782 


506 


915 


WASVKSPVPCWNCWISHRRRV 
TCRHVRFAPGFNLAKAV/QGAA 
LVITGKGRIDSQTAGGKAPLGV 

AJ» V AlN^Jr IN V r V lvj 1 AO V Lu LJO V 

EVVPQYG1DAVFS1LPRLAPLAE 
VLASGETNLFNSARN1ACAIKIG 
QG1KN 


10721 


41089 


A 


10783 


1 


906 
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SKQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10722 


41090 


A 


10784 


2 


597 


SILKVACDVDNPLVGARGAAA 

VFGPQKGATPEMVEELEQGLQ 

NYARVLHQQPEINVCQMAGXA 

GAAGGMG1AAPWFFNGDIKPGI 

E1VLNAVNLAQAVQGAALVITG 

EGR1DSQTAGGKAPLGVASVA 

KQFN V PCDLGLL A Y VGDG VE V 

VHQYGIDAGFNILP\FLAPLAEV 

LASGETNLFNSARNIACAIKIGQ 


10723 


41091 


A 


10785 


1 


1140 




10724 


41092 


A 


10786 


13 


628 


LLIPARPPGINPYYWKVSEANLI 
RYFQQVGDSVTLPVMLYNFPA 
LTGQDLTPALVKTLADSRSNIIG 
IKDTI DSVAHLRSMIHTVKGAH 
PHFTVLCGYHDHLFNTLLLGGD 
GA1SASGNFAPQVSVNLLKAW 
RDGDVAKAAGYHQTLLQIPQM 
YQLDTP\FVNVIKEAIVLCGRPV 
STHVLPPASPLDEPRKAQLKTL 
LQQLKLW 


10725 


41093 


A 


10787 


3 


1185 


EQSGRGARDGGARDGVREGG\ 
SWTQQHGLPLTKVELATVAEY 
PVCLWQRLTL\SPQYGSIP/RGD 
QSDG WK VDYNGPFSL WKGQH 
F VING 1 DTCSGCKFA IPVCSASA 
KLLPMSSQNVYHRD1LHRIDSE 
QGTHFRVKEVQQWALGRGFY 
WSYYISHHPEAAGLVEQCNG1L 
KTPSQFQMGRNTLQGWGKVLP 
SLEGCAFSSSKSNLCSVVLKVF 
VPKEGMVPPGDTTMIILNCKLR 
LPP\MPLNLLASKEVTVLD/YQG 
E1GQLLHNRGKEECVWNTGDC 
LTYLLILPSSVIKVKEKPQPHPG 
RTINGPDPSGMKTWVTPPAGA 
VFLIGSWLRYDYGQYTWRAAS 
SQMLDRKGMNLASNLFHIGI LG 
I FVGHFFGMLTPH WMYEAMTY 
GSCDTDNANV 


10726 


41094 


A 


10788 


396 


504 


WKRLERRAIQGDSPVHKNARA 
GELDE*AATRAIPG 


10727 


41095 


A 


10789 


24 


611 


EILPVPGPVVIAW/AIFRRIAGES 
WSAIVISGLSIARHAQQKRIITFT 
ASLAARLE1ALKIVRNADGTES 
ASEQLYQVVGAGCKMPWQSE 
AMKDVLICD1CRRLMRRTGGTE 
TSKYPEEKKSTE1PPVAASERGG 
AQSLNQCATEAVVLTRVDSHL 
KVGDSLSHTTSFLKKFAARFGG 
QLEKALGLGSMQAFSDIRGL 


10728 


41096 


A 


10790 


212 


578 
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NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10729 


41097 


A 


10791 


1 


1707 




10730 


41098 


A 


10792 


3 


313 


NAE/TVKMFTTSSKEDATFGL/G 
WRVNGNATMTPTFGT/LASPQT 
YGHTGSPPLPP1CPVRPPGYLRR 
LSPRFPRLFGISLPQRPPGILERS 
LQRRRNPSGWRRRNQ 


10731 


41099 


A 


10793 


1 


1992 


MDVQSAADDTGLPMLVVRGPF 

NVVWQRLPAALEKVGMKVTD 

STRSQGNMAVTYKPLSDSDWQ 

ELGASDPGLASGDYKLQVGDL 

DN RSSLQFIDPKGHTLTQSQND 

ALENA1LAV1RHE1CLSDVVR1R 

ASRRFDKTSGTPDRQKILKLGY 

LLPAG WLADVDPRL VG V1VTN V 

WTLLVPAALFFFGAGMLFPLAT 

SGAMEPFPFLAGTAGALVGGL 

QNIGSGVLASLSAMLPQTGQPG 

VVDDLNGIVDRAVLAAAGDAD 

VASGAARLSARHRSIVISSMGE 

RCCF1RSRJTR1CGFLAAGVGLD 

QLAPDFATPVIRELLALLLCLFS 

GGLAMYGYLRWLRNEKAMRL 

KEDLPYTNSLLIISLILMVVAVI 

VMGLW1PPTC1VDDRMAKY1PG 

LADSPNDT1KGKNTLRISDLLH 

HSGGFPADPQYPNKAVAGALY 

SQDKGQTLEMIKRTPLEYQPGS 

KH I YSDVDYM LLGF1 VES VTGQ 

PLDRYVEESIYRPLGLTI1TVFNP 

LLKGFKPQQIAATELNGNTRDG 

V 1 H F PN I RTSTL WGQ V HDEKAF 

YSMGGVSGHAGLFSNTGDIALF 

NAETVKMFTTSSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT\ 

YGHTGWTGTVTV1DPVNHMTI 

V M LSNKPHS P V ADPQKNPTMF 


10732 


41100 


A 


10794 


2 


137 


NCLSPVSAN*WPAKTGRPILPS 
ATVTASTRNVLSKHWRIWVST 
VC 


10733 












ATQRQDLHFVRSPGDAVYTQIT 
PEAADAVVARNPDTAQHLHC/ 
V Y P/HTSN AAL AQK YLH 1 A ASP 
EVMVPLSAFHAASYSMFFMEF 
NLIAMWANFS 



1448 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10734 


41 102 


A 


10796 




747 


MLLGLHSLAAFLQRESFSGKQS 
WGCQl.AALLQRRITKMTEAMK 
ITLSTQPADARWGEKATYSINN 
DG1TLHLNGADDLGL1QRAARK 
IDGLG1KHVQLSGEGWDADRC 
WAFWQGYKAPKGTRKVVWPD 
LDDAQRQELDNRLMIIDWVRD 
TINAPAEELGPSQLAQRAVDLIS 
N V AGDRVT YR 1 TKGEDLREQG 
YMGLHTVGRGSERSPVLLALD 
YNPTGDKEAPVYACLLGDHTY 
RNGKK.VEVMNTDAEGRLVL 


10735 


41103 


A 


10797 


444 


548 




10736 


41104 


A 


10798 


951 


1648 


TTG RFPPS VQDSF VNESSRMGL 

PDEFTLQREFERARQQGALAQ 

W/IAAFEGGFTGIVATLDTGRPG 

PVMAFRVDMDALDLSEEQDVS 

HRPYRDGFASCNAGMMHACG 

HDGHTAIGLGLAHTLK.QFESGL 

HGVIKLIFQPAEEGTRGARAMV 

DAGVVDDVDYFTAVHIGTGVP 

AGTVVCGSDNFMATTKFDAHF 

TGTAAHAGAKPEDGHNALLAA 

/AQATLALHA1APHSEGASRV 


10737 


41105 


A 


10799 


1495 


2282 


FDRHVGEFFLNQLETTNSLAKL 
HAL1GVARRIFKGAHRRTVVGE 
GYQETFMVELFFDAVKAVTFPT 
EHVFLVQFHVVKGDFTAAIHTQ 
TELFK.FGHFDARFAHINKPFGV 
DRFVRRSPVARHHHDVRGVGA 
AGNKTLTTIKINLTISTGISRFQA 
THVGARARFGDR*VRTDSTTTV 
GHRDCIITGGHR/HKSFQPGHEA 
PQAVPLPGRFHHH*PSHDHCR* 
LVSLAGAAYRSPQDPVPYMPIS 
PGLDWVRQ1VCCVMASDAD 


10738 


41106 


B 


10800 


1 


3618 




10739 


41107 


A 


10801 


3 


490 


TGIVATLDT/GRPGPVMAFRVD 
MDALD/LSEEQDVSHRPYRDGF 
/ASCNAGMMHACGHDGHT/AIG 
LGLAHTLKQFESGL/HGV1KL1F 
QLHRYAAHAGAKPEDGHNALL 
/AAAQATLALHAIAPHSE/GASR 
VNVGVMQAGSGR/NVVPASAL 
LVRQPTRSALNTTQQLNAR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10740 


41108 


A 


10802 


1 


513 


MGIESLQAFLRSAGALGVWVY 
TFLERIL1PTGLHHFIYGQFISGP 
AAVEGGIQMYWAQHLQEFSLS 
AEPLKSLFPEGGFALHGNSK.IFG 
AVGIYLAMYFAAAPENRVKVA 
RLLIPTPLAAMLVVIPEPLAEFTF 
LFISPILYAVHAVLTASMSPVM 
YLPGVVGNMGEGKID 


10741 


41109 


A 


10803 




4941 




10742 


41110 


A 


10804 


1 


1083 




10743 


41111 


A 


10805 




1363 


MPVRKNMIMNEGNITTPTNGC 

RJRASCGVPM1CINQLKDGNKK 

PSPLTAARMKQKAIILFLIRTVR 

TDTHVVEDTGRKGSRKANSRE 

RFPDAFPEFHG FADFRVLRQAM 

IQIWLVSMVQHVHNVCTTDAC 

R1VQTRJVVTAGFQLSNASLVA 

MRRWVYRVRRIQYRRTTQTAV 

FHSTHGNYREGQPVGTLIDDRY 

KANENVELVHYAQPLLNEADS 

LAKVMPSD1PLK.QRRWLGLQM 

LEGDIYSRAYAGEASQHLDAAL 

ARLRNEMDDPALH1ADARYQCI 

AAICDVVSNTLTAEPSRFTTAV 

DKIVLNRFLGLP1FLFVMYLMF 

LLAIN1GGALQPLFDVGSVALF 

VHG1QW1GYTLHFPDWLT1FLA 

QGLGGGINTVLPLVPQIGMMY\ 

CFSSFLKTPALACREI FVPLMRL 

RVNLRWYPPVL*RJSWWTNSR1 

PTTFSTRGSACWRATPAK 


10744 


41112 


A 


10806 


199 


1083 


RLFEHPRLGVAAVENGALGKR 
SAVVLPGFDAVNHKTRFIEFVK 
SAIEGNRLTVRA1GPQFFTQTPV 
1VFNQGVSGAQNIAGRAVVLLQ 
TNSFGTGEIIKETLN1LHLRPAPA 
VD*LVVITDDHHFAGVARQQA 
DPRVLNVVG1LEFVHQDIGK.TF 
AVVLQDMRLVKPQLVSAQQQL 
GEVHQARAVTRFLIRLIHLLPGL 
LHRITVALNMMRTQAFIFLAVD 
VPHCLPRRPLLLVEVHGFDQTQ 
KVAAWRGHRFALFVIKAVEQV 
RNVHWHRRVKIGWAEKRNAL 
RQKAGNFQMRQ 














DFLGRGAFNV1NIGAWASRPVQ 
GSTVDLSHGLHLVLHLKNNL*F 
YGFDSHFLKSFFYKGTSIS1QVE 
VG1SQGNL 


10746 


41114 


B 


10808 


91 


2183 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10747 


41115 


A 


10809 


8 


219 


FSLWPL/KKFSNRFLKKKPMEF 
GSWTTRE1L1ASFAGVRGAITLA 
GVLSIPLLLPDGNVFPARYELVF 


10748 


41116 


A 


10810 


84 


509 




10749 


41117 


A 


10811 




163 


ENTTWLYAD*NAGRDADFGHA 
KRKWTLWLA1LAAVATAMAN 
RQPGAGLFALFT 


10750 


41118 


A 


10812 


1 


707 


MGWRMGIWLRVFTVAKHLQR 
AESDQIGFRLKEHCWKRYAVR 
HPVKDVSGFSPVLTVNMRAPQ 
SN/PARRTVGWLRMFRRLRKR/ 
RKPRPLPLSPLHMDV/HAGNLV 
HSASGLKLIDW/EYAGDGDIAL 
E\LAAVW/VENTEQHRQLVNDY 
ATR/AKIQPAQLWRQVRRWLP/ 
WLLMLKAGWFEYRWRQ/TGD 
RQFIRLADDSWRQLHRSNKESS 
RELVARLRVFAQSSGGAVDQE 
GGRVQCFREGL 


10751 


41119 


A 


10813 


1 


227 


SFrNVERYRAEPQTADAAPLKR 
GAFGSWLPEPDHYAED/DHQQ 
YLHKNPYGYCGIGGIGVCQAY 
KIVQIQYIARTA 


10752 


41120 


A 


10814 




283 




10753 


41 121 


A 


10815 


315 


569 




10754 


41122 


A 


10816 


65 


580 


SDRS*IPVRPTHRDSGNRHDGSS 

GYCRCYG*HG*HRGIRYRCWPE 

KSQTRSGLLPYLTVNYQERTYA 

AGRI PGSFFRREGRPSEG ETL1 A 

RL1DRPIRPLFPEGFVNEVQVIA 

TVVSVNPQVNPDIVAMIGASAA 

LSLSGIPFNGP1GAARVGYINDQ 

YVLNPTQDELKESK 


10755 


41123 


A 


10817 


235 


1236 


TDHDGRNDTQRIGSGERNRPFS 

NANTAHHQCRFAGFALFCGEIF 

TTNQRRQPHPQRRDTNTHGSD 

GHHGINTLSN ANQHEG IGHFVN 

RTAHIERQHQTHDHRQHNNAA 

NSGTEVSQ*AR*HAAV*RYVAE 

REIHSGDRCGKRNSAHKIMPG 

WWCALPDTAPSLSKVVFFKGC 

PHLCPWCANPESISGKIQTVRRE 

AKCLHCAKCLRDADECPSGAF 

ERIGRDISLDALEREVMKDDIFF 

RTSGGGVTLYRGEDPAEDARY 

AHTNQPRQNKAVVDDEATDV 

GGAGTVKLNRCQ1AR1SRQDVI 

TVASRCEHGFCHPCDTVHRHD 

GDHTGTEDFVF 


10756 


41124 


A 


10818 


1 


400 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10757 


41 125 


A 


10819 


783 


1116 


SVLHLYYEQNTE\HDTRGYRPI 
KTLDIVPAFEASHLLWQSYENS 
WEQIFSASVGASWQKHYGTDV 
LTQLGYGQRIIWND1IDAGATL 
R WEKRPYDGDREHN L YVEFD 
MTFRF 


10758 


41126 


A 


10820 


3 


474 


TCGE/A AS I VDRJRGFFEPS SIL V 
STLVLTLRPTGLLPLVTDSLPM 
RLLPTEIMAGSPIRS/RD1SLGDD 
PGINGQRAQGTWERWTVRADE 
PQAFHIEGVMFQIRNVNGAMPF 
PEDRGWKDTVWVDGQVELLV 
YFGQPSWAHFQFYFNSQTHKV 
GPRAVA 


10759 


41127 


B 


10821 


93 


786 




10760 


41128 


A 


10822 


191 


748 


GPATPRQPFKVLASLGRLVQHG 

GRWDAQHLHNAVHLVDLIGAT 

EEGLSGVHLHKDAAQGPHVNG 

QVVGCAQEHLR*AVEAALDIL 

VDPLAKLAGAAEVHNLDGAAL 

GVAQQDVFGLEVAVNDAEAQ 

AWPERAVPCRAAAPASGSGSA 

RRRGSGCCAGGRTGCRTAAQIP 

STSGFRNMKCRFRCTI 


10761 


41129 


B 


10823 


1 


2724 




10762 


41130 


B 


10824 


116 


2458 




10763 


41131 


A 


10825 


1 


1317 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


10764 


41 132 


A 


10826 


99 


2052 


NPADGRTGFTLCATGEALSSAT 

IAAAERRQALQEGCDDILS/HG 

DADMVSMAR/PFLADAELLSK 

AQSGRA/DEINTCIGCNQACLD 

Q/IFVGKVTSCLVNPRACH/ETK 

MP1LPAVQKKNLA/VVGAGPAG 

LAFA\FNIAKQIPGKEEFYD/TL/ 

RYYRRM I EVTG VTLKL/NHTVT 

ADQLQAFDETILAVG/1VPRTPPI 

DG1DHP/KVLSYPDVLRDKAPV/ 

SN/KVAIIGCGGIGFDTAM/YLS 

QPGESTSQNIAGFC/NEWG1DSS 

LQQADCDAPAKASKPGQGLGK 

TTGWI/HRTTL/LSRGVKMIPGV 

S/Y QKIDDDGLH WING ANQGS 

DMLRLQGELDSASRIGRRSAAP 

KLGSLNDGRCFINCHILDRLPY 

KGLVPACSWNGGSLDPLEGRP 

DEPHVEVLGIPPAAMLDQAPRL 

ASTLNGCLGVAGPYEDERTQE 

GLPGPRDTAAEEVLGVQTGGA 

GSRGRVRGPQPADLPSASGPGA 

ACWSMSPPPDQPPCVLAHGFFR 

RTPTSTQQRPA EQCFHSPAPLEL 

PLSSTSS1LSFAEYGNAMAWLY 

RGK.ILPSGTPDDLKAQSANDGN 

PDPTMEKAF1QLIHDG1RSIAMS 

NPILSCRRYGRYQEWCLTIPAV 

FISAPYVRRYVRFHEHQEGGGV 

RQEATVRE1PLAIAV1PNSRTPC 


10765 


41133 


A 


10827 


1 


525 


DAMVSSWNRAAPNTIPTAAKA 
GGN YLSSLLVG SEARRHG YQE 
GIALDVNGYISEGAGENLFEVK 
DG V LFTP/PGFTS S ALPG ITRDAI 
IKL\AKE\LGIEVREQVLSR/EKS 
LYLADEVF\MSG1AAGEITPR\RS 
GNGYSGLAKGRCGPVTKRIQH 
ALQGVYSWVTPGYFESVRCTA 


10766 


41134 


A 


10828 


8 


573 


REP AGENG PP VC DG AMLDLKA/ 
WGSECHQQLTGRDNQQIKRSIY 
LLPERAKLAELRLLVIPGQVDY 
LQHIEELAAFIKGLGDVPVRLN 

A pLi A Ur.VVr.F AHCWACATPFn 
ArrlAriO V I ucA^oWAjA 1 rt-U 

VEPLADALKVRGTCRPDKTRQ 
A SHQ ALC ANCRMRRERL 1 RPT V 
RHKPVG MI RRDKRRIRH Y APTA 
GCGVNALSGLRFGTDL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10767 


41135 


A 


10829 


1 


479 


SNATNGIEPPRGYVSIKASKDGI 

LRQVVPDYEHLHDAYELLGEM 

PGNDGYLQLVGIMQKF1DQS1S 

ANTNYDPSRFPSGKVPMQQLL 

KDLLTAYKFGVKTLYYQNTR/G 

RR*RRTRRSGAVNPGTMGCESG 

ACKNPGYLRMPGCRRKTPLIPA 

LPGFGFW 


10768 


41136 


A 


10830 


1 


443 


M DSLMDML AST\QG RRM DDQR 

VTVSSLPGFQPVGSKAYKPSRR 

PDKAFTPHPASQYQILHAPLVA 

AIVSGLTAARVVFVRLQQPSLG 

VLSNTSGCDATNVVGRLQDNA 

SVSPG1VHTDSV1WRSCQVRRS 

AVHTLWRQKTRLFDAVDA 


10769 


41137 


A 


10831 


1 


323 


MDLVTGSRKVIIAMEHCAKDG 
SAKILVRRCTMPLTAQHAGHML 
VTELAVVRSFDGKMWLTE1AD 
GPTSQAQPAATYRIPLSNSRVR 
RRYRHRYYRYNLS1RKK.RHRPL 


10770 


41138 


A 


10832 


526 


975 


TPYPAYVQHVTPGR1RRGKRRI 

RQCLPVLESRFHNTQKSRGETE 

GASGFSLQUHLGDSSRAAPGPY 

RVSTAAADSGGRAGSSAPSALV 

PRGC*GPSLAPAGRSQR*HRGG 

GQLSPAAPRTANKAAGLGPPA 

RLNFFIRAQCDSRJNDITR 


10771 


41 139 


A 


10833 


1906 


2049 


PLSIIEADFRIWANAG*RMVAG1 
KPSIA RVPLVLQVSALEVPEQC 
YRH 


10772 


41140 


A 


10834 




808 


MPKPNTRWSAWGLRRLKRKW 
SVARGSNLTMRSVQYEFTGRGD 
RIGWVKGIDDNWHLTLFIENGR 
ILDYPARPLKTGLLEIAK1HKGD 
FRJTAANQNLI1AGVPESEKAK1E 
KIAKESGLMNAVSPQRENSMA 
CVSFPTCPLAMAEAERFLPSF1D 
NIDNLMAKHGVSDEHIVMRVT 
GCPNGCGRAMLAEVGLVGKAP 
GRYN LHLGGNR1GTRI PQ1TRRI 
EHRANDARTHRKVAEAFTRFA 
LFRPAPYQFIKRRQDFRLVMFSI 
YMPVPS 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10773 


41141 


A 


10835 


248 


830 


HHYRKMNIQQSKWLIVTVCDG 
KLNWLLSGSKVCCTWMLCVQ/ 
SEPELA1CAWIFANLLAAFLIDDI 
IQPSLDFPPRRAE1TIAADGT1SA 
LNPGDPANTVAPVGRLKLVKA 
TGSEVQRGDDGIFRLSAETQAT 
RGPVLQADPTLRVMSGVLEGS 
NVNAVAAMSDMIASARRJFEMQ 
MKVISSVDDNAGRANQLLSMS 


10774 


41142 


B 


10836 


328 


481 




10775 


41143 


A 


10837 


14 


675 


FRKLQVCWLPRPHLRPWWTCK 

PRWFGSCLRVFL/LERVI/GDV/ 

WGLRLWS ALG VAFFG/WAFITS 

LQAKRGWMRIVPIILLAAALVS 

VRPLQDWAFGATHTAQTQTHL 

NFTQIQTVDELNQALVEAQGKP 

VMLDLYADWCVACKEFEKYTF 

SDPQVQKALADTVLLQANVTA 

NDAQDVALLKHLNVLGLPTILF 

FDGQGQEHPQARVTGFMDA ET 

FSAHLRDRQP 


10776 


41144 


A 


10838 


1 


1413 


GMALTYTALGLVVAAAGLQFQ 

AALQHPYVLIG\LAIVFTLLAMS 

M FG LFTLQLPSSLQTRLTLMSN 

RQQGGSPG/GAILLYIAQSGNM 

WLGGGTLYLYALGMGLPLMLI 

TVFGNRLLPKSGPWMEQVKTA 

FGFV1LALPVNIAPGSLDKLALNQ 

YAAHSGFTLSVDASLTRGKQSN 

GLHGDYDVESGLQQLLDGSGL 

QVKPLGNNSWTLEPAPAPKED 

ALTVVGD WLG DAREND VFEH 

AGARDV1RREDFAKTGATTMR 

E V LNRIPG VS A P ENNGTG SHDL 

AMNFGIRGLNPRLASRSTVLMD 

GI PRPLRPLRS A A AFTG SRF ARQ 

HGCHCTWYAVVVRCVTDTQS 

VGGVVNFVTRAIPQDFGIEAGIL 

1V1 iULKnO oL. V O/YI^LAjivLLj r (jJ\ 

VLYLAVAVLGVRVRRGVVLVC 
PLGGTGLGYSCQGGAFQFAAS 
CFLGRYGVVQGVIHVCFGPRSV 
FLDDCLRFDLPCLVWLSCPR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10777 


41145 


A 


10839 


1 


908 


LLKPFHVIA1ATGRSLAVFCMG 

RLRTICSHATPPASAI/LLY1/AQS 

GTWGGGGTLYLYALGMGLPL 

ML1TVFGTRLLPKSGPWM EQV 

KTAFGYVILALPVFLLERVIGD 

VWGLRLWSALGVAFFGWAFIT 

SLQAKRGWMRIVQIILLAAALV 

SVRPLQDWAFGATHTGQTQTH 

LNFTQIKTVDELNQALVEAKGK 

PVMLDLYADWCVACKEFEKYT 

FSDPQVQKALADTVLLQANVT 

ANDAQDVPTS APFI SPPNAL V AI 

1VQLRFGDFYNRVSK.GSRPTVF 

GRTLKARRITLSEKSILKAKIH 


10778 


41146 


A 


10840 


3 


808 


SSGGHGRRAAGRLQHPLLRVH 
VPV V DTSC VPSCSRLQ WHH LPL 
CPGQLQHGHFHGPWCFPPSG*G 
♦GQGGRLPGSAVQERGCARYP 
GPHEVVCHVPLLPPAALLPLQR 
L * QLCRGL* PPLPLGQ/PTA SG V 
ETIATSSCSCCHSVHTWWASWP 
SAWSTC*TTLRGWEPRTPPSRJL 
GSCGPHCRGDVDRGHVHPGE* 
AFQSLVPCQGTPKGPMAPP*VG 
RG VS P/PGTRVE A A LSCES PPH A 
RQSMCFNLHTHS1DPKQSRRPY 
SDNVGK.E 


10779 


41147 


A 


10841 


2 


646 


CSWQPAVPTQPQPAGPSAPRQG 

LPGHSRGAQPALVSPHKGLTPV 

PGTPA\PA STPPAP AGGEG LPSP 

AAGAPPAHCPG/HPPAPATAAP 

VPGLCGPCPSLPACPQTR/PPTH 

VNTKKRV/PGA^RPAARRPWPP 

GCTWRGARTVTFLHQLNPGVN 

CQMLTVGRSGIRPTCTIASCSV 

NKLHPQMHPATQPHHRMALSP 

SHSEGPSHCWGLSLGDISPIPR 


10780 


41148 


A 


10842 




550 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10781 


41 149 


A 


10843 


2 


1132 


LCLVMILYTRRRWCKRRRVPQ 
PQKSASAEAANEIHYIPSVLIGG 
HGRESLRNARVQGHNSSGTLS1 
RETPILDGYEYDITDLRHHLQR 
ECMNGGEDFASQVTRTLDSLQ 
GCNEKSGMDLTPGGDGRKARL 
MNKYKDNIIATSPVDSNHQQAT 
LLSHTSSSQRKRINNKARGMHV 
*H*GEGDSGTEAENDPQLTFYT 
DPSRSRRRSRGRNDRGGRNKTT 
LTLIS1TSCVIGLVCSSHVNCPLV 
VKITLHVPEHLIADGEPVLLRM 
GSQLDASDWLNPAQVVLFSQQ 
NSSGPWAMDLCARRLLDPCEH 
QCDPETGRREH RAAGNCQRDH 
ARAHSVWLGSPPYHDTSLRWS 
PM YTTMESAPHA FPPS VTADAE 


10782 


41150 


A 


10844 


3 


3935 


HASGPGLKMALAGLCALLACC 
WGPAAVLATAAGDVDPS1CELE 
CKLKSITVSALPFLRENDLSIMH 
SPSASEPKLLFSVRNDFPGEMV 
VVDDLENTELPYFVLEISGNTE 
DIPLVRWRQQWLENGTLLFHIH 
HQDGAPSLPGQDPTEEPQHESA 
EEELRILH I SVMGGMI ALLLSIL 
CLVMILYTRRRWCKRRRVPQP 
QKSASAEAANE1HYIPSVLIGGH 
GRESLRNARVQGHNSSGTLSIR 
ETP1LDGYEYDIT 


10783 


41151 


A 


10845 


184 


357 


ALQGWSKNLH\PEDIQLGKTPP 
P*QVAQEGGWSRRVGSDTWIL 
EEQPGSTTRRVSVGM 


10784 


41152 


A 


10846 


226 


609 


VILSSFDLIKHGILLEISDSIQFRG 

QPRP\WRA\GRHLQPGSLGSLVS 
KHQLRGSRKTL/YSAFRKCHLL 
SVWEGKPLKPRGDQVADSSQK 
KQLAADAHTPYRGGDI 
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SEQ1D 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10785 


41 153 


A 


10847 


20 


1317 


SSHQKQMLAPCFLGSLQNWQH 

HTAGKGK./WVLGTCAFGEQLA 

ASGHMKETRADRSKKLFRHYT 

VGSYDSFDTSRGGRVRKPYAGF 

FPDLQD1CDEQPRPLHSTLRPAC 

GG IQPGKQQPMPFAKTDTCASD 

KHVEKKLERLIHQAVSDAPEPS 

RVVKGIFIGGLPCARLWVVPYL 

MGHVQEVTMAEGYERASQATF 

REQMQEVPCCLQRSTGSSMKT 

GNKIRRVTDNVLTRSGPLINDIL 

SVAVDSSVSVLIWMHLFSSHPL 

G1VRYWGCMGISCKLLLLTRVC 

YLITPLDLERFPFPNTEQVTFPE 

RRVSVFLLPLSWCLDTRLPREP 

GCRSRRDSFTHRVFYSVTPTSG 

DVPGSHPFCDKPVRRGDDPYIR 

NDRGTLYSTLQFISTCVQVVGV 

YGHLPGFK.SDAAQAVPRLLSQ 

KRDQNHKJEEE1TDGDERPK 


10786 


41154 


A 


10848 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DK.TDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RF1KQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELN S A LH QADL1DI YRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTEUTNYLSDHSAIKL 
ELR1KNLTQSR 


10787 


41 155 


A 


10849 


1 


3654 




10788 


41156 


A 


10850 


1 


5127 




10789 


41157 


A 


10851 


209 


3816 


QG RPTFRFRK YREHHKDTPR E E 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KR]SRQ/ 
KTLQARRQSWFFEKINKIDRPQ 
ARL1KKKREKNQIDTIKNDKGD 
ITTDPTE1QITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSEIEA1TNSLPTK 

l\orUrL/Ljr 1 At-r Y Y lvtlt,L.V r 

FLLKLFQPIEKEGILPNSFYEASII 
L1PKPGRDTTKKGNFRPISLMNI 
DAKIL 


10790 


41158 


A 


10852 


1 


3663 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10791 


41159 


A 


10853 


1 


3210 


MVKGS1QQEELT1LN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSK.CK.RTEIITNCLSDHSAIK 

LELRIKNLTQN RSTT WKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


10792 


41160 


A 


10854 




3354 




10793 


41161 


A 


10855 




5073 




10794 


41 162 


A 


10856 




3235 




10795 


41163 


B 


10857 




3300 




10796 


41 164 


A 


10858 




2563 


MKAE1KMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPN S F YE A S 1 1 LI PKPG RDTTKKE 

NFRPISLMN1DAK1LNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQH1NRAKDKNH 

MI1SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFN 1LLE VL ARAIRQEKEI K 

G1QLGKEEVKLSLFADDMIVYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK. 

WKN1PCSWVGRINIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNK.WCWENWLAIWRKLKLD 

PFLTPYTK1NSRWIKDLNVRPKT 

1KTLEENLGIT1QD1GMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

ATYSSDKGLISRI YNELKQIYKK 
KTNNPIKKWEKDMlsIRHFSKED 
IYAAKKHMKKCSSSLAIREMQI 
KTTMRYHLTPVRMAIIKKSGNN 


10797 


41 165 


B 


10859 


1 


3420 j 




10798 


41 166 


B 


10860 


1 


4019 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 


10799 


41167 


A 


10861 


1 


1825 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNK.DT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDH1LGSK 

ALLSKCKRTE1ITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEI KMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQKTLQK1NESRSWFF 

ERINK1DRLLARLIKKKREK.NQI 

DA1KNDKG Dl TTDPTE1QTTI RE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GI LPNSF YEASI ILIPKPGRDTTK. 

KENFRPISLMNIDAKILNKK.LA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIRKSINVIQHINRAKDK. 

NHM11S1DAEKAFDKIQQPFMLK 

TLNKLVGIKYLGIHLTRDVKDI.F 

KENYKPLLKEIKEDRNKWKN1P 

CSWVGRINIVKMA1LPKNILITL 

QLLLVLPELSTL1PLWLPALAGQ 


10800 


41168 


A 


10862 




4449 




10801 


41169 


A 


10863 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSK1DHIVGSKA 

LLSKCKRTE11TNYLSDHSA1KL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQKTLQK1NESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


10802 


41 170 


A 


10864 




3297 




10803 


41171 


A 


10865 




4791 




10804 


41 172 


A 


10866 




3316 




10805 


41173 


B 


10867 




3415 




10806 


41 174 


B 


10868 




4753 


















10808 


41176 


A 


10870 




3345 




10809 


41177 


B 


10871 




3772 




10810 


41178 


A 


10872 




3720 




10811 


41179 


A 


10873 




3894 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10812 


41180 


A 


10874 


1 


3335 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTE YTFFSAPHHTYSK1 DHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1 KMFF 

ETNENKDTTYQNLWDAFKAVC 

RG K F I A LN V YKRKQ ERSKI DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


10813 


41181 


A 


10875 


] 


3780 




10814 


41182 


A 


10876 


1 


3852 




10815 


41183 


A 


10877 


1 


3345 




10816 


41184 


A 


10878 


965 


4362 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEYTFFSAPHHTYSKI 
DHIVGSKALLSKCERTEIITNYL 
SDHSAMKLELR1KNLTQNCSTT 
WKLNNLLLNDYWVHNEMKAE 
IKMFFETNENKDTTNQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
K1DTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KrNESRSWFFERJNKIDRPLARLI 
KKKREKNQ1DT 


10817 


41185 


A 


10879 


1 


3921 




10818 


41186 


A 


10880 


1 


3988 


MTGSNSHITILTLNINGLNSAIK 
RHRLASWIKSQDPSVCCIQETH 
LMCRDTHRLKIKG WRK1YQAN 
GKQKKAGVA1LVSDKTDFKPT 
KIKRDKEGHYIMVKGS1QQEEL 
T1LNIYAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 
STRQK.VNKDTQELN SALHQAD 
L I DI YRTLHPKSTE YTFFS APHH 
TYSKIDHIVGSKALLSKCKRTE1 
ITNYLSDHSAIKLELRIKNLTQS 
RSTTWKLNNL 


10819 


41187 


A 


10881 


2 


462 


YFTDRLRARLAGTPL/IMFGTIA 
RSGVR1VSREPLNRRAILI1ALSL 
AVGLGVSQQPLILQFAPEWLKN 

1 I CCniA A r^niT A f\/PQT a^hpa 
LLooulAAuOl lAlvrjLAUnrA 

LATNAQPMEAFLLHQTTFFQNL 
IRVKEAICSDQFNTTMFRGLQG 
NSACTKCNPRCLNELTPTE 


10820 


41188 


B 


10882 


16 


163 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10821 


41189 


A 


10883 


2 


1509 


rdevngcirlvydmystfgfek 

ivvklstrpekrigsdemwdra 

eadlavaleennipfeyqlgeg 

afygpkieftlydcldrawqc 

gtvqldfslpsrlsasyvgedn 

erkvpvmihrailgsmerfi\gil 

seefagffptwlapvq v vimn i 

tdsqseyvneltqklsnagirv 

kadlrnekigfknrsgelshlp 

pinqskprnfpsaalpqvpqpth 

lsqrpraspkppppdpervelsl 

eehremlegfyeeiskgrkptli 

lrtqlsvrvnailaslesvk.pl 

ytmalgllvkypdsalgqlri e 

stvdgsrlyitgngvlfqhvkf 

hafllylgytpqaarevrimqf 

chtlrefaleyrtcrervlqqq 

qkqatyrernktrgrmitete 

KFSGVAGEAPSNPSVPVAVSSG 
PGRGDADSHASMKSLLTSRPED 
TTHNRRSRDRHGPRGCQVCSA 
QPSLLRAVPVADMRALMTGKD 
CPPCPGKRLRGAELGPL 


10822 


41190 


A 


10884 


296 


757 


ISRFRRRALSPKAESSLSSILPRE 
KRSPSRTWILTPRRLFSLAISSKS 
AGNTLSSRIFK*KA*ACK*RGR 
V STRC Rl FLALFI VTIKHRLMM R 
STASNRQYS1SIWTILPCWSARC 
FSIKIAG1PAEPPRYLL1SPGILTG 
LKINFFTTVSFW 


10823 


41191 


A 


10885 


1 


519 


MGLPWQVGMGA1FWGAIGLLL 
LTIFRVRYWMIANIPVSLRVGIT 
SG1GLF1GMMGLKNAGVIVANP 
ETLVS1GNLTSHSVLLG1LGFFI1 
AILASRN1HAAVLVS1VVTTLLG 
WMLGDVHYNGIVSAPPSVMTV 
VGHVDLAGPIGNSLV/GCPYFAI 
LRRFSDGSGGLGRNQI 


10824 


41192 


B 


10886 


1 


3489 




10825 


41193 


A 


10887 


817 


1528 


WGSRDNRDEIRNTLVLDTLRLQ 

RVCAQRAFLVLFVLGKVTFEEL 

NFTFILVIQNVRGDTVEEPTVVR 

DNHRTARELQQGVFQRAQGFD 

IQVVGWFVEQQHVAANLSRCR 

LVNTPTQQVRFSTATFRVIWRV 

TPTAGKLSGGFLFK.MYGLPAA 

AIAI\GTLLNQKTARKWAVL*SP 

PALTSFLTGITEP1EFSFMFVAPI 

LYIIHAILAALFMWKFVPETKR 

KTLEELEALSNRJAAE 


10826 


41194 


C 


10888 


1 


573 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10827 


41195 


A 


10889 


2321 


2554 


WRK.RCVKVRNLSPLCLPDRKL 

tlpccsiairnciaklpvs*lwv 
alwgwvtgrlrlnliftltrk 
rqklsssqgsrw 


10828 


41196 


A 


10890 


1 


4350 




10829 


41197 


A 


10891 


137 


686 


kllelrskreagmlersssrmv 
tcsqwaatrnpvvalpiygfie 
rclvpfgllh1wnvpfqmqige 
ytnaagqvfhgdiprymagdp 

TAGKLSGGFLFKMYGLPASAIA 
IWHFVKPETRAKVGGIMIFAAL 
TSFLTG1TEPIEFSFMFVAPILYI1 
H A ILAGXWHSQS VFF WGCVTVR 
RSRTV 


10830 


41198 


A 


10892 


3 


3831 


SIGMMGLKNAGVIVANPETLVS 
IGNLTSHSVLLGILGFFIIAIL/AS 
RNIHAAVLVSIVVTTLLGWML 
GDVHYNGIVFVAPPSVMTVVGH 
VDLAGSFNLGLAGVIFSFMLVN 
LFDSSGTLIGVTDKAG\LADEK 
GKFPRMKQALYVDSISSVTGSF1 
GTFSVTAY1ESSSGVSVGGRTG 
LTAVVVGLLFLLV1FLSPLAGM 
VPGYAAAGAL1YVGVLMTSSL 
A RVN WQDLTES VPAFITA VMM 
PFSFSITEGIAL 


10831 


41 199 


A 


10893 


6 


146 




10832 


41200 


C 


10894 


1 


1197 




10833 


41201 


A 


10895 


1 


763 


MCSEKVAMCCDDDDDDDDDD 
DDDDDDDDDYSCSHGFWDFSY 
TWNTSIPQGHLGMGSPIKGLVE 
IRDKLGDRTQRVYIQRITGNGL 
EFENPCKQFRGLTRMYIRRLTR 
LSVQWYMVALERPVLQKYRY 
RG SKAHETSHSMSTVTSSNEKQ 
DN TR1DTQG ATNR/ V ATLRHRE 
TVLANEVAPYAATDNVLAAST 
DVGDVSWKLPVAQCFSPCFAV 
GTPLHTWQ/SGLLQECQQEHQQ 
VTDTQPYHCPIPKNVTPSPLK 


10834 


41202 


A 


10896 


2 


412 


LFEFTLDVKVRESPIL\FRDESM 
RTACSPDGLCSNGFGLELK.CPF 
TSRDFMKFRLGGFEAIKSAYMA 
QVQYSMWVTGKDAWFFANYD 
PRMKREGIHHVVVERDPQYMS 
DFNEMVPEFIEKMDEALAEIGL 
TVRELGI 
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SEQ ID 

NO: 


SEQ ID NO: 
ur peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10835 


41203 


A 


10897 




663 


ARGKKPPRRGKEDFWDLS1ATR 
VSVNP1KFPVEA*PFLKP\LQQV 
S\GPLGGRLPLP1PGNLLLQVAD 
GTLSLTGTDLEMEMVARVALV 
QPHEPGATTVPARKFFD1CRGL 
PEGAEJAVQLEGERMLVRSGRS 
RFSLSTLPAADFPNLDDWQSEV 
EFTLPQATMKRLIEATQFSMAH 
QDVRYYLNGMLFETEGEELRT 
VATDGHRLAVCSMPIGQSLPSH 


10836 


41204 


A 


10898 


377 


1077 


WRGQRCLASVFPRHPGAEGRG 
RPVFRAETIFL**SRRGLAR/TGR 
RKLPVKLKAADFPNLDDWQSE 
VEFTLPQATMKRLIEATQFSMA 
HQDVRYYLNGMLFETEGEELR 
TVATDGHRLAVCSMPIGQSLPS 
HSVIVPRKGVIELMRMLDGGD 
NPLRVQIGSNNIRAHVGDFIFTS 
KLVDGRFPDYRRVLPK.NPDKH 
LEAGCDLLKQAFARAAILSNEK 
FRGVRLYVSESQLKSRQ 


10837 


41205 


A 


10899 


591 


871 


VRGFPSGAEQLYG*SVSLLILLP 
NLSNSG/RTGFPVAPLPYSKSPS 
DFMSLL1STVPGSQL*QPIQRAE 
LVCTTCSP1VSAPTGQAPTQGAF 
SH 


10838 


41206 


B 


10900 


1 


1765 




10839 


41207 


A 


10901 


1 


1177 


MKSLI1VNPADC1GCRTCEVAC 

VVAHPSEQELNADVFLPRLKV 

QRLDSIKRFWEQMMRJVTAAV 

MASTLAVSSLSHAAEVGSGDN 

WHPGEELTQRSTQSHMFDGISL 

TEHQRQQMRDLMQQARHEQPP 

VNVSELETMHFPGMLFETEGEE 

LRTVATDGHRLAVCSMPIGQSL 

PSHSV1VPRKGV1ELMRMLDGG 

DNPLRVQIGSNNIRAHVGDFIFT 

SKLVDGRFPDYRRVLPKNPDK 

HLEAGCDLLKQAFARAAULSN 

EKFRGVRLYVSENQLKITANNP 

DQEEAEEILDVPYSGAEMEIGF 

fN Vox VMJJVLINAijrvCciN VK1VIM 

LTDSVSSVQ1EDAASQS\AAYV 

GMPMRLEGSPPLGNPEFQKISSP 

CALY1ALCSKARHHTGRYLGLC 


10840 


41208 


A 


10902 


527 


925 





1464 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10841 


41209 


A 


10903 




1514 


MAFGLFWLIWILMSTITRG1DG 

MSLALFTEMTPPPNTEGGGLAN 

ALAGSGLLILWATVFGTPLGIM 

AGIYLAEYGRKSWLAEVIRFIN 

DILLSAPSIVVGLFVYTIVVAQM 

EHFSGWAGVIALALLQVPIV1RT 

TENMLKLVPYSLREAAYALGT 

PKWKMISA1TLKSAVVGNMTR1 

L\L RM A P I V VKTAPL LFT A LSNQ 

FWSTDMMQPIANLPVTIFKFAM 

SPFAEWQQLAWAGVRNLNFYY 

GKFHALKN1NLD1AKNQVCVC 

YNQCTESLVNGLYANAAHLVS 

VGQRSTGNSSVIKARQGSSIRP 

MIVKYSALCLCRMRSERF1RRT 

KHRKFDRLQCTCRPDKRSASG 

NLAFVISLRPVPLVAVVFALFA 

AFPMFSDVSIQLRHFIFANFLPA 

TGDVIQRY1EQFVANSNKMTAV 

GACGLIVTALLLMYSIDSALNTI 

WRSKRARPKIYSFAVYWM1LTL 

GPLLAGASLAISSYLLSKQWAI 

Dl DSVNRLGA 1 1 LTA L ITG DT 


10842 


41210 


A 


10904 


900 


1250 


WY ACDQCQTCLPDH A PEC A VA 
*AKTCCTA1ETGTYRQSGRERK 
QSAMVL*RVRVLL**RRETACH 
VRAGLL*S*GTALGGHYRRLQQ 
*NSTGRHAGSGGTPLRQRSSVV 
SSGVADG 


10843 


4121 1 


A 


10905 


626 


850 


LRFCLVFN1LSRYSLISTVQKFSP 
AMLNGTLPLEN1LH*LRNITAIM 
NLVIFHGLSA*SVCY1PGRGSV 
MSDRV 


10844 


41212 


A 


10906 


307 


858 




10845 


41213 


A 


10907 


698 


1115 


RIMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPHSGTRGRRAR 
FSVRATYAAGRLATIPGYRGGP 
LGLMCGQPNRKPTDGANERLT 
MIRAATAMSE 


10846 


41214 


B 


10908 




721 




10847 


41215 


A 


10909 


1 


2615 




10848 


41216 


B 


10910 


1 


1164 




10849 


41217 


B 


10911 


1 


1930 




10850 


41218 


A 


10912 


689 


1033 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG VRR VTE * QR-A S* K.R 
*SVTTS/CIMPKPDG LTAAKNLA 
E AFEH YN E WH PH\DG PEH S V FM 
PSR*APMTR*KIYSSPPYRSSQR 
AHRHA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10851 


41219 


A 


10913 


393 


686 


NPSQLWEAAPPQWKWIQGAGK. 
VSCQLSRAADQLGRQHHISDPC 
FSIVPLIL*FAAYFPINPAVLKLA 
PVALYADAIRYNARTPLQGSLL 
PLTRLVWA 


10852 


41220 


A 


10914 


1313 


2370 


RIMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* S VTTS/CIM PK PDG LTA AKNL A 

E A FEHYNEWHPH RANPDAN VV 

SEDVLRESVGKSVVNLIHGVRD 

MAAIRQLKATHTDSVSSEQVD 

NVRRMLLAMVDDFRCVVIKLA 

ERJAHLREVKDAPEDERVLAAK 

ECTN1YAPLANRLG1GQLKWEL 

EDYCFRYLHPTEYKRIAKLLHE 

RRLDREHYIEEFVGHLRAEMK 

AEGVKAEVYGRPKHIYSIWRK 

MQKKNLAFDELFDVRAVR1VA 

ERLQDCYAALGIVHTHYRHLP 

DEFDDYVANPKPNGYQSIHTV 

VLGPGGKTVEIQ1RTKQMHEDA 

ELGVAAHWEI 


10853 


41221 


B 


10915 


1 


1556 




10854 


41222 


A 


10916 


1566 


1947 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG V RR VTE * QRA S * KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPH/ECAGLSLAT 
GISAAAGL*WARRSFIQRDSRD 
PRYRAP1RIHPLPGANHLRQ 


10855 


41223 


B 


10917 




1571 




10856 


41224 


A 


10918 


2024 


2589 


QDMQNLLVLRETSVKPEYPGL 

KVPEAFR/RIQGRKG EPGEGAY 

VYRSAFSVFQKPRFSCALGGAI 

AASWAGGGAPSPCGRRAELPW 

GPGPVGVAQTVCPERPRRERRL 

RGEREEEAADKVMARRWRK.SR 

RRKRKEMEERMSPEETEGTNF 

DFAGEAVGQAERKGPAFSAAE 

ESFHEEEKRRRKEQSDLTF 


10857 


41225 


B 


10919 


690 


2724 




10858 


41226 


A 


10920 


3892 


4338 





1466 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10859 


41227 


A 


10921 


2573 


3473 


ANGARLALPPLGTFQGRQLRRR 
RPRWRRRRPGEASGPVMRLRG 
PRPGASAQPWDGGSQVAR*WC 
PFPSPQGWDGGSQGGQGDGAR 
FRTHRAKVQQDGDGR*DEADG 
VHRHAPLQGRLVLVQVGVADE 
REDDAGNEGLQHLQQPGYGGH 
1ASDLAGPGPGPGHFGGVSHTR 
DAGEEGGGDGVVPRTAVGQEL 
DIGGGVDDGGRJEAEEGRJAGEG 
DGEVAPRQGEAGLEPAQLHDE 
DDQGHGEAEAPGEHGPVAHGP 
RPGAHASHQREGHAGRHQLQQ 
AKETQGLCQGPRGPHDHGGPQ 


10860 


41228 


A 


10922 


819 


1274 


NPLPRLQLRRQLHLPSVRNCCQ 
TRRCGR*HRQRLRQ*ARRKLVR 
SVYFGSCLRQLLREEWK*Y*RV 
♦VLGWYSAVSTSSLPFDYCFLP 
NSDGYRRVVDPGSLSGHPFLYQ 
RYGWQHDDVHQPDLGLGPPGS 
LHPDPACFRCVLRNCGNLLA 


10861 


41229 


A 


10923 


720 


3546 


RDGRKPLQPDAARNCGGSQSQ 

RSGSRKRRGDRR1/TLMSLKTRK 

ANRW A* SFRRKM A A ISTP/RTDI 

ACAKYRYETLHADRVLYY1DS 

RQHQHLMQAWA1VRKAGYVP 

ESVPLEHHMFGMMLGKDGKPF 

KTRAGGTVKLADLLDEALERA 

RRLVAERTRYSAKSWKTVFRL 

VIGEQMIDVLGPEKRRRRTTQE 

KIAIVQQSFEPGMTVSLVARQH 

GVAASQLFLWRKQYQEGSLTA 

VAAGEQVVPASELAAAMKQ 


10862 


41230 


A 


10924 


764 


1227 


RJMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* SVTTS/CIMPKPDGLTAAKNLA 

EAFEHYNEWHPHNPTLEWFLS 

HCHIHKYPSKSTLIHQGEKAET 

LYYIGKGSVAVLIKDEEGKEMI 

r evi \mr r^TifTM m ccrrncD 
Li> I LiNl^KjU I lUULULr bbUl^bK 

SAW 


10863 


41231 


A 


10925 


2467 


2653 


WLPFGLSHHNSPHPTSWGAN\G 
GFCQLLSMSVLIMHSGTLGAH 
WDFSPVIGLEANRGVGDGS 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10864 


41232 


A 


10926 




860 


MSHQLTFADSEFSSKRRQTRKE 
IFLSRMEQILPWQNMVEVIEPFY 
PKAGNGRRPYPLETMLR1HCM 
QHWYNLSDGAMEDALYEIASM 
RL FARLSLDSAL PDRTTIMN FR 
HLLEQHQLARQLFKTINRWLAL 
GVMMTQGTLFDATIIEAPSSTK 
NKEQQRDPEMHQTKKGNQWH 
FGMKAHIGVDAKSGLTHSLVT 
TAANEHDLNQLGNLLHGEKQF 
VSAMPATKEPQREELAEVDVD 
LLIAERPGKVKTLK/TESAQ/GT 
KRPSTSNT*KPASVPGWSTRFA 
SSSGSSAS 


10865 


41233 


B 


10927 


754 


910 




10866 


41234 


A 


10928 


2395 


3454 




10867 


41235 


A 


10929 


1 


1377 


MSCMTPASDGTF1SIDDEEAKQ 

FRESVVEWLMTNHPHDCPVCE 

EGGNCHLQDMTVMTGHSFRRY 

RFTK.RTHRNQDLGPF1SHEMNR 

CIACYRCVRYYKDYADGTDLG 

VYGAHDNVYFGRPEDGTLESE 

FSGNLVEICPTGVFTDKTHSER 

YNRKWDMQFAPSICQQCSIGCN 

I SPGERYG ELRRIENRYNGTVN 

HYFLCDRGRFGYGYVNLKDRP 

RQPVQRRGDDFITLNAEQAMQ 

GAADILRQSKKV1G1GSPRASVE 

SNFALRELVGEENFYTGIAHGE 

QERLQLALKVLREGGIYTPALR 

El ESYDA VLVLGEDVTQTG ARV 

ALAVRQAVKGKAREMAAAQK 

VADWQIAAILNIGQ\HPLFVT/N 

VDDTRLDDIAAWTYRAPVEDQ 

ARLGFAIAHALDNSAPAVDGIE 

PELQSKIDVIVQALAVFRLVIGE 

QM1DVLGPEKRRRRTTQEKIAN 


10868 


41236 


A 


10930 


19 


586 


IAALLKDKHPAMLLLAATKRG 
KALAARLSVQLNAALVNDATA 
VDIVDGHICAEHRMYGGFAQE 
KINSPLAIITLAPGVQEPCTSDTS 
HQCPTETVPYV/APRHEILCRER 
RAVKAASSVDLSKAKRVVGVG 
RGLAAQDDLKMVHELAAVLN 
A E VGCSRPIVA EG EN WMERH AQ 
HKSWNPLSWAPLGSQAHP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10869 


41237 


A 


10931 


1 


1364 


MLRILCLALCSLLTGTRADPGA 

LLRLGMDIMNREVQSAMDESH 

1LEK.MAAEAGKKQPGMKPIKG1 

TNLK.VKDVQLPVITLNFVPGVG 

IFQCVSTGMTVTGKSFMGGNM 

EIIVALNITATNRLLRDEETGLP 

VFKSEGCEVILVNVKTNLPSNM 

LPKMVNKFLDSTLHKVLPGLM 

CPA 1 DA VL VYVNRKWTNLSDP 

MPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKK.PPKV 

AM KTGKSLLHLHSTLEMFA AR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRLLSLSR 

KSSSIGNFNERELTGFITSYLEE 

AY1PVVN DVLQ VGLPLPDFLAM 

NYNLAELDIVELGGIMEPADI 


10870 


41238 


A 


10932 


1 1 1 


415 


VSALSLLLHRAPRCRRPSLPPLQ 
DAGLHGWEHGVQRGRGPAAH 
RDPV*EGWHHSGHLAQGHSEG 
* PCG DSETPAGREG KTAGHRTG 
RCGCRQEQTEGAQQD 


10871 


41239 


A 


10933 


2 


219 


FLGGEGV1FPRGWWGAAMRFV 
STGSRHTTP*GSEKSAGPHTQW 
HQNSK*ATSETRLHSCASEGIVP 
AGCRPY 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10872 


41240 


A 


10934 




2358 


VPMVVVPPVGAKGNTPATGTT 

QGKKAEGTQNQSKKAEGAPNQ 

GRKAEGTPNQGKKTEGTPNQG 

KKAEGTPNQGKKA\EGTPNQG 

KKA EGA HNQGKK V DTTPNQG 

KKVEGAPTQGRKAEGAQNQA 

KKVEGAQNQGKKAEGAQNQG 

KKAEGAQNQGKKAEGAQNQG 

KKAEGGQNQGKKTEEAQKQG 

KKAEGAQIQGKKNEGAQTQGK 

KAEGAQNQGKKNEGAQTQGK 

KAEGAQTQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGT 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KVEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGQ 

KGEGAQNQGKKTEGAQGKKA 

ERSPNQGKK\GEGAP1QGKKAD 

SVANQGTKVEGITNQGKKAEG 

SPSEGKKAEGSPNQGKKADAA 

ANQGKKTESAFVQGKNTDVAQ 

SPEAPKQEAPAKKKSGSKKKGE 

PGPPDADGPLYLPYKTLVSTVG 

SMVFNEGEAQRL1EILSEKAGII 

QDTWHKATQKGDPVAILKRQL 


10873 


41241 


A 


10935 


967 


1574 


SLKCL11SLSPVHSYPGKRPEVSF 
SPIN SGQPPN YEMLKEEHE VAV 
LGVAYNPAPPTSTVIHIRNETSV 
PDHV/VLVPVQHSLHEP\CCLGF 
IAFA YSVKSRH RKMVGDLTGA 
Q/ALCLHRQVPEHLGPDFGHPH 
DHSAHHHPSVDLPSLPSSFLLLF 
LFLFLPALQLLFLSFSLVFFFFFS 
FFPLFQRLELWGWGEWDHHST 


10874 


41242 


A 


10936 


3 


370 


RVATIVDIWEKSISGKKNSQNL 

r ViNrCULLir lAr A Y o VrJjlvlJK.lv 

MVGDLTGAQA/LCLHRQVPEH 
LSPDCGHPHDHSAHHHPGVDL 
PSLSIDQEASSRPGARALQDGA 
WASVFPSVQWEQQGW 
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SEQIl) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10875 


41243 


A 


10937 


76 


614 


PDRRWSSLDTMNHTGQTFFSPV 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HV/VLVPVQHPLHEP\CCLGF1A 
FAYSVKSRDRKMVGDVTGAQ/ 
ALCLHRQVPEHLGPDSGHPHD 
HSAHRHPSADLPGLWIDQEASL 
RPGALPMTCIPRTPTSIPRPAPR 
GQELCP 


10876 


41244 


B 


10938 


695 


1011 




10877 


41245 


A 


10939 


410 


5501 


EAKTHKSVVMTDPLLDSQPASS 
TGEMDGLCPELLLIPPPLSNRGI 
LGPVQSPCPSRDPAP1PTEPGCL 
LVEATATEEGPGNMEIIVETVA 
GTLTPGAPGETPAPKLPPGEREP 
SQEAGTPLPGQETAEEENVEK.E 
EKSDTQKDSQKAVDKGQGAQR 
LEGDVVSGTESLFKTHMCPECK 
RCFKKRTHLVEHLHLHFPDPSL 
QCPNCQKFFTSKSKLKTHLLRE 
LGEKAHHCPLCHYSA VERNAL 
NRHMASMHEDIS 


10878 


41246 


A 


10940 


446 


1704 


GGPDMDARAPAVGGSCHQHGP 

SGAPGP/CIGRMES/EVGVRDHA 

IPEGARCNRFRKETTEGPLHCSR 

CGLLCPSPASLRGHTRKQH PRL 

ECGACQEAFPSRLALDEHRRQQ 

HFSHRCQLCDFAARERVGLVK. 

HYLEQHEETSAAVAASDGDGD 

AGQPPLHCPFCDFTCRHQLVLD 

HHVKGHGGTRLYKCTDCAYST 

KN RQKITWH SR I HTG EKPYHCH 

LCPYACADPSRLKYHMR1HKEE 

RKYLCPECGYKCKWVNQLKY 

HMTKHTGLKPYQCPECEYCTN 

P\ADALRVHQETRHREARAFMC 

EQCGKAFKTRFLLRTHLRKHSE 

a /pwrwurHP a fpu/ a a ni p 

Alxrl vLINVLnKArKWAAuLK 

HHALTHTDRHPFFCRLCNYKA 
KQKFQVVKHVRRHHPDQADPN 
QGVGKDPTTPTVHLHDVQLED 
PSPPAPAAPHTGPEG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10879 


41247 


A 


10941 


1 


944 


MSILLTSIARQSRDKRTRLGHK 
QRILAGLGSNHPIRRNLQGLRR 
FALVDRQLVVQNVVTRWCRM 
VYQSAANVF1QHRPISHDERVQ 
QRGTAITMMVQQAQWAERGK 
SGLSGVAIGPAVDTSALQAQLR 
ETLPPHMVPVVLLQLPQLPLSA 
NGKLDRKALPLPELKAQAPGR 
APKAGSETI I AAAFSSLLGCD VQ 
DADADFFALGGHSLLAMKLAA 
QLSRQVARQVTPGQVMVASTV 
AK.LATIIDAEEDSTRRM/WIRNH 
SAVA*R*WPDAVLFPSCVRFCL 
AVQRALALSRSTMVDYRHSVT 
APQWPHADGGKPG 


10880 


41248 


A 


10942 




939 


MRTILTI D 1 QLRYPRRPG AFGTH 

TFLKCAFSNKQRRFTVKRFAFL 

AARYPASQEMPPVRHGHAVAA 

AIPCGNVPANGNTPARYKGQC 

GLCSSTLQDALRDF1QVAHTCEI 

PLMPACFGLADDKLWRWLNE 

KLPCSLMLLPTLPPSVLGIRLQN 

QLQRKIVLFGGVWMPGDEVK.K 

VTCKNGVVNEIWTRNHADIPLR 

PRFAVLASGSFFSGGLVAERNG 

I REPILG L D VLQTATRGE WY K G 

DFFAPQPWQQFGVTTDETLRPS 

QAGQTIEN LFAICVSMLGGFDPI 

AQGCGGGVCAVSALHAAQQIA 

QRAGGQQ 


10881 


41249 


A 


10943 


25 


479 




10882 


41250 


A 


10944 


2 


453 


APSRTSGSSVGLQGSYVLDVDG 
REFGCERVKG * FL VHRAG H L/L 
TLWLFSSQINKMEWWSRLVSS 
DPEINTK K I N PENS K V SPG WLG 
ELQQEGEGPRCFQSFTDSCHCL 
PS\LSDLDSETRSMVEKMMYDQ 
RQKSMGLPTSDEQK.KQEILKK 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10883 


41251 


A 


10945 


3 


1110 


RDPQERRERGTRVQSSGTW1GA 

GAMGGEQEEERFDGMLLAMA 

HQHEGGVQELVNTFFSFLRRKT 

DFFIGGEEGMAEKLITQTFSHH 

NQLAQKTRREKIARQEAERREK 

AERAARLAKEAKSETSGPQIKE 

LTDEKAEKLQLEIDQKKDAEN P 

EAQLK.NGSLDSPGKQDTEEDEE 

EDEKDKGKLKPNLGNGADLAQ 

*RLNPDPCRELDLAVPF\CVNFR 

LKGKDMVVDIQ/RRQHLGVGL 

KGQPA1IDGELYNEVKVEES\SW 

LIEDG\KVVTVHLEKI'NKMEW 

WSRLVS\SDPEINTKK\INPENSK 

LSDLDSETR\SMVEKMM\YDQ\ 

RQKSMGLPTSDEQKK\QE1LK\K 

FM\DQHPEMGFFPKAKFPTNPC 


10884 


41252 


A 


10946 


50 


426 




10885 


41253 


A 


10947 


1 


942 


QVWKQNCFKHYSNETDNSTTQ 
LVGLQTLQVVVPSLILCEHCMN 
FSSPHVWCCLVQAVPGGQGQT1 
MQVPVSGTQGLQQVSN1*KY*A 
VYQRRGFKE*11TTYQTQQI1IQQ 
PQTAVTAGQTQVIPLALSHRSK 
TDLEESDN*VRYFPVNADGT1L 
QQGKCTH KLP* DFLGQLFCPLD 
N*HLSSSGQGTVTVTLPVAGNV 
VNSGGMVMVRKCIFQLCL*NF 
LEHAT*CLLKFEPLYVNAKQYH 
RILKRRQARAKLEAEGK1PKER 
RVCITLGRI*ERRIAGFYF*NYLL 
YPKEKDSPHMQVGRHIHF1LLF1 
TLY 


10886 


41254 


A 


10948 


24 


378 




10887 


41255 


A 


10949 


15 


658 


QRPNAAQTQPSRGCQLSAPARA 
GRFHPQSCRPSRVGCKGHVCIP 
G DRSL ALWPPRLGCG E* TSS AL 
DSQGILVSNFPHEGS/PTPQQSG 
LKTGRILLNHGRRRLKVSQSEG 
RF LE VG WKQ RGPTAH RTH SN R 
TRRRHALSTGGDTGRARNARS 
GGGRSPRSSLPAASSTPGVCWS 
PRMSQA RQPPSCRRG VPRRPEM 
LRSLSPSCQICVCVRFRH 



1473 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 


SEQIDNO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10888 


41256 


A 


10950 


1171 


1639 


PMALWADGRARHKVGTECEC 

GMHPGLKCSGRTLGSQTMLAT 

TPCDSPT* I/SNKNGLRSV/SYR* 

CLINALWLFSISPHILVRCGTESS 

*LLPSLVPSWLP*LVRVR\PLPT 

GWC*IPSCLKP\PPTWSSHHSPQ 

RLP*NPATLVCLQNGTARSHSS 

TPV 


10889 


41257 


A 


10951 


2 


357 


HERLLNPGRETDWATCYSETAS 
CSVA*ATVQ*HDHGSL*PQTPG 
LK WFSHFSLPSS WDYRH VPPCP 
ETGPCPVTQDGVQWSYHGSL*P 
QTPRLKQSYHVSLPSSWDYRW 
EHPVAGKQA 


10890 


41258 


A 


10952 


15 


578 


IQTTPKGRRTKPCHRQKRT1VTP 
RQSTPRSM RGKDTRSKQRDETT 
E*TTRAQDTNKEGATQDRTETA 
RRTQSNMEKEKPNQHNRKRKD 
RDSRKDKGHERETKNTERNRT 
KRREKRKDNKHNEAKSQRQTR 
KK.KETKETATRKREEPSNSCSM 
HPFQ1SWLHSVGDNGRRDQLLC 
QGFHLYYLMCFPQ 


10891 


41259 


A 


10953 


2 


369 


DIDPTG LQSQG SPKGQDPPLMF 
SEDYQKSLLEQYHLGLDQKLR 
KYVVGEL1WNFADFMTNQCQP 
KTTPSV1LFLPSCEEPQANKATL 
VCLMNN/FYPG1LMVTWKADG 
TLITQSVEKTTPSK.QS 


10892 


41260 


A 


10954 


1 


417 


FGTGPSASPRTSFRHQCGH*PH 
WTAVTVDSQGAGQPKTTPSVIL 
FLPSCEEPQANKATLVCLMNNF 
IPGILMVTWKADGTLITQSVEK 
TT/PSKQSNNKYVASSYLSLTPE 
\SWRSRRSYSCQVMQEGSTVEK 
SVAPAECS 


10893 


41261 


A 


10955 


113 


767 


GPMRPGTGQGGLEAPGEPGPN 
LRQRWPLLLLGLAVVTHGLLR 
PTAASQSRALGPGAPGGSSRSS 
LRSRWGRFLLQRGSWTGPRCW 
PRGFQSKHNSVTHVFGSGTQLT 
VLSQPQ/ALTPSVILFLPSCEEP\ 
Q ANKAVTL VCLMNDF YPG 1 LTV 
TWKADGTPITH\GVEKTTPSKQ 
SNN K Y V A SS/YTLSLTPEQ WRS 
RRSYSCQVMQEGSTVEKSWAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10894 


41262 


A 


10956 


1 


344 


GSAAGQVQQQQQRRHQQGKV 
TVKYDRKELRKRLVLEEWIVE 
QLGQLYGCEEEEMPEVE1DIDD 
LLDADSDEERASKLQEALVDC 
YKPTEEFIKELLSRJRGMREN*A 
PPPK.KSV 


10895 


41263 


A 


10957 


3 


349 


TMNNMRGQILLLFLLIWLWNR 
YGQLVGSSEKHKIASQLELIQS 
QFHYCVTLDKLLNFSEPVHVK 
QEQLLSVCSEKEVTEVKVLALV 
NHVGSKCCFLIFCSGPS*PKFSV 
SQVFSD 


10896 


41264 


A 


10958 


998 


1383 




10897 


41265 


A 


10959 


39 


402 


TDHIMREYKLVVLGSGGVGKS 

ALTVQFVQG1FVEKYDPTIEDS 

YRKQVEVDCQQCMLEILDTAG 

TEQFTAM RDL YMKNGQGFAL V 

YSITGQSTFNDLQDLREQILRG* 

RTREDV\PM1LVGN 


10898 


41266 


A 


10960 


25 


739 


YKKNFDISLLSVKCETCTHMLT 
SSSL*C*NLICRSLFLIDFNL*AG 
FV1*VGFTAQSTFNDLQDLREQI 
LRVKDTEDVSIFSLCKMLCHLS 
VAK*KSACFQNLARQWCNCAF 
LESSAKSK1NVNEVTYNCWAA 
QTSAFLVCFKLTARLLALSITNV 
SSCTGWGVQRSHQDQGNSKHA 
ASSVWKVGFG1VRLGTGTCLSS 
LERGYMCMEK.EMFDPYTPSRV 
LKPRSEALELFGPLKSLT 


10899 


41267 


A 


10961 


946 


1424 


YFRFLCV1FCSFLLRCLVSRVLL 
YPMLIAE1PRVQGRGGPSWPGL 
GGRLLKELSRLLTFLKVRKLSIL 
SGWREVPLGQPSLTEPP/PPAPP 
HPGPGSWLASASAPHLSQPPAA 
GPAGQPPSPGSPVPGGCSLALP 
VTSVLCLEPPALK.PAAASAPVV 
AVH 


10900 


41268 


A 


10962 


1 


148 


TALQEFGTRSGIPALGCPPPDP* 
PPPGSCPPPEPQLLSVGEPSRCS 


10901 


41269 


A 


10963 


10 


233 


LGAARRAQLLESWPRA\PPPAR 
LH ACHLQP/LPRTPKVHTS * PTQ 
QQGGFSLCLKKKNVPVSVEMIC 
SSARLKLTE 


10902 


41270 


A 


10964 


1 


331 


RPLLLSTLCWELRAALSYWRA 
GRAPPPPARLHAGPASGFWVLT 
PSGGEEGEPRTHLWGGGGRRG 
GGRKKKD*GGQGRGAGGFATF 
SPPANAPRLHTSLTNSSARWIFL 
CV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10903 


41271 


A 


10965 


4 


1023 


fpragekpytceesgrafnqs* 
tltthmtihag*kpykceecgk 
afyrf'syltkhmiihtgetfyk 
ceecgrgfnwsstltkhnriht 
gekpykceqcgkalnessnlt 
ahki1htgekpyk.ceecgkafn 
rspkltahkvihsgekpykcee 
cgkafsqssiltthkr1htgekp 
ykceecgkafnrssnltkhkii 
htgeks ykceecg icrtpkma v 

FSQCHQVLKITNIHYPSS1ATIVH 

GDRAQSHVDICTLGDKASGAI1 

GTAFYTTQCEQRAYNETAVSR 

YTISRPPSHHGGDSETTEFSPAI 

GRCNGVHKSWGSNRCSDRWRS 


10904 


41272 


A 


10966 


1 


290 




10905 


41273 


A 


10967 


1 


1508 


MSWAARPPFLPQRHAAGQCGP 

VGVRKEMHCGVASRWRRRRP 

WLDPAAAAAAAVAGGEQQTP 

EPEPGEAGRDGMGDSGRGECP 

SRRAGEPVTALSATPPPPPFPV1S 

SSMGSPGLPPPAPPGFSGPVSSP 

QVRGCDQLTAWPLSFSCFPCNP 

VLGVRGLHCPPPPGGPGAGJCRL 

CAICGDRSSGMWLRG*TERESL 

GHVSSPVG*DLTYSCRDNKDCT 

VDKRQRNRCQYCRYQKCLATG 

MKREGKDPPCPGVLDHMPFSLI 

PLRPPEEMPVDR1LEAELAVEQ 

KSDQGVEGPGGTGGSGSSVSV 

GVNPLSFVMGVGGGSLGLWAK 

R1PH FSSLPLDDQVILLRAGQ* P 

WIPLTS*HLTPL*LPDLFLATGL 

HVHRNSAHSAGVGAIFDRSVA 

LG*AGM*IEGVGL*AGPCLRA1I 

LFNPGKRR1TFVSQGQGNLGAS 

SSPMETYCKQKYPEQQGR*DG 

AGGH*GSLGGGECYEDVFLFFF 

KLIGDTP1DTFLMEMLEAPHQL 


10906 


41274 


A 


10968 


945 


1131 


MICTVAISYVLFVDVYISLLSAT 
CSPKPQGSAVFQHD*VSPGI*NG 
SERCCSRDRHRQFLW 


10907 


41275 


A 


10969 


37 


332 


AEGIRTIQGTENIFCKVVWGRQ 
VSLSQTNTLEGQSNDHGCQLR 
KRTF1STFTAHYSRFFLQRF/VFP 
YTGFEKCQSTAWKPRYLLSHS 
VKGKRNLHPA 


10908 


41276 


A 


10970 


137 


283 




10909 


41277 


B 


10971 


1 


624 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10910 


41278 


A 


10972 


3 


618 


KTQDPAKAPNTPD1LEIEFKKG 

VPVKVTNVKDGTTHQTSLELF 

MYLNEVAVAQHGVGRIDLGDN 

RAFIGMKGRGIYYTPTGTILYHA 

HLHIEAFTMDREVRTIIQGLGLK 

FAELVYTGFWHSPECELCRHCI 

AKSQERVEGKVQVSVLKGQVY 

ILGRESPLSLYNEELVSMNVQG 

DYEPTDATGFININSLRLKEYHR 

LQSKVTAK. 


10911 


41279 


B 


10973 




1102 




10912 


41280 


A 


10974 


748 


1396 


LYLQRPFFQI RSSLQVLGHRQIF 
PQSPRCLHLAPPPLMRHSHRSPT 
WY*FSPRRTQQSRPVSAQPLGS 
CGG1QPAPPPVTQPSQLSPPRGS 
R*LGSDGAGTQPRHVQNPCPLT 
CVHM*SPPPPCLNLQARCPQSL 
RAKVVPAVEQRARVGHVESPG 
SHCWLEREPEVGSGPQQGQRPL 
PAGAAD*CLGAFWQTHLDLGD 
SLISCSHDLQGWQLSQA 


10913 


41281 


A 


10975 


1 


846 




10914 


41282 


A 


10976 


2 


851 


WNSAELGRGGPGAGGAGV1GM 
MRTQCLLGLRTFVAFAAKLWS 
FF1YLLRRQIRTVIQYQTVRYD1 
LPLSPVSRNRLAQVKRK1LVLD 
LDETL1HSHHDGVLRPTVRPGT 
PPDF 1 LK V V1DKHP VRFF\ VH KR 
PHVDFFLEVVSQWYELVVFTAS 
MEIYG\SAVAD\KLDNSRSILKR 
RYYRQHCTLELG\SYIKD/LSLV 
VHSDLS\GIVIL\DNSPGA\YRSH 
PGYGGR\DNAIPIKSWVSVTPS\ 
DTALLNLLPMLDALRFTADVRS 
WLSRNLHQHRLWVTACFPLPP 


10915 


41283 


A 


10977 


25 


153 




10916 


41284 


A 


10978 


1 


741 


MMSFDSMSHIQVMLLQEVPSS 
YPASKKNEA/PQTSGGGPGTPR 
KGLGE/PAVVPMSPAVGT/PALT 
QCHGPHAEDDLEEPILTTDPVA 
RDCPLDLLMDGK.TGA1ISSLLHS 
NCLPAPFCQCSHAVKWQLKTV 
HSCCPLGEVQPQRRCVIATAKE 
KGIGVKHHCNIHSDNVNSIITAT 
VAAHQQQQLPQNGNNSGIKNN 
QNSSENTVTNNSKNISNHUCRN 
SSKNSKSSSSSSSNNNKNSSNTl 
NSNNKAR 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10917 


41285 


A 


10979 


1 


669 


MMSFDSMS1 1IQVMLLQEVPSS 
YPASKKNEA/PQTSGGGPGTPR 
KGLGE/PAVVPMSPAVGT/PALT 
QCHGPHDEDDLEEP1LTTDPVA 
RDLTMPTAASQHLQKQCLEHH 
HYFHSYNINSDITVSRNNISSIIT 
TPVHHCNIHSDNVNSIITATVAA 
HQQQQLPQNGNNSGIKNNQNS 
SENTVTNNSKNISNH1ICRNSSK 
NSKSSSSSSSNNNKNSSNTINSN 
NKAR 


10918 


41286 


A 


10980 


3 


980 


1ESPGPFPPGLQRPVPHRGEFCL 

RCTSSEALPCFYSWTVTFSPWT 

VAAAQGQPRPGPASRTLLLATQ 

SEIAAAELGPGSWGGPSSCPSE 

QSSHGPPASS*AAPLQTGRRLRS 

RAS*RSGAPSVAALPAPLSRPQE 

RHPSVSASRSGHPPGPCPSPPPP 

A ARP VQPS PCRAPPG S A AGRAR 

APHA*AAPGSWLSSAGAAARR 

WPFQTAKGSGS*DRPGRPGPDA 

PAAPPGWHRAPPSGSSSGAGTG 

RH PQPFG RPRRRTP A P Y A A PC A 

FVATLVFS*LLIFGGAFSFPALS 

HCPTSA*LKRLLSEPAPIAFPFG 

LHPGTLLSR<\SE 


10919 


41287 


A 


10981 


1 


5229 




10920 


41288 


A 


10982 


1 


7044 




10921 


41289 


A 


10983 


1 


3228 




10922 


41290 


A 


10984 


10 


209 


TLSGGEPQRLEAERRARLQDEE 
RRRQQQL E* MRKRE AEDRARQ 
EEERRRQEEERTKRDAEEKVM 


10923 


41291 


A 


10985 


293 


363 




10924 


41292 


A 


10986 


3 


434 




10925 


41293 


A 


10987 


3 


1536 




10926 


41294 


A 


10988 


315 


993 


VPVAP1FHFSHFSPAPTVFTQSR 
QDSMQCILRQHCHLILISRSSSL 
VPAGLRG AM A F AL A I R DTA S Y 
ARQMMFTTTLLICPELLALLLS 
LSHSRSLLLHGYHGPS*YALFFS 
LSFSLVTWVGAKPGRYQSLIFV 

V V VvjU 1 rl^lNt^crLrvtcL'oL'rlL 

TEGDLTLTYGDSTVTANGSSSS 
HTASTSLEGSRRTKSSSEEVLER 
DLGMGDQKVSSRGTRLVFPLE 


10927 


41295 


A 


10989 


3 


320 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10928 


41296 


A 


10990 




582 


GPPTPRRPRPLPSSLPSRRSRDPP 
RIPLCA*FPQTRKQ1ARSEPD*T 
WASQSSTSIPRIWRFVHA*KFST 
APLTATPPPGKMCSAGCRETVK 
TT*PPLRGGPAPFLLPSRAVARG 
TRPGFRSALSFRRPGNRSRGVN 
LIKLGLRSPPPPYPGFGGSYTPE 
NSQPLPSLLLHPLEKCALRDAE 
RQLKPPDHHLMVAWLIPDVWN 
GEGEPSPSHTRHSLRASSSNYV 
LRAPEGNLLARRLPRETAINLQ 
PKACYKTLSHPESFSHFYNQFC 
PRRHQWLPAQPPGHFFLG 


10929 


41297 


A 


10991 




338 


NSPSRPRSSQRGVAGRRSEAGP 
VAVP*GGPKK.GRGC*GNGRWG 
QRPRWMLRASGSGESTTPACSA 
ENRHAS*RKKRKRPGQVSWEE 
TEETRSGHSQPRGHAEPLLHRP 
QRR 


10930 


41298 


A 


10992 




226 


TILSS* SSSSSSSPSPSPSPSPSPSP 
SPSPSPSPSPSPSPSPSSSFFLRWS 
PALFPRSLSFSLFPGTGTPFSCP 


10931 


41299 


A 


10993 


24 


489 


KEYLVRTK*QKGKG ENPLVK.IT 
FRPPPGLRTYPSAPWSARSTYG 
RAAAVWRPHSPSAPRRGTHPW 
PAGHRGQRASGEGVGTHTHAH 
MSSVCACSTHTCWSRNCKDPR 
EDRGRGLTVLLEAAVCNSCLLL 
VLKTPRNPQLPILYTDSDTKSST 
GNP 


10932 


41300 


A 


10994 


1 


1491 




10933 


41301 


A 


10995 


140 


308 


RNV1KLKGWSRPSKQQDNPTLR 

PGPPSPAGGFQQLLMRMRRPLA 

GGGKSWGIAHFYKPLQRERRA 

GAECGLARQVRAEVTKWIGVN 

RRPRKRKRMEKEEVFEKLLPD 

QLGLLLEHLLEQKTLSPRTLQS 

LQRTYHLQDQDAEVRHRWCEL 

IVKHKFTKAYKSVERFLQEDQA 

MGVYLYGELMVSEDARQQQL 

ARRCFERTKEQMDRSSAQVVA 

EMLF*RGQDRFSLKKCDKVKG 

MVKTQQATGQPDSPPRPALTG 

RRVPATADADEKAFGGWRKIL 

GYRTFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10934 


41302 


A 


10996 


219 


688 


RRMHAYVSLDPLERPPFFFFFLF 

FFFFFFFLRRSFALVAQAGVHW 

RDLGSPQPPPPRFK*FSCLSLPSS 

WNYRHAPPRPANFVFLVETGL 

QLPTSGDLPASASQSVGITGVS 

HCAWPGNWLLKETRCGSSVGR 

QITGP1TPDA WVDPG I PDRYLQ 


10935 






10997 






FFFFFLRQSFALVAQAGVQWRD 
LCSPQPPPPRFK*FSCLSLPSSW 
NYRHGPPHPANFVFLVEMEFH 
HVGQACLKLLPSGDPPALASQS 
AG1TGVSHRA 


10936 


41304 


A 


10998 


2 


438 


APSVRSGNERDLARDEEAQETQ 
VRGCHASGG\CTPAATAGASPP 
AWAGRRGTGQRLRSQPRQTGR 
QPPRVQPLAPPPGAPAPLPNPQ 
NCRRKTRSHPRFWAGTLAPGPC 
PGLWCLPGLVQVDVLAAGRCD 
HLSCLPPLCPQAFLL 


10937 


41305 


A 


10999 


2856 


3044 


GAATGEGGCCRLPGHPALAST 
A*A1PCRGPRVQETSPPPVLGW 
DPGSRAMSRALVFAWVGAG 


10938 


41306 


A 


11000 




908 


GLGDPGVPVLRSGGLGPPADLK 

GDQAVAE*LHEASGVTEHHPS 

AQPGPGGEAAEPAHLIV*EPEG 

G SPGHPGGGPGHPG * SEGPAGG 

KPGPAGGGSAQGCRRSSEPSGT 

*SGRSPR*GPHGHPDCRTHPAR 

EGAQVHSRSPLPGGAPVRRGCS 

QGPEQRLQQEDFLRVQQLSAA 

G PLRPQL YPQV WLCPDEHQLLE 

QYPRSYFSERIDVFKPCGVQQG 

CPVLDRASSKISPEDAAGSVVR 

LRSLWAASGLQQGASGLATFL 

QLLTCGVLWPDEELVHLLLDE 

VVASAALRCPDPVPMEPTCG 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10939 


41307 


A 


11001 


218 


990 


VLQLLKAMRLELFLPPGGFMV 

LLASGVKLQTFATQVPSWLHP 

VDPSPGLEVELPASPVQCAHTP 

QPLGGRWDWVPWSRGQRSSG 

RLGPHGSPWRRWEAQAWQPA 

GPKPCPVGS*GPVRNRGQRRW 

AGTAGDPVHPPQPLAQVLSPSL 

PGADRAGQLLRVQGPPSPCPPG 

TPAGPQGRCAAPVPTGVSPSTP 

PCKLREQA PAL ASPERG SHSAA 

VG*RAPQVLPKW*PELMFRWV 

RSFFLLVGSWLTSGVKLHPFVV 

SVTALKGDASGVIPSSRWVHGL 

AGLRCEAADLRDSGAQLASPS 

GSLTRTGGGAACQSRAVCPHSS 

AFGWSMGLGAMEQGAAL1GEA 

RASREPMEEVGGSGMAACRSQ 

ALPRGQLRPSEKSRAAPVGWH 

CWGPSTPSAATGPGAKPLIARG 

RQGRPAAQSAGPAKPMPTRNSS 

WPARAVRSPGSHWRLSLHTSL 

QAERAGSGLGQPRKGLPQCSSG 

LKGSSSAAKVVAQAEEAQRAS 

EGCEDYLARCHLSIRKMRRRN 


10940 


41308 


A 


11002 




644 


EPPGPTGPPSPQSPWHPGLPGR 
WSSTHVVFTHLHLAGPGWSCD 
HRWMGKQLPVSLSASGVQGVP 
RFRSQDMYQSSRNKFPSGAAH 
VPQEWAVPWKNQGNTHQSSRP 
SESGCCAQAEGSNQCHQRQEA 
AGPSRLSLPDGGRRLETPRHPN 
GPWYWNNSPQRLN*WRRGDPS 
WPEPQGKPHTGGARVPACQRR 
EICLSPFRG PRRRQKENIYEYL 


10941 


41309 


A 


11003 


202 


438 


FHGHPAPGEMRGWPRVTKRSP 
AQSGKTAHFPPGSPGPPDTSTESI 
FRRA WKAPGFPG RG RTADPET 
ARCGAWDEIVEPV 


10942 


41310 


A 


11004 


520 


1094 


GPLSQCPPLPRLLPPLGVYSKGR 
APHADTHSPGHRRTHAHAQPA 
AAAATATR*QRRRRLPPRRTPF 
RRPAARPDRRVPAHSSAVLPRP 
GKPGAFQALRKMDSVDVSGGP 
GEPGGKLGFARLRRAPPDRLPG 

L/rOk>r1or^ I v^oL,orMAriiN V Dor 

LESATSLLGLLRRSWFCFTWQK 
QTVYWSTGRIRHSGEK 


10943 


41311 


A 


11005 




138 


S1SLMNIDVKILNK1LANQIQQHI 
RKL1HHD*VGF1PCLR1LVIY1 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


10944 


41312 


A 


1 1006 


65 


297 


NQRLPQPFLPTTPPPPATRAT*D 
EEKSPYPGPGSDKK.CPTLQLPSP 
PTPSAGGFPPLGESGSPGGLVK 
AQIMEGISM 


10945 


41313 


B 


1 1007 


322 


6900 




10946 


41314 


A 


11008 


3 


215 




10947 


41315 


A 


11009 


1 


234 




10948 


41316 


A 


11010 


149 


300 




10949 


41317 


B 


11011 


28 


162 




10950 


41318 


A 


11012 


700 


861 


RRKCIPGRRNSKHKGPDGAGRP 
* VCREQQEGQC A WTG YPG AQG 
PDPYCGKGPYS 


10951 


41319 


A 


11013 


291 


744 


LK.RTK.CDQLLKTSFLDLGRGP1 
LKWLCTSKWGHQQIIIRA*GTE 
YKTTSFFFFFETASRLCIIPGWE 
CSGAISAHS'FLLPGSCHSPASA 
S*VAVTTDTREHAQLIFF*HFSR 
DGFHVVARWLDLLTCDLPLSL 
QVLGYRNYI1IVRQLPSR 


10952 


41320 


A 


1 1014 


139 


414 


SFKTAPPGFFFSF*LHL1LMLKFT 
PGAIKLVFLAQFLLGISFFFLGKP 
PSSWFRNESCSVFRKESSQSWQ 
GRAHVWG*SDPWSSGRSRRAH 
L 


10953 


41321 


A 


11015 


5 


565 


VHTTEATCTTTGAKPCPWPSKL 
ATRQDHSVLSTSNPRGPTPHKS 
GSPETAGALSSGDAGSRGEGPR 
TVSSERSSPGKGGSTLLGTTA*G 
PGPAHFASAVLGPSSKSLQAAS 
*EVDSFPSSLLKTAVSVLASTVR 
LSVSFMPPF1TVSVTSSV1SASSS 
PSELASMATLPG ASG* A ARAVN 
FELDEE 


10954 


41322 


A 


1 1016 


188 


515 


SQTVSIVGELPIPRKRCEIGIWD 
AQKR/CPRLTGPWATISVPTISK 
KATGN/PQHPNHPRARYQINAE 
*WKVHF*TNTDRPSHECPCTLV 
VHRTLDQLRHKSSTSGGKTHG 


10955 












SVQRSVDHL*DHP*TSVDWELY 
LDGSSFANPCKVTLKTTTSPAS 
VTPEADWSMHSQSMRNSLRDS 
FSLKFGL1IIHDFLTPTFNPLENP 
CGFLTRFCCVPNQISS 














PSQFHLKLLH LMLALLYPVGTC 
QVKDSSLLQKSTSVPPDSPQTG 
HASKLGPFNPGRFR* RPQCQPG V 
LPPDVELSCHSWSNVLWTTAA 
KTPIFCSY 



1482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10957 


41325 


A 


11019 


125 


1404 


NLALGMAMWMRPCQRLPQQP 

LVAEPTAEGEPHLPTGRELTEA 

NRFAYAALCGISLSQLFPEPEHS 

SFCTEFMAGLVK.WLELSEAVLP 

TMTAFASGLGGEGTDVSVQTL 

LK.DPILK.DDPTVITQDLLSFSLK 

DGHYDARARVLVCHMTSLLQV 

PLEELDVLEEMFLESLKEIKEEE 

SEMAEASRKKKENRRKWKRYL 

LIGLATVGGGTVIGVTGGLAAP 

LVAAGAATIIGSAGAAALGSAA 

GIAIMTSLFGAAGAGLTGYKM 

KKRVGAIEEFTFLPLTEGRQLHI 

TIAVTGWLASGKYRTFSAPWA 

ALAIISREQYCLAWEAKYLMEL 

GNALETILSGLANMVAQEALK 

YTVLSGIVAALTWPASLLSVAN 

V1DNPWGVCLHRSAEVGKHLA 

HILLSRQQGRRPVTLIGFSLGAR 

VIYFCLQEMAQEK 


10958 


41326 


A 


11020 


3 


1693 


CQRLPQQPLVAEPTAEGEPHLP 
TGRELTEANRFAYAALCGISLS 
QLFPEPEHR* VLLSCPLGTPVGL 
HSDAHYGQRLAVAVHVEGTLP 
FTSSTFAAASVFQKARPWQHPG 
EQMAFSGKPFLVAAVTSAGGS 
GAPSVGCTEL1STSVLGYHTAL 
EMAGLVQWLELSEAVLPTMTA 
FASGLGGEGADVFVQILLKDPI 
LKDDPTVITQVHPTPGVKDGKL 
IF*ARVLVCHMTSLLQVPLEEL 
DVLEEMFLESLKEIKEEESE*ES 
PATKTEGGG EDK.DRKHPLMG D 
KMTESKTDLWIYEMGNAGVLL 
FRR YL WLQPKKKEN R RK. WKR 
YLLIGLATVGGGTV1GESS*RCA 
PLVAAGAAT1IGSAGAAALGSA 
AGIAIMTSLFGAAGAGLTGKVQ 
KE*VGAIEEFTFLPLTEGRQLHt 
T1AVTGWLASGKYREDQEDQA 
ALAHSREQYCLAWEAKYLMEL 
GN AL ET 1 L SG LAN MVAQEALK 
YTVLSGKCPHLPWPASLLSVAN 
VIDNPWGVCLHRSAEVGKHLA 
HILLSRQQVPGNGCVIGFSLGA 

U\/TVT7^I r**EM A T 
KVl Y rL-Ll^fclvlAl^E,IS.Lic.HULL 


10959 


41327 


A 


11021 


208 


324 


VSLLKAADNWLVNSYPFCNSV 
SSEFFFR*IRDFFLFW1H 


10960 


41328 


A 


11022 


1265 


1459 




10961 


41329 


C 


11023 


188 


730 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10962 


41330 


A 


11024 


64 


228 


QHLLRRWGRSGLLLNDR*VSN 
EIKME1NKF1ELNNNSDTIYQTL 
WDTANTVLKFM 


10963 


41331 


A 


11025 


1 


648 




10964 


41332 


A 


11026 


26 


613 


VGAGGRGWRFAAAVRRAAGG 
GLRPGPAPGPRAGGGGPRGAH 
LALLRRAGALRAGKEYGKADA 
RWVYFDPTIVSVEILAVALDVS 
LALFLIYAIVKEKYYRHFLQITL 
CVCELYGCWMTFLPEWAHPEA 
PNLQQPATGWLYWLGFTLFFF* 
RCVGFLIPRNWLLWAVHGPRTS 
RKWHQKGNQFQWKEVFSGTF 


10965 


41333 


A 


11027 


2 


252 


ARGRAGVAGGPR*AAELPGLP 
RDPFPASRPLRRSDCLGGLIRHK 
PPDPGAGARVEGEALPSWSPGG 
ALEEGVT*PGTRGPPWE 


10966 


41334 


A 


11028 


3 


637 


RDQVRRGQGGEPARIQCPRRRL 
GEGPGAPNRLGPPARDPRCSPW 
PRADSPRDPNRLSSPQLPRPAYL 
GPACFP*PSWGVSRSLPSLAPW 
RPHRLPDSQRFPNGGSRSRATS 
G S WTWKSKECREW RPSG SRGT 
RGSSGSGAGSSGSSAGVGRRAG 
HGRWHLR*GPLFPAAPASATCP 
LWHGWKGASLDLGLQPWATF 
YPRVTGARGGRTLGP 


10967 


41335 


A 


11029 


158 


462 




10968 


41336 


A 


11030 


339 


866 


QICHSPPGNKAHSHLLPYQTPV 
PSSQYPPSPSRTLQLPFPTPWNP 
CQ WPSRG SCGPSA VGTGPPFPT 
GIPSVP*APSARG*HHSSACGCH 
PGCAGPQPARSPHGPAPASGCH 
TVSGCCHALLQSCLAPGRPSPA 
GTWPHPPPGGLPSA PGTEPCTA 
FEGFQPPCWLSQHPLSPCL 


10969 


41337 


A 


1 1031 


621 


944 


TPQGGTAPSGGRHPWASASPHR 
LPPL*CSARPGCH/SSRMRSPGT 
RPSGPLVQDCHPPPRPQTPHAGS 
HHTSAPQAPAGTF* * RQRVAPG 
SSCWHLPQSWSCSAWLGGC 


10970 


41338 


A 


11032 


3 


257 


AGRASKGG*NPSKAVQGSVPG 
a pr.cpppr.r.rr.nr.DA r.i c\ i or: a 

AtuorrcuuLUyurAuLULruA 

RQDCSRA*QHPPGPGGGQEVY 
LDISLAPGSTGIQGLEAKHL 


10971 


41339 


A 


11033 


94 


227 


SSYVFKSILTAFGMTWMRLETII 
LSEVTQG*KTKHQMFSLICGS 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10972 


41340 


A 


11034 


404 


894 


FVYFFRGELCKISSTLGFKGTGQ 

GLQPSKVS**VPSRPAGNGRPA 

YPETSQPPPGPSGG*HWLAGW 

Q*GGPEPGWTCIWP*GS*GTEIG 

SPSQPGPEPAGVPSPRDAGSAA 

TGCHTGLAGVVWPPRLCHRRV 

TDGRKSMKRCLSRSYCTSSVRA 

SGGGAGRIT 


10973 


41341 


A 


11035 


1 


408 




10974 


41342 


A 


11036 


68 


204 


SFLWHPLGLHFHTHH***NYKS 
SSK*MVR1RVTFSKFIFVRNNYC 


10975 


41343 


A 


1 1037 


5 


188 


PQCRLHLRQGLALSPKLECSSA1 
TAHCSLELPGSSNPPSASRF*GS 
RSVAQAGVQQCYHSSLQPRTP 
GVKQSSLSFPFLRLQPKVSSATL 
PVRLQE 


10976 


41344 


A 


11038 




263 




10977 


41345 


A 


11039 


2 


283 




10978 


41346 


A 


11040 




1965 


MAAENEASQESALGAYSPVDY 
MS1TSFPRLPEDEPAPAAPLRGR 
KDEDAFLGDPDTGEAR*PRPCP 
ALGSPRSSFFCVK.HPGSPLRETR 
KDPFSAAAAECSCRQDGLTVIV 
TACLTFATGVTVALVMQ1YFG 
DPQVRGTNGEGEETGEWGVG* 
CLRNCGKGSSVDAAVAAALCL 
G1VAPHSSGLGG*GAVEVGVPQ 
AYFLPPGL*ASCAARALREETL 
QRSWETKVGTLVRRESSGESLF 
IALLLTQALIC*VLAQDGFNVT 
HDLGQWGLGIWERHEVDGEG* 
NL*DLEPPPLPGSLLH RPDL AE V 
LDVLGTSGPAAFYAGGNLTLE 
MVAEVSARVVRVGACPKVP1A 
GHPRPHFFGVYRGDLSPGSQGP 
PSGEASQSMATSFWPFNLTSLV 
SREQALHWVAEVRLTRLPFPGF 
KDIRSGEIGYCHRADDMLRWV 
LGRTWGLQRQRWVWGKGQEK 
SSYELDGAPTAAQVL1MGPDDF 
1VAMVRYASSDSEPGTRDPLNQ 
EGVGAG*RFSWPNRTANHSAPS 
LVGFASLLSWGP*GL*VGGAM 

SGLTQVRFTPWLAFFSREPSCG 
LDCRCLS*QSNLLQVDSECRAE 
TSWGGHRDR*RKDSSQGCPWV 
HGSRRTNNF1IAVKDPRSPDAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


10979 


41347 


A 


11041 


1 


363 


SSMTTVHATTATQKTVGETLA* 
LLQNIIPVSTSVAEAMGKVIPEP 
DKRLTGMAFCVPTHNMLVVAL 
ICHLQKAAKYDGMRRCFNATT 
GITFNGHFVRLLSWDEFGSSNR 
VVDLMVHTASKE 


10980 


41348 


A 


1 1042 


162 


303 


CLLLK.SCSQEAAAALALPALGL 
VFDVFL*IYFVRTKYLRVGFRN 

1 


10981 


41349 


C 


11043 


56 . . 






10982 


41350 


C 


11044 


345 






10983 


41351 


C 


1 1045 


7 


4j9 . 




10984 


41352 


A 


1 1046 


2 


80 




10985 


41353 


B 


1 1047 








10986 


41354 


A 


11048 


i 


813 




10987 


41355 


A 


11049 


i 


1454 




10988 


41356 


A 


11050 


2 


1624 




10989 


41357 


A 


11051 


1 


1185 




10990 


41358 


A 


11052 


1 


2149 


MKEKMLRAAREKGRVTHKGK 

P1RLTA D LS A ETPQ ARRE WGPIF 

NILKEKNFQPRISYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTK.K.EN 

FRPISLMNIDAKILNK1LANRIQ 

QH1KKLIHHDQVGFIPGMQGWF 

NIHKS1NVIQHINRT1DKNHM1IS 

IDAEKAFDK1QQLFMLKTLNKL 

GIDGTYLK1R1KYLGIQLTREVK 

DLFK EN YKPLLNEIKEDTNKW 

KN1PCSWVGR1NIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKS1LSQKNKA 

GG1TLPDFKQYYKATVTKTAW 

YWYQNRDIDQWNRTEPSE1TPH 

IYTYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKINSRWI KDLN VRPKTIK 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTA KETTI R VN RQPTK WEKIFA 

TYSSDKGL1FRIYNELKQIYKKK 

TNNPIKKWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TMRYHLTPVRMAIIKKSGNNR 

QTESQIMSELP1T1 ASKRIKYLGI 

QLTKDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKVM 

AILPKPTNVHVTNLAAQDTTAL 

EAAQISLEGHPQEKEISVTAMPL 


10991 


41359 


A 


11053 




2031 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


or peptide sequence 


deletion, \=possible nucleotide insertion) 


10992 


41360 


A 


1 1054 




1 188 




10993 


41361 


C 


1 1055 




353 




10994 


41362 


B 


1 1056 


151 


1608 




10995 


41363 


A 


1 1057 




373 




10996 


41364 


B 


11058 




488 




10997 


41365 


A 


11059 




1257 




10998 


41366 


A 


11060 




3527 




10999 


41367 


A 


11061 




2373 




11000 


41368 


A 


11062 




1755 




11001 


41369 


A 


11063 




1599 




1 1002 


41370 


B 


1 1064 


220 


1286 




1 1003 


41371 


A 


1 1065 




1826 




11004 


41372 


A 


11066 




1645 


MDKFLDTYTLPRLNQEEVESLN 














RPITGAEI VA UN SLPTKKSPGPD 














GFTAEFYQRLISNFSKVSGYRIN 














VQES\QAFLYTINRQTESQIMSA 














LPLTI ASKRIK YLG IQLTRD VKD 














LFKEN YKPLLNEI KEDTN KWK 














NIPCSWVGRINMLKMAILPKNW 














KKTTLKFIWNHKRACIAKSILS 














QRNKAGGITLPDFELYYKATVT 














KTAWYWYQNRDIDQWNRTEP 














SEITPH I YN HMIFDKPDKN KKW 














GNDSLFDKWCWENWLA1CRKL 














KLDPFLTPYTKINSRWIKDLNV 














RPKTIKTLEESLGNTIQD1GIGK 














DFMSKTSKAMTTKAKIDK.WDL 














1KLKSFCTAKETT1 RVNRQPTE 














WENIFAIYSSDKGLISRIYKELK 














Q1YKKKTNNPIKKWAKDMNRH 














FSKEDIYAAKKHMKKCSSSLAI 














REMQI KTTMRYHLTPVRMAIIK 














KSGNNRTRENYFKIHMESKKSQ 














NSQGNRKEKEQSWRHHATRLQ 














TIVQGYTVAKTACYWYK.NRPT 














DQSNRTENQEIRLHTYNHLIFD 














KPDKSNGETTPYSINGARITG 


1 1005 


41373 


A 


1 1067 


1961 


2588 


KLAQDRDALSPPLLFNIVLEVL 














ARAIRQEKEIKGIQLGKEEVKLS 














LFADDMIVYLENP1VSAQNLLK 














LISNFSKVSGYKINVQKSQAFL 














YTNNRQTESQTMSELPFTIASK 














R1KYLGIQLTRDVKDLFKENYK 














PLLNEIK\EDTNKWKNIPCSWV 














GRINIVKMA\ILPKVN\YRFNAIP 














1KLPMTVFTELEKNYFKVHMGT 














KKEPASPSQS 


11006 


41374 


A 


11068 


2 


278 




11007 


41375 


A 


11069 


3 


274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hull 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11008 


41376 


A 


11070 


261 


1382 


LELSFPPAGQRGVLSGDPQNLC 
TCPSGSWHVPRCWAVERQRPN 
LPRTVTQLVAEDGSRVYVVGT 
AHFSDDSKRDVVKVSAATRH1P 
DTGWCKLLPGSRDGLVRFPTY 
RVSMLKMDESTLLREAQELSLE 
KLQQAVRQVRSRGQGSGSGSG 
SKPPHITEQLGMAPGGEFREAF 
KEVGTG*GRGWPQGCGSQAVT 
FKRA1AALSFWQKVRLAWGLC 
FLSDPIR*GCPRDPGRPAGWSV 
GMAEMIGEFPDLHRTIVSERDV 
YLTYMLRQAARRLELPRASDG 
DGRPQAWDPL*G*GPRGHVPGI 
EKNWSTDLNIQEIMT*VPAPPC 
KPHPTSPQVAAFFGLLGYSLYW 
MGRRTASLVLSLPAAQYCLQR 


1 1009 


41377 


A 


1 1071 


3 


506 


KDCQF*VGPEQKKALYKVHAPI 
QAALQLGPYE*ADQKRTCVRF 
GRHTCETAAFTFWKSLGLDKV 
TKPRSSSSQLLALAIRSSPGSTT 
DACLLDSFSGKSRISSWFGS 


11010 


41378 


A 


11072 


2 


374 


1RRESTHLQQALGTTPQDRLTC 
TGHSAQPPACSASPLPPGPP*SS 
AWPLPPSTRLARQKQAAATAQ 
P*PLTTQTLGPWSSASTWTSAH 
KQPGAAAQEWTSTAGSRQLLA 
GASGSSPSSCSVWTN 


11011 


41379 


A 


11073 








1 1012 


41380 


A 


11074 


239 


547 


GHHFQMNVVCRCSVWMLSLEP 
HPVGQIHSC**ERAKLCGKEFN 
RMHNLMGHMHLHSDSKPFKCL 
YCPSKFTLKGNLTRHMKVKHG 
VMERGLHSQVSRPSLEA 


11013 


41381 


A 


11075 


1 


267 


MAISMVTTRSTT1RTTAAGCHY 

ENDMAHNHSDRGGLPLKVVLT 

TPFLTPPGKGGGAAGALERRTE 

EGDRDAGGAAQEGGLTPTSVP 

PSS*HTLWLRTVDPEASTSPSTP 

RHPYPNRGGGGRALEPHPRR*V 

*AGCHYENDMAHNHSDRGGLP 

t v\/\/t TTPn TDDrii^p.rir: a An a 
1_*K VVLl IrrLl rr OKUOvj AAO A 

LERRTEEGDRDAGGAAQEGGL 
TPTSVPPSS 


11014 


41382 


A 


11076 


1 


1707 




11015 


41383 


A 


11077 


1 


1407 
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SEQ II) 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
todon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11016 


41384 


A 


11078 


1 


1275 


MVKGSIQQEELT1LKIYAPNTG 

APRFIKQVLSDLQRDLDSHTIM 

TGDFNTPLSTSDRSTRQKVNKD 

IQELNSALHQADLIDIYRTLHPK 

STEYTFFSAPHRTYSIIDLIGGSK 

ALLSKCKR1EITTNCLSDHSAIK 

LELRIKKLTQNRSTTWQLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHK.RKQERSKIDTLTSQL 

KELEKQEQTHSK.ASRRQEITK1R 

AELKE1ETQKT1QK.1SESRSWFF 

EKINK1DRLLARLIKKKREKNQI 

DAIKNDQGDITTLERVVLEEPD 

TLHLLNYTPRKVLYRWNRQSS 

TS V I ETNKTS VELSLPFDEDYIIE 

1KPFSDGG DGSSSEQIRIPKIS/NK 

KTK*PNPWRQK*G**LAVADA 

Y A RG SG A STSN ACTLS A 1 ST1 


11017 


41385 


A 


11079 


1 


426 


MLHTKQHLSMGTEDMDDKLH 
FSDCSAASLVSLSTTTGGHVLT 
NMSADIARYLPVLYRWNRQSS 
TSV1ETNKTSVELSLPFDEDYNE 
1 KPFSDGGDGSSSEQIRJPKISNA 
*ARGSGASTPNACALSAISRIMI 
SLTARSSL 


11018 


41386 


A 


11080 


3 


620 


DRTLAEAPHTAPARSGHRGWC 
PRPHRRR RN RG RQLL APG RG A 
DPGAGEAATVQWRLLRGQPAA 
ALHVQQGAGDAANAGLQRGA 
HADSHDRAVPAGHAPGPVAAA 
GRGHDGQVPAALG*AGGPVGL 
RRPEPPLQTRGKGRLAPATQQV 
GQARRLPTGRGQLLLRRPQPAA 
HHGPRPRLGGRGRGGSHKSPPH 
GIWPRLAGWRATLE 


11019 


41387 


A 


11081 


335 


640 


PLGVLWSLWKSLVHSDAGAGE 

i * n?\/iTr~:cx\x/DXTD*f^r , r , T vdmv 
L cvlluaJ WrlNr yLLL V rIN V 

DDEEEGEEQDDDDDEEEEGL*D 
IDEEGDEDEGEEEEDDDDVEEG 
EEDEGEDDWKFAK.E 


11020 


41388 


A 


11082 


2 


204 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11021 


41389 


A 


11083 


3 


1471 


SKDTKRDVDSKSPGMPLFEAEE 

GVLSRTQ1FPTTIK.VIDPEFLEEP 

PALAFLYKDLYEEAVGEKKKE 

EETASEGDSVNSEASFPSRNSDT 

DDGTGIYFEKY1LKDDILHDTSL 

TQKDQGQGLEEKRVGKDDSYQ 

PI AAEGE1 WGKFGTICREKSLEE 

PKG V YGEG RI S RPCGDRW* RSD 

AEESSHHRGRQSGYPENKLCGF 

LLKTPHHVLERADEAGSHGNE 

VGNASPEVNLNVPVQVSFPEEE 

FASGATHVQETSLEEPK1LVPPE 

PSEERLRNSPVQDEYEFTESLH 

NEVVPQDILSEELSSESTPEDVL 

SQGK.ESFEHISENEFASEAEQST 

PAEQKELGSERKEEDQLSSEVV 

TEKAQKELKKSQIDTYCYTCKC 

PI S ATDK VFGTH KDHE VSTLDT 

AISAVKTVIRDSDKTKSGEGAY 

GREMKSPHKFPEGKIHNDK.EH 

DR1VQEFLAETGPKVTRFNEQC 

RFRPRIYVYENNQTQ1MVEEPQ 


11022 


41390 


B 


11084 


148 


235 




11023 


41391 


A 


11085 


30 


420 


VSGTRGPSPCLGTSWASGAWR 
PPLGGLPPSAGANGPGRVRSAA 
GCSLVAGCKVLGSWVSGFAGR 
SHVACAGSSGESVRARCPGTA* 
AAGGPGPQAFQAAY*QGSRMH 
RA PPRPNRQVQT WWEEG AGTG 


11024 


41392 


A 


11086 


2 


73 


ERLRMPGVAKGRPR*GNPRRG 
RG 


11025 


41393 


B 


11087 




1412 




11026 


41394 


A 


11088 


39 


427 


PPYWGHFHSSAAASAALKGKD 
GGSSRSLVPPAQ*HSHSPSKTHC 
VHTPSRSCAQGLTHTLTQSPPSL 
KIAQSPSFDARAHARLR1WQIPS 
APRVPPLSASLSPTRTAGSVRFE 
SQSTKTSRSHRFLPRT 


11027 


41395 


B 


11089 


1 


813 




11028 


41396 


A 


11090 


3 


365 


RTPSSKGCGRPPRGMGAQGSA 
GCGRRRSPRRSRQARRWSHPC* 
PPSSPPWPRPARSPPGCSHRAAL 
SSPSPPSSFLARHSARPRLALAL 
GPPPWCSSGCASSAPFDLQHPE 
QSQNQDARG 


11029 


41397 


C 


11091 


295 


412 




11030 


41398 


A 


11092 


21 


164 


GAVTENDFYDLVRTIGGDLVE 

KVDL1DKFVHPK*VKSFLILPLTI 

SV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ IIJ NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11031 


41399 


A 


11093 




1373 


G ISTM VGSALRRG AHAY VYLV 

SKASHISRGHQHQAWGSRPPAA 

ECATQRAPGSVVELLGKSYPQD 

DHSNLTRKVLTRVGRNLHNQQ 

HHPLWLIKERVKEHFYKQYVG 

RFGTPLFSVYDNLSPVVTTWQN 

FDSLLIPADHPSRKKGDNYYLN 

RTHM L RAHTS AHQ WDLLHAG 

LDAFLVVGDVYRRDQIDSQHY 

PIFHQLEAVRLFSKHELFAGIKD 

GESLQLFEQSSRSAHKQETHTM 

E A VKLVEFDLKQTLTRLMAH L 

FGDELEIRWVDCYFPFTHPSFE 

MEFNFHGEWVLEVLGCGVMEQ 

QLVNSAGAQDRIGWAFGLGLE 

RLAMILYDIPDIRLFWCEDVERF 

LKQFCVSNFNQK.VKFQPLSKYP 

AV1NDISFWLPSENYAE\NDF*Y 

LVRTIGSDLVERVDLIDKFVLPK. 

THKTSHSYRIMYR\HMEPTLSQ\ 

REVRHI/HIQALQEAAVQLLGV 


11032 


41400 


A 


1 1094 


8 


119 




11033 


41401 


A 


11095 


2 


475 


QAGPSGG1PEGIAITGDDSSMHA 
IAPEDLPVGQDVEAEDSDTGDL 
DPVLTVFRRGVEREFFSNWYKT 
AWSFSKLAQKGLLSS*PSSLSSS 
SSSSDKAVTAGTELFASSLSSSS 
DPRRSISSSSLLFVAPLPVVSSTL 
AGPYLPTAFFTPGRLAFSFS 


11034 


41402 


B 


11096 


677 


696 




11035 


41403 


A 


11097 


1 


357 


STM1EAHVDVRTTDGYFFLLFC 
VG FTK.KHNN L IPKTS YA *HQQ Y 
ICLPHQDDRVTHQNPSLPDGSIA 
RVLSIYYLYISRREMNS1ISQGL 
QKVHIHIVIPGSLMNQELLDDLI 
TVFFKA 


11036 


41404 


B 


11098 


1 


541 




11037 


41405 


A 


11099 


14 


671 


PAPWRLGKNKRLTKGGKKGA\ 
KKKGVNPFSKXEWY\D\VKAPA 
MFNIRNIGKTLVTARTQGTKIAS 
DGLK/GVRVFEVSLADLQNDEV 
AFRK\FKLIT\EDVQGKNCLTN\F 
HGMDLY/TRDKMCSMVKK\WQ 

1 MitAM VU V IS. 1 llJUYLLKLrL- 

VGFTKKRNNQIRKTSYA\QHQQ 
YVRQ I REGR WM\EIM DPRR WQD 
QMDLEEVGHELIAGSIWKRHR 
KGLPIYLSSP 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11038 


41406 


A 


11100 




217 


RQGLTLSFRLECPGVISAHCSLN 
LPGSSKPPASAPQVAGTTGVYH 
HAS*FFIFFVEMGFHHVAQPGL 
CNFVF 


11039 


41407 


A 


11101 


2 


442 


LDVQIQEAQRTPGKF1AKRYSP 
RHFVIRLSKLKTKERILRAVRQ 
KHQVTYKGKPIRLAADFSTETL 
QARRDRGPIFSLLKQNNYQPRI 
LYPEKLSIIYEGKIQSFSDKQML 
REFAIRKPPLQELLKGSLNLETN 
PGNT* K.QNFFKA 


11040 


41408 


A 


11102 


2 


545 


EPRPGEKTAHVYGPDCLCGSCV 
QLSFSGAFFSTRWVSYEQANCK 
GEQFVFEKGEYAHWDWWTSS 
QRT/DLSSLRPIKVDSQEHK11LY 
ENPNFTGKKMEI1DDDWPSFHA 
\HGYQEKVSSVWLRSGTWVGY 
*YPGYRGLQYLLEKGDYKDSS 
DFGARHPQVQSVRC1HDMQGH 
QCGAFHPSK 


11041 


41409 


A 


11103 


2 


389 


EIIDDDVPSFHAHGYQEKVSSV 
WVRSGM*VHCQPWLTLPQELR 
LWGPRSGETLALTSAPVSKTCD 
FG A RHPQ VQS V RC 1 H DMQG HQ 
CGAFHPLGTQEEEEAGQKEQM 
EQVPFWLARGDICELSGKKSV 


11042 


41410 


A 


11104 


1 


446 


MEEEELEFVEELEAVLQLTPEV 
QLA1EQVFPSQDPLDRADFNAV 
EYINTLFPTEQLPMPSAHGGVSS 
CGNAGGPVSFATRENARCGIW 
GSGGVCDGVFGA/GAAGWGGV 
*GGGALGWMLSGRR1VLRSAIF 
TSPVSRAGSPERGWSCDC 


11043 


41411 


A 


11105 


1 


210 


SSDGRHLAFDQGSPG*VLGHVG 
KQRAVDVQPSVAVRVRQPLLL 
LST1MGSGLLGWEQGIDILNS1EI 
CSI 


1 1044 


41412 


A 


11106 


2 


287 


AAESPGRSTRTDGAGLTRSLPR 
GSRCAGAWVAAGGLSWARGG 
GRQEAGWRNDG*GGTGARGG 
AGSRAAAHARGAAGHRASVSK 
PGPSRSSRFQCC 


1 1045 


41413 


A 


11107 


150 


389 


GEEI A WLG AA RPG KPTPSRIPL* 
PSLFPWRPHKFPERSVFAGSQP 
ASQSPPLRPPPPSHPEGSCLGSR 
LPPPGYLLPLR 


1 1046 


41414 


C 


11108 


43 


213 




11047 


41415 


A 


11109 




246 


SSFPAPAREGALAPCRCLAGISV 
TLQGNP*GRCHHHHHHHHHHH 
HRC YDSQESGKLPRPG PKA ELE 
GPPAWLLVGPGAHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1048 


41416 


A 


11113 


1 


726 




1 1049 


41417 


A 


11114 


2 


251 


LSCGRSLHQGSVTSCKTrNALT 
LTVDTWRGCAW*GCACTFHCR 
SATNM1RAYVYFSTISVLSLQEI 
RLSLRAILADLRLSICF 


11050 


41418 


A 


11115 


1 


1041 




11051 


41419 


A 


11116 


1 


398 


MGPNSTLENLLKGATSVFYNR 
DQEEAQKKERKLRGRTKALAA 
ALQ/SWQSPGAPRCIH*LLSVW 
QARVF*RGMPRQQDEATSTLSI 
QWQKPVETELSPDMEVTGFRA 
SLTDERVHLPEVLPQEYTEQRR 
QGHL 


11052 


41420 


A 


11117 


5 


137 




1 1053 


41421 


A 


11118 


5 


272 




11054 


41422 


A 


11119 


2 


21 1 


WNQPRCPSTVNW1MKIWYIYT 
MEHYAA1KRNMIMSFAATWME 
LEAIFLSKMPQ*QKNKYCVFLH 
ACLES 


11055 


41423 


B 


11120 


1 


1560 




1 1056 


41424 


A 


11121 


1 


588 




11057 


41425 


A 


11122 


80 


574 


EPAAQGNVLVDLLC*MKNRNR 

WLPNELSQVLHVTQSQFSKTG 

MSAKHTAFAMRMSPAQMTDIV 

VGLSTGQSPFMVLMQQGGHSA 

MQETRIASLPVTAIPAGMKIPCV 

TAGSACMVGPSVRVNEWFSAY 

GMAGMAYSRVSTFVRGLSPRY 

LTTREAPGCGSSAGH 


11058 


41426 


A 


11123 


48 


131 




11059 


41427 


A 


11124 


1 


1195 




11060 


41428 


A 


11125 


2 


1028 




11061 


41429 


A 


11126 


1 


1008 


N MMEQVLDIPSL* VISKDNAN V 

TIDAVCFIQVIDAPRAAYEVSNL 

ELAI1NLTMTNIRTVLGSMELDE 

MLSQRDSINSRLLRIVDEATNPL 

ALKIAARMIEDGELDKR1AQRY 

SGWNSELGQQILKGQMSLADL 

AKYAQEHHLSPVHHQVAEWM 

RARNGQLFRLRSNHLTLLVEQN 

NFYARGAKIYPDIHIDRSLKKCP 

SDLFAANARCGICQQSDERCLR 

YQPRRERGLYRJDITYPGKSYTT 

TALPSRFVWFVTGKAQSTQAS 

ALSYIDSLLYHHLDL YGQRLG H 

LDDGTDSWNHVPTLNGQCTLV 

LIHEYVDTRGPEIKTILVISWWN 

1LVFH 



1493 



wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11062 


41430 


A 


11127 


3 


333 


DIGIGEENRKRWLRTGKCSFLP 
KEREWMDRLMSWGLVDTFRH 
ANPQTADRFSWFDYRSKGFDD 
NRGLRIDLLLASQPLAECCV*T 
G1DYEIRSMEKPSDHAPVWATF 
RR 


11063 


41431 


A 


11128 


2 


136 


YCKLACLQVDSRGSQVFALDV 
AARHR*QFAMPESDAVAMLKH 
LS 


11064 


41432 


A 


11129 


3 


431 


GVFGRVSEKQRPAAPAAGERPL 
PRPRPLPCGAAARTGPFAAQAA 
* RA AAAPRSERRRHHGAEEGH 
QRCIYRHAADRALGEAARRTG 
YALRPAGEPELAAAARRR*RAP 
DPGPRVPRHLGLLATRACPPGG 
AHCSPERGAISW 


11065 


41433 


A 


11130 


64 


2436 


RRQGLEGWWA1GLEGLTGKAL 

AWLFTVPGVRGLQWSPRFFLTR 

LRTLLCKVLGVLFSVAGGKK.G 

PTC 1LQ1LKGQRRQE A*CISG WA 

ERVWASGQA*WEVWLHWAKS 

RNWFLFWKQHVHALRVRLDTT 

LFSLEEGSSFWNQGLTWKVVR 

RTFSF.S1NHTPRITLGVPYSVHSF 

QLPGLLNFGEFKVCFVLSPR1FN 

LTHENFLSSEGPEIGGLLGATFN 

CLNKRLAKYRMRNVHPKPKLV 

RYLHSRLPPEPAAAP*AWCGPR 

HLSCRQMSSSSQ1 GN DSFQLQV 

TPVHLLPLSHTTRKNPEMYDLP 

LLFFNPQESAILQLFHQDGECLH 

CSPIVGDWCHLGHSQACPSFSV 

PSGLFVPSLLCGAAFGRLVANV 

LKRYS VC V R VC AH VH VC ARVR 

VYACVWVRMTISLTVILIESTN 

EITYGLPIMVTLMVSTLPPGPCQ 

AQGHVRPTGPIFRSLLEWETEV 

EMDK*GHDFAHVLVSEC1SSEA 

*GMLLFCGGPDRSLFSTFRAVW 

SLSRLLDSVIAAGKQ*A*RT*SV 

GYSLLCPDLKGDPSAVSILRTT 

VHHAFPVVTENRGNEKEFMKG 

NQLISNNIKFKVKKTA*EERQV 

H1ASEEPAEKEDLLQQMLERR* 
EPGGAPTARRATQRWGEPLAQ 
MFPLTFHGLILRSQLVTLLVRG 
VCYSESQSVSLSEAE1SQARPDE 


11066 


41434 


A 


11133 


3 


80 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


11067 


41435 


A 


11134 


2 


958 


LKCELS\DQGLAPAIQTVRLTHE 
SLTALEIPNALLQTIQDLILDLR 
VRCVMATLQHTAEEIKRLAEK 
EDW1VDNEGLTSLPCQFEQCIV 
CSLQSLKGVLECKPGEASVFQQ 
PKTQEEVCQLSINITQVF1YCLE 
QLSTKPDADIDTTHLSGDVSSP 
DLFGS1IIEDFSLTSEQRLLIVLS 
NCCYLERHTFLNIAEHFEKHNF 
QGIE*ITQVSMASLKELDQRLFE 
NYIELKADPIVGSLEP*IYAGYF 
DCKDCLPPTGVRNYLKEALVNI 
IAVHAEVFTISK.ELVPRVLSKGI 
EAVSERAQSTDAVCF1LQQKWS 


11068 


41436 


A 


11135 


52 


1053 


MDEEERVYRACYILCISLLSSPG 

NPGLHSPMLDLDNDTRPSVLG 

HLSLFLIQKYNHSILFFSPLAWR 

YKTPHRVAFVEKLTKLVLSQLP 

YF*IISNMFYFVFLIFKTAEKSNP 

INH1*TRLCLFLVF*KMIQEVMH 

SLVKLTRGALLPLSIRDGEAKQ 

YGGWEVALRSHSAHFCLDVFV 

RRLTHESLTALEIPNDLLQTIQD 

L1FRPGSQL*PVSRIFIFSAGTFRF 

K.NHLHDFTGFHTCLTGAPRGPV 

GGCASDDGQAAADTSQWLS*I* 

VLYL*LFLLASMFSLSVDVFSL 

AP*R*FSKHLFCF*EQRLL1VLSN 

CCYLERHTFLNISHGSP 


11069 


41437 


A 


11136 


50 


426 




11070 


41438 


A 


11137 


2 


949 


QQVWKQNCFKHYSNETDNSTT 
QLVG VQTLQV V VPSLILCEHCM 
NFSSPHVWCCMVQAVPGGQGQ 
TIMQVPVSGTQGLQQVSNPKY 
*AVYQRRGFKE*IITTGQTQQ1II 
QQPQTA VTAGQTQV1 PLALSHR 
SKTDLEESDN* VRYQPVN ADGT 
1LQQGKCTHKLP*DFLGQLFCPL 
DN*HTTSSGQGTVTVTLPVAGN 
VVNSGGMVMVRKCIFQLCL*N 
FLEHAT*CLLKEEPLYVNAKQY 

RRVCITLGRI* ERRI AG FYF*NY 
LFSPKEKDSPHMQVGRHIHFILL 
FITLY 


11071 


41439 


B 


11138 


26 


80 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11072 


41440 


A 


1 1 139 


203 


797 


HRHIARHLFPRTTPTP*LSWQGS 

TPRWKGVRAVVTQPRKERRA 

ESEQFQATK.PRSQL* LQPPTPSL 

VSSCQLKTTAASRPLT*PSKSVY 

PSAPFHPWLPC/SKPERSVSPES 

NDSISEELNHFKPIVCSPCTPPK 

RLPDGRVLSPLIIKSTP/PQPK.QK 

PAEADFL*GQSTDPQKVGTDLS 

GAADQKDPFKSHSYLSGS 


11073 


41441 


A 


11140 


33 


379 


EATSNFKQPPSLPFWCLKSRTSL 
KPRQSKVCSSSFPVI*GKTGNEL 
ALQIP*FKSSCGPRFPD***PAGR 
/SAPSLGPPPSQSCAHQ*EHWVQ 
VCIKHGITNAEPPAEHLK.VLVR 
E 


11074 


41442 


A 


11141 


248 


622 


SESSGRFWLCGLGPGTSPLLSL 

KFPHLLPASRGRSPPSPRPRVPR 

GKATQVVWAWGYRCVDEDPA 

RCLGTPGRTD/PHCGQGLLCPL 

GKSCSTSQPLSQGDGRGTSWDR 

SHACSPGGHPHRC1GCM 


11075 


41443 


C 


11142 




1311 




1 1076 


41444 


A 


11143 


452 


1286 




11077 


41445 


A 


1 1 144 


2 


299 


GLPLAHGLLGRFGMDRIYEGQ 
VEMTGD*CDVES1DGQPGAFTC 
YLDVGLARTITGNKVFGALKG 
AVDKGCSVPHSTR*FPACDSAE 
FALG1PYFVQPNI 


11078 


41446 


B 


1 1 145 


49 


832 




1 1079 


41447 


A 


11146 


1 


1074 




11080 


41448 


A 


11147 


1 


360 




1 1081 


41449 


A 


1 1 148 


1 


1 155 




11082 


41450 


A 


11149 


75 


266 




11083 


41451 


A 


11150 


2 


222 




11084 


41452 


A 


11151 




549 




11085 


41453 


C 


11152 


453 


665 




11086 


41454 


A 


11153 


1 


1962 




1 1087 


41455 


A 


1 1 154 


1 


295 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSL\YIYFFLDEFM 
YFAGTWMKLETULSK.LSQGQK 
TKHRMFSLVGGN 


11088 


41456 


A 


11155 




363 




11089 


41457 


B 


11 156 




375 




11090 


41458 


A 


1 1 157 




197 




1 1091 


41459 


C 


11158 




270 




1 1092 


41460 


C 


1 1 159 








11093 


41461 


C 


11160 




268 




11094 


41462 


C 


11161 




301 




11095 


41463 


A 


11162 




289 




11096 


41464 


B 


11163 


19 


240 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


had 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11097 


41465 


A 


11164 


2 


253 




11098 


41466 


B 


11165 


1 


978 




11099 


41467 


B 


11166 


1 


316 




11100 


41468 


A 


11167 


191 


319 




11 101 


41469 


A 


11168 


608 


763 




11102 


41470 


A 


11169 


274 


437 




11103 


41471 


A 


11170 


1 


417 




11104 


41472 


C 


11171 


1 


792 




11105 


41473 


A 


11172 




449 


IYLTKELKDLYKEKCKTLLKEIT 

DDTNKWKHIPSSWMGRINIVK 

MTTLPKAIYKFNAIPFRIPPSFFT 

ALEDTILKFIWNQKR/CPHSQCK 

IKQKEQ1WRHHTT*FQAIL*GHS 

HQMS/1GTWMK.LEN11LSKLLQG 

QKTKHCM FS LI GGN 


11106 


41474 


A 


11173 


1 


441 




11107 


41475 


B 


1 1 174 


1 


597 




11108 


41476 


A 


11175 


5 


265 




11109 


41477 


A 


11176 




280 


SIYPNTCTRMFIVALLTIAKTWN 
QA1CPTMIDWIKKMWHIYSME 
YYAA1KNDEFMSFVGTWMKLE 
TI1FSKLSQGQK\TKHRMFSL1GG 
ELEQ 


11110 


41478 


A 


11177 


590 


747 


KAYQPEKAQDQVDSQPNSTRG 
TWMKLETI I LSKLTQEQKYTKHC 
IFSL1SGS 


11111 


41479 


A 


11178 


3 


274 


FYYKDTCTHMFIVALFTIAKTW 
NQPKCPS VID W/IMKNM WH I YT 
MEYYAAIKNDEFMSFSGTWMK 
LETIILSKLTQE\QKTKHCMFSLI 
SGS 


11112 


41480 


A 


11179 


1940 


2061 




11113 


41481 


A 


11180 


493 


743 


KATRSVNC/WWDHL*RPFWGS 
PH 


11114 


41482 


B 


11181 


1 


1248 




11115 


41483 


B 


11182 


50 


8445 




11116 


41484 


A 


11183 


40 


125 




11117 


41485 


B 


11184 


1 


1896 




11118 


41486 


A 


11185 


1 


624 




11119 


41487 


A 


1 1 186 




357 




11120 


41488 


A 


11187 




304 




11121 


41489 


A 


11188 


681 


834 




11122 


41490 


A 


11189 


3 


2128 




11123 


41491 


A 


11190 


175 


402 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11124 


41492 


A 


11191 


46 


790 


NPGAVKMPAYHSSIMDPDTKLI 
GNM/AHLLPIRSQFKGPAPRJET\ 
KDTADIVDEA1FLPSGPNVFF\KN 
YEIKNE\ADRTL1Y1TLYISECLK 
KLQK\CQFPKAQGGG KEMFYA 
GESTNFSHFLGEPGF\PTLTAILC 
PN P ANK\QEDE\ VMRALFTNQP 
KGKRLGLRLCEKSFSDP\QNG*T 
P AK WVDL A F V KRQ FMVTN K SL S 
GPWTVEGSPGQPTVSRGPGAAF 
FQQDVTQSFCLYLVKFYRDERR 
ACLYLKNS 


11125 


41493 


A 


11192 




828 




11126 


41494 


A 


11193 


1 


525 




11127 


41495 


A 


11194 


43 


1826 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKEKEDDVP\QFTSAGENFD 

KSLAGKLRETLNISGPPLKAGK 

TRTFYG LH QDFPSV V L VG LGK 

KAAGIDEQENWHEGKENIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKXMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRF AEIIEKNLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGGISIKASA 

NMDLMRADMGGAATICSAIVS 

AAKLNLPINUGLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDAXEGRLILADALCYAHTFNP 

KV1LNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASIETG 

DRVWRMPLFEHYTRQVVDCQL 

ADWNNIGKYRSAGACTAAAFL 

KEFVTHPKWAHLDIAGVMTNK 

DEVPQSTGKA*LGRPTRTL1\EF 

L\LRFSQDNCLVQILKNVFHSVL 

NWTVELKKVFE 


11128 


41496 


A 


11195 


1 


273 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


11129 


41497 


A 


11196 


2996 


8256 


LPTRRSWAVFFKGGESGAHTLR 














RKARKKRKKQVKGGSPKKGEE 














AK.K.VEAPRLPK.LAAPGGGAGA 














KGGAGGTSDMRLWSWVLHLG 














LLSAALGCGLAERPRRARRDPR 














AGRPPRPAAGPATCATRGPRPP 














RLAAAAAAAGRAWEAVRVPR 














RRQQREARGATEEPSPPSRALY 














FSGRGEQLRVLRADLELPRDAF 














TLQVWLRAEGGQRSPAVITGL 














YDKCSYISRDRGWVVGIHTISD 














QDN K.DPRYFFSLK.TDRARQV 


11130 


41498 


A 


11197 


75 


266 




11131 


41499 


B 


11198 


1 


363 




11132 


41500 


A 


11199 


1 


649 


PRIRHEV1EEVIRMMLEIINSCLT 














NSLHHNPNLVYALLYKRDLFE 














QVFRTHPSFQDIMQNIDLVISFFS 














SRLLQAGAELSVERVLEII\SQG\ 














ALRCPKDRLKEISQKLKFKYVE 














EEQPRGVF*SPYVWSLVLQLQQ 














S A L Y WEFHRTFQLFHPWDSRLR 














GRDASSPPGTPSSQGRPFQSSFIS 














GVTEVGQTGYLVYLLLKEDCT 














SVFSSHTLIWR1GC 


11133 


41501 


A 


11200 


108 


210 




1 1 134 


41502 


A 


1 1201 


53 


259 




11135 


41503 


A 


11202 


1 


2679 




11136 


41504 


A 


11203 


1 


675 




11137 


41505 


A 


11204 


834 


1077 


KGL WTVPPSFG DTVSG PPVPTG 














G S AG HTVPPPPR* CRRQPPPS PP 














W RRLFLPQLRSRSSQPPAG PA R 














HLPPPAARPECFCA 


11138 


41506 


A 


11205 


1 


681 




11139 


41507 


A 


11206 


1777 


1940 


VPILPQPLLLHP11LLS*VPILPQP/ 














PAPPPYNPFITSPPHTWSGLQFH 














SVTSPPPPAQQFTLKRVAEAKG1 














VK. 


11140 


41508 


A 


11207 


3 


547 




11141 


41509 


A 


11208 


1 


578 




11142 


41510 


A 


11209 


194 


379 




1 1 143 


41511 


A 


11210 


1 


927 




11144 


41512 


B 


1121 1 


1 


916 




1 1 145 


41513 


A 


11212 


1 


441 


RRKLQKQALGPEQNLETLLNL 














ATSVFYNRDQEEQVQKEKRDQ 














RKAAALVMALRQTNLGGSERT 














EH E AGQSPGKACYQCGLLGHF 














KKDCPMRNKLPPR/RVSTMLRQ 














SLEGALPQRMKVPWVRSPQPD 














DPTTGLRVPGASASSCHHPH 


11146 


41514 


A 


11213 


164 


359 




11147 


41515 


C 


11214 


157 


189 





1499 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11148 


41516 


A 


11215 


13 


399 


VEAFPTGSEKATAV1SSLLSD11P 
QSRLPTS1PSDNRRAF1SQISQAV 
FQALS1P*NLYIPYGPPSSRKH/T 
LTKLSHQLK.KDWTILLPLSLLRI 
QACPRNATGYSPFKVLYRHSFL 
LRPSL1 PDTRPT 


1 1149 


41517 


A 


11216 


2 


152 


WYGEIMGDVSQGCFER* WAMF 
LRAASSGIRGGVGT*SGRH*AE 
GRFYGDFRGNRAASVFSR 


11150 


41518 


A 


11217 


1 


1143 




11151 


41519 


A 


11218 


28 


453 




11152 


41520 


A 


11219 


275 


1128 


D1STPSLATDHMPITIPLNLIT/TY 
PTQRQYP1PPHALKGLKPVITDL 
LQHRLLK.PINSPYNSPILPVQKP 
DKSYRLVQDLRLTNQ1VLPIHP 
VVPNLYTLLSSIPSSTTHYSVLH 
LKDAFFT1PLHPSSQPLFAVTWT 
DPDTQQSQQLTWAVLPQGFRD 
SPHYFSQALSHDLLSFHPSASHL 
IQY1DDLLLCSPSFESSQQDTLL 
LLQHLFSKGYQSDDRPAFTSQI 
TQAVSQALGIQWNLHIPYIIPQS 
SGKVEWTNGLLKLLLLLLTANI 
DDTSYLQIPHKGLQ 


11153 


41521 


A 


11220 


1 


606 




11154 


41522 


A 


11221 


713 


835 


LSQWRSDNGPAF1SQ1TQAVSQ 
APGIQ*NLY1PYHPQSSGK 


11155 


41523 


A 


11222 


1 


1133 


AEALPVQFYFHLSD1RGMLLHE 

PDLQKGIKAVSQEDPQWSYQA 

DSPG I ARRDYM VSRL VEGLKK 

AAYKAVNYDKLKKTTQVTIVP 

GPDFNLASH1IPDTTPDPHDCYL 

SDTPGIHS1SH1SFFAIPHPDHTW 

FIDGSSTTPNRHTPAKAGYAIVP 

STSI1EAAALPPSATSRQAKLIAL 

TRTLTLAKELCVNIYTDSKYAF 

HILHHHAVIWAERGFLTKQGW 

SNINASLIKTLLKATLLPKEAGV 

IHCKGHQKASDPIAQGNTYAD 

K1AKEAASGPTSVPHGQFFSFSL 

VTPTYSPTKTSTYPSLLTQGKW 

FLDQGKYLLPASKAHSILPSFH 

NLFHVGYKPLAHLLEYLISFLS 

WKSILKEITSQ*SICYSTTPQG 


1 1 156 


41524 


B 


11223 


1 


1156 




11157 


41525 


A 


11224 


1 


4991 




1 1 158 


41526 












11159 


41527 


A 


11226 


203 


1772 




11160 


41528 


A 


11227 


1 


1669 




11161 


41529 


A 


11228 


1473 


1604 




11162 


41530 


A 


11229 


82 


159 
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SEQ ID NO: 


Met 


SEQ Il> NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






11 163 


41531 


A 


1 1230 


1 


1323 




11164 


41532 


A 


1 1231 


377 


631 


LLKGKLTNRKDIHTKTPSVRHH 














HRRPKPGRDTTKKI1LNQYPW* 














TSMQK.SSIKYWQTESSSTSKSLS 














TM1KLASSLGCKNWKK.L 


11165 


41533 


C 


11232 


1 


1677 




11166 


41534 


A 


11233 


753 


966 


FVFLWSLMMVTYRWGFGVDV 














LSVC*FSFQQS\EPQLQVCWSLL 














EVHS*PCLPGYQQRRNSCWPRG 














SCDVVIT 


1 1 167 


41535 


A 


1 1234 


1253 


1459 


LSDSPKLK*RKKC*GQPERKVG 














LPTKGSPSD*QQISWQKLCKPE 














ESGGQYSTFLKKRIFNPEFHIQQ 


11168 


41536 


B 


11235 


1 


924 




11169 


41537 


A 


11236 


299 


436 




11170 


41538 


A 


1 1237 


259 


536 


FQKEWYQLLLVPLV/EI WL* 1 HL 














VLDFF*LVNY*LLPQFQSMLLV 














SSEIQLLPGLVLGEC1V1CQGIYPF 














LLDFLWSLMMVTYRWGFGVD 














VLCVC 


11171 


41539 


D 


1 1238 


79 


1587 




1 1 172 


41540 


A 


1 1239 


1608 


1763 




11173 


41541 


A 


1 1240 


1 


2001 




1 1 174 


41542 


B 


1 1241 


1 


741 




11175 


41543 


B 


1 1242 


1 


1368 




1 1 176 


41544 


C 


1 1243 


1 


3924 




1 1 177 


41545 


A 


1 1244 


470 


619 


KVTRGWGSPHQDAG*SPCQSH 














QDQTP*GILK.EHQEKARRK*RQ 














LCVLQL 


11178 


41546 


B 


1 1245 


1 


3546 




11179 


41547 


A 


1 1246 


363 


476 




11180 


41548 


A 


1 1247 


1 


759 




11181 


41549 


C 


1 1248 


376 


986 




11182 


41550 


A 


1 1249 


556 


821 


M S I RST WRRA EFNSWVSFLTFR 














LVDLSLVFDDGDVQVGFWCGC 














PSCLLVFLL/ISQDPQLQVCWSL 














QEVHSRPCSPGYQQQRLQYSEY 


11183 


41551 


A 


1 1250 


119 


340 




11184 


41552 


B 


11251 


1 


942 




11185 


41553 


A 


1 1252 


436 


732 


LHIWPFLLPCKAQNQVHCSKFC 














PLGRFPFMAVLQGCPRKGL*CC 














SCPLLGGIWISCRIICAFRTYLRP 














IMYIPLPFADGMLLCTAHSMAR 














PFP.VPQT VV 


11186 


41554 


C 


11253 


1 


1878 




11187 


41555 


A 


11254 


720 


1535 


ILPEVQGGAGTI*LSLFLIE*PLF 














LSPA*LPWPELPTLC*IGVVRDG 














TPVLCQFSKGMLPVFAHSV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


huJ 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 ! 188 


41556 


A 


11255 


2 


1059 


WLLAASPLWLCRIRP/LILAAFM 

GWQSRSALGTQSQESGKGSPD 

QVLVPQDCGPWLGSVELVSVP 

GSQAGEEPILSENKGRVTQMKI 

PEERSGSNICCSA1FAVLQPPLLI 

PRQTRSGVDLQQNPTDLQLRVL 

TVRRKTNKEKGHPHQNPTCTSP 

ASKTKGALRFIKQVLRDLERAL 

DSHTTMGDFNTPLSTLDRSTRQ 

KVNKDIQELNSALHQVDLIDIY 

RTLHPKSTEYTVFSAPHHTYSKI 

DHTVGSKALLSKCKRIEILTNCL 

SDHSAIKLELRIKJCLTQNHSTTL 

KLNNLLLNDYWVHKETKAEIK 

MVFEIDENKDTIYQNLWDTFK 

AVCRGKFIALKAHKRKQERVT 


11189 


41557 


A 


11256 


82 


159 




11190 


41558 


A 


11257 


820 


1358 


HTDGFLVWMPFLFVSFPSNSQD 

RQLQVCWRLLEVHSRPCFPGY 

QQRWLQNNRY/SVNRKCCCLIV 

PLEVLSQRSTHQHVGEWLCLL 

GRKFPAGMEACTAMLCSSSVL 

EAATLSFSVQHRACTGGS*KPQ 

QGRVYPSEGREHNGAAAFGPF 

CSSECPASCPDPGTQPCAPGTY1 

PFFSCQT 


11191 


41559 


A 


11258 


2435 


3261 


QVRGYRCRFVTWVNCMSLRFG 
VQRIPSPSLTGTQPPVGAD*HLT 
RPGTPLR*NFQRNDQAVTFAVH 
\HIH\FVQPLLLIPMQTGSGVDLR 
QTPTDLQL RVLT VRRKTNKQK 
GHPHRNP1CMSPSSKTKARQAN 
1Q1QEIQRTPQRYSSRRATPRHII 
VRFTKVEMKEKKLRAA REKGR 
VTHKG KPIRLTVDL L AETLQA R 
REWGPIFNILKEKNFQPRISYPA 
KLNFISEEE1KSFTDKQMLRDFV 
TTRPALQELLKEALNM ERNNQ 
YQPLQNHAKL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oi'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11192 


41560 


A 


11260 


1439 


2544 


VSSTTKEKALSVPPRWCILQKK 

NPPNHQPVSLPEVFLPQILKFSG 

PPHWRRIEDEYKVMRLNIGDM 

KTKKKMLEKYEQLEIRHQQKS 

RT*KAVCCIT*LSRHIILLGQAPL 

VQQSM*QPESHHQVNPPETSYG 

IHQTPKLS*IGIK*RPW1M/MSEV 

KGYKVGNFFFAKAPNRAPPLL 

KPRQTGSGVDLQQTPADLQLR 

VLTVRRNTN KQKGHPHQNPICT 

SPSSKTKEVENLEKRLDKWLTR 

LTN VEKSLNDLMELKTM A REL 

HDEGTSFSSQFDQLEERVPVME 

DQMNEMKQEEKFREKRMKRN 

EQSLQEIRDYVKRPNLRLIGVPE 

SDGENGTKLENTLQDIIQENFPS 

LARQANIQIQE1QRMPQR 


1 1193 


41561 


A 


11261 


2772 


3111 


QSGPSAAGLLEFAGGPLQTLFA 

WVSAAEVGKCKGSGSSLS*PK 

KGVMDGTWK1GSLPPEYCAFPT 

G*KNGAP/LRLYPTPGSEGPTPT 

ESP*/FASTA VGDQTA RQQRGW 

GRGARH 


11194 


41562 


A 


11262 


248 


597 


DRCPAAWDRHPAG1QSSRREPS 
KATWTLRSKLSVQDGRRDSSL 
RLNCKVAARLGAGHPPMLRLG 
LRC*YPGKQGLEWTSSKLQQTC 
H*GS*LLKGKLTNRKD1HSKTPS 
VRHYHQR 


1 1195 


41563 


B 


11263 


1 


2250 




11196 


41564 


A 


11264 


1298 


1681 


GVSVPLLWGASQLGYLGVMDP 

LAEAVCPFSDLQLHSGRTSTVF 

KAALGQSGAHCPERCVSAQS* 

AD*RALREHKQ*FGSTLCGPVM 

VVAMELGSSTMVELVSSPANS 

VKVFLFLHIFSSTCCFLTFS 


1 1 197 


41565 


A 


11265 


1272 


1497 


SGLLPIKVAFTKPQFLFILLRJWL 
*RGYVFCSWKVTTPREQPQC1T 
DGYQIFIFMQKTLSCLSILGKRT 
MSLMQ 


11198 


41566 


A 


11266 


1 


1071 




11199 


41567 


A 


11267 


788 


1286 




11200 


41568 


A 


11268 


3 


455 




11201 


41569 


A 


11269 


1 


711 




1 1202 












GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKK.K.PAP 
PK\PEPKPKKAPAKKGEKVPKG 
KKGKADAGKEGNNPAENGDA 
KTAQAQKAEGAGDAK 



1503 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11203 


41571 


A 


11271 


914 


1261 


takpktnwccraptsrlastfa 
tmpfkkaecvgdahpatvk.de 

PQRISARLS\AKPAPPKPEPKPK 
KAPAKKGEKVPKGKKGKADVA 
GKEGYNNPAEN\GDAKTDQAQK 
A\EGA\GDAK 


11204 


41572 


A 


1 1272 


3 


359 




1 1205 


41573 


A 


11273 


440 


642 


WKAEREEIEPR/PKKAPAKKGE 
KVPKGKKGKAEAGQDGDNPTE 
NGDAKTDQGQKAEGAGDAKR 
TVSHQN 


11206 


41574 


A 


11274 


499 


723 




11207 


41575 


A 


11275 


147 


459 


STYVPLPSPPSSMPKRKAEGHA 
MGDKAKVKDEPQRRFARLS\A 
KPAPPKPEPKPKXAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN 
GDAKTDQAQKA\EGA\GDAK 


11208 


41576 


B 


11276 


179 


400 




11209 


41577 


A 


11277 


24 


601 




11210 


41578 


A 


11278 


266 


441 




11211 


41579 


A 


11279 


17 


570 


HQPKKDLTGFVKWPRY1RLQR 
QRA1LYKRLKVHLAINQFTQAL 
ARQTATQLLKLAHKYRPETKQ 
EKKQRLLARAEKKAAGKGDVP 
TKRPPVLRAGVNTVTTLVENK 
KAQLVVIAHDVGPIELVVFLPA 
LCRKMGVPYCQ\1KGKARLG\R 
LVHRK\TCTTCRFTQYVNS\EDK 
GALAKVLVEAIRTNYNDRYDEI 
R\RHWGGNVLGPKSVARJAKL\ 
EKAKA K E L A H * TGG S YQDQLQ 


11212 


41580 


A 


11280 


175 


289 


RPCVKESGKPHLKSSTMWTTL 
KLL RI * PRRTTC S PRLS 


11213 


41581 


A 


1 1281 


205 


361 




1 1214 


41582 


A 


1 1282 


144 


396 


CLEVLHKILFFEMESHSVTQAG 
VQWRDLGSLQPLPPG\SSNSPTS 
ASQVAGIRSMRQKGRANFFVFL 
VEMGFHHVGQADLELLTL 


11215 


41583 


A 


11283 


241 


550 


















11217 


41585 


A 


11285 


2 


447 


PPLSRLLCPRHPHSGWPEGYSPE 
HLRCGLRSGTLRSRQALHCQVS 
SNP*PPSLWF*GCGNVL*ELCLF 
VLPVSVNLYQVLLSEIWEFHRT 



1504 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11218 


41586 


A 


11286 


1 


2172 


PAGRCRTAWAVAAQQLMLSA 

ALRTLK.HVLYYSRQCLMVSRN 

LGSVGYDPNEKTFDKILVANRG 

EIACRVIRTCKKMGIKTVA1HSD 

VDASSVHVKMADEAVCVGPAP 

TSKSYLNMDAIMEAIKKTRAQ 

AVHPGYGFLSENKEFARCLAAE 

DVVF1GPDTHA1QAMGDKIESK 

LLAKKAE VNTI PGFDG V VKDA 

EEAVRIARE1GYPVMIKASAGG 

GGKGMRIAWDDEETRDGFRLS 

SQEAASSFGDDRLLIEKFIDNPR 

H I EIQ VLGDKHGNAL WLNEREC 

SIQRRNQKVVEEAPSIFLDAETR 

RAMGEQAVALARAVKYSSAGT 

VEFLVDSKKNFYFLEMNTRLQ 

VEHPVTECITGLDLVQEMIRVA 

KGYPLRHKQADIR1NGWAVEC 

RVYAEDPYKSFGLPSIGRLSQY 

QEPLHLPGVRVDSGIQPGSDISI 

Y Y D PM 1 SKLIT YG SDRTE ALKR 

MADALDNYVIRGVTHNIALLR 

EVIIN\SRFGKRNLNT*FL\SKGF 

PEAFKGHLLTKS\EKTQFLAIAS\ 

SLFV\AFQLRAQHFQENSRMPVI 

KPDI AN WELS V KLHDKVHTV V 

ASNNGSVFSVEVDGSKLNVTST 

WXNLVASPLLSVSVDEHSEGLFQ 

r*i coca r^r^xiA^ctr^ci r^T\/vi/\/ 
ULoKtAOOJNivl&ll^r LU 1 V T rvv 

Mil TPI A API Mk'FX/II ElfVTRnT 

aSVLKorJvlruV V VAVSVlvruU 

AVAEGQE1CV1EAMKMQNSMT 


11219 


41587 


A 


11287 


62 


2600 


















11221 


41589 


R 


11289 


94 


1440 




11222 


41590 


A 


11290 


57 


237 


FLHAENKAHRPGISLCGLRAQP 
RQPASRHAW*SMRSEQRPWLT 
ASGRSSGQTRSSRSLG 



1505 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hull 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11223 


41591 


A 


11291 




1968 


EFDYSEDKSSWDNQQENPPPTK 

KIGKKPVAKMPLRRPKMKKTP 

EKLDNTPASPPRSPAEPND1PIA 

KGTYTFDIDKWDDPNFNPFSST 

SKMQESPKLPQQSYNFDPDTCD 

ESVDPFKTSSKTPSSPSKSPASFE 

IPASAMEANGVDGDGLNKPAK 

KKKTPLKTDTFRVKKSPKRSPL 

SDPPSQDPTPAATPETPPV IS A V 

VHATDEEKLAVTNQKWTCMT 

VDLEADKQDYPQPSDLSTFVNE 

TKFSSPTEELDYRNSYEIEYME 

KIGSSLPQDDDAPKKQALYLMF 

DTSQESPVKSSPVRMSESPTPCS 

GS\SFEETEALVNTAAKNQHPV 

PRGLAPNQESHLQVPEKSSQKE 

LEAMGLGTPSEA1E1TAPEGSFA 

SADALLSRLAHPVSLCG\ALDY 

LEPDLAEKNPPLFAQKLQREAV 

VHPTDVS1\SKTALYSRIRTTEVE 

KPAGLLFQQPDL\DSALQIARAE 

II\TKEREVSEWKDKYEESR\RE 

VMEMRKIVAEYEKTIAQMIEDE 

QREKSVSHQTVQQLVLEKEQA 

LADLNSVEKSLADLFRRYEKM 

KEVLEGFRKNEEVLKRCAQEY 

LSRVKKEEQRYQALKVHAEEK 

LDRANAEIAQVRGKAQQEQAA 

HQASLRKEQLRVDALERTLEQ 

KNKEIEELTKICDEL1AKMGKS 


11224 


41592 


A 


11292 


63 


2203 




11225 


41593 


A 


11293 


27 


586 




11226 


41594 


A 


11294 


89 


288 




11227 


41595 


A 


11295 




522 


HERFETTYFKKFP\GYYVTGDG 
CQRDQDGYYWITGRIDDMLNV 
SGHLLSTAEVESALVEH*RLLQ 
EAVWVGHPHPCEGVNASYCFV 
TLCDGHTFSPKLTEELKKAWM 
RKRLAPFATPDYIQNAPGLPKIA 
RSGKIMRRVLRKIYAQNDHDLG 
DMSTVADPSWISHLFSHRCLTI 


11228 


41596 


A 


11296 


2 


569 


















11230 


41598 


A 


11298 


1 


252 




11231 


41599 


A 


11299 


39 


174 


RHIYSSNEVH*KEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEIPLSSL 



1506 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11232 


41600 


A 


11300 


16 


379 


1LDTSPMRWTQKNFSMILAQPE 
QQCKTLSQNKNKDRRIKKKEE 
KKKKKK.KKKKKKKK.KKKKKK 
KKKKK*EKEKEKEKEK.K.KEKE 
EEKKK/QEEEEEEEEEEEEEEEE 
EEEEEEEEEEERRRR 


11233 


41601 


A 


11301 


1 


249 




11234 


41602 


A 


11302 


1 


353 




1 1235 


41603 


A 


11303 


1 


847 




11236 


41604 


A 


1 1304 


3 


224 


QEKKRRKEKKKVKEEEEEEEEE 
EEEEEEEEEEEKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKGRKTDLAVDPV 


11237 


41605 


A 


11305 


1 


417 




11238 


41606 


A 


11306 




1314 




11239 


41607 


B 


11307 




133 




11240 


41608 


A 


11308 


45 


266 




11241 


41609 


A 


11309 


35 


313 


FLQMEDTYIVTKLLLLLRFAWL 
YLDLVFVLI*YRKKRRKKKRKK 
KEKEKEKEKKKKKKKKKKKK 
KKKKKKKKKKKRKKEMALQS 
CSLWYLYA 


11242 


41610 


C 


11310 


240 


391 




11243 


41611 


A 


11311 


1 


579 




1 1244 


41612 


A 


11312 


141 


410 


PEPILTMESKGMWQLFELTL/H 
NSKVNTLSKELHSEFSEVMNEI 
WASDQIRSAVLISSKPGCFIAGA 
D1NMLAACKDPSRSNTAITRKH 
RE 


11245 


41613 


A 


11313 


1 


358 


KWFTPMEFEIKG G Y A * SKN WR 
LSVRCGGWPLRRLMEEGSLPNP 
SRIYYRNKLRILKSQNNSSVDPC 
ivit?m7 nprpvronr.u/pi Trrr^T^x 

IVIKfN LUct^c V UrvULi W tLrt^CU 1 

CSRVFHDDCHIPPVESEKMKES 
AGSQQCCQES 


11246 


41614 


A 


11314 


1 


921 _j 




11247 


41615 


A 


11315 


108 


2765 





1507 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1248 


41616 


A 


11316 


98 


2418 


AKLMAQQGQQGQMASGDSNL 

NFRMVAEIQNVEGQNLQEQVC 

PEPIFRFFRENKVEIASA1TRPFP 

FLMGLRDRSFISEQMYEHFQEA 

FRNLVPVTRVMYCVLSELEKTF 

GWSHLEALFSR1NLMAYPDLNE 

IYRSFQNVCYEHSPLQMNNVN 

DLEDRPRLLPYGKQEN SN ACH E 

MDDIAVPQEALSSSARCEPGFS 

SESCEQLALPKAGGGDAEDAPS 

LLPVSCK.LAIQ1DEGESEEMPKL 

LPYDTEETFDLK.TPQVTNEGEP 

EKGLCLLPGEGEEGSDDCSEMC 

DGEERQEASSSLARRGSVSSEL 

ENHPMNEEGESEELASSLLYDN 

VPGAEQSAYENEKCSCVMCFS 

EEVPGSPEARTESDQACGTMDT 

VDIANNSTLGKPKRKRRKKRG 

HGWSRMRMRRQKNSQQNDNS 

KADGQVVSSEKKANVNLKDLS 

KIRGRKRGKPGTRFTQSDRAAQ 

KRVRSRASRKHK.DETVDFKAP 

LLPVTCGGVKGILHKKKLQQG1 

LVKCIQTEDGKWFTPTEFEIKG 

GHARSKNWRLSVRCGGWPLR 

WLMENG FLPDPPRJ R YRKKKRI 

LKSQNNSSVDPCMRNLDECEV 

CRDGGELFCCDTCSRVFHEDCH 

IPPVEA ERTPWNCIFCRMKESPG 

SQQCCQESEVLERQMCPEEQLK 

CEFLLLKVYCCSESSFFAKIPYY 

YYIREACQGLKEPMWLDKIKK 


11249 


41617 


A 


11317 


1 


1210 




11250 


41618 


A 


11318 


1 


743 


MRYKKEQPLFLPKYDLGADAA 
1LQPQEEDCGSTQVRGGHHRTK 
TEETGLLVTSLNQGIKPHDSVT 
KLLSPQRSSVLFLLLITSGVHTD 
SSKAVLESRRSLGYEASFLEYF 
QSF YKLFPVDRLYA WHCSDH R 
NTTVTAINTDRPGLLTLSLTVTI 
GQGSKKAPSGFSH1SPAPTVKQ 
QPILCDDRDFSPSSFPSTNTPSQF 
ATNEVLTTGPPPGAG/CCQYSTI 
TRKTGPNCQAGGCPGGARPAK 


1 1251 


41619 












11252 


41620 


A 


11320 


3 


122 




11253 


41621 


A 


11321 


1 


289 




11254 


41622 


A 


11322 


1 


399 




11255 


41623 


A 


11323 


3 


259 





1508 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1256 


41624 


A 


1 1324 


1 


369 


MPATWEAEARESHKREFRTHL/ 
VQHSETPSEKEEE\EEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEGEEEEEEEEEEEEEEEEEEE 
GEEEEEEEEEEEEEEDEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEGEEEEEEEEEEEEEEEEE 


11257 


41625 


B 


11325 


1 


441 




11258 


41626 


A 


11326 


1 


267 




11259 


41627 


B 


11327 




234 




11260 


41628 


A 


11328 


1 


383 


M V RPFL Y KK1 KEEEEEEEEEEEE 
EEEEGEEEEEEEEEEEEEEEEEE 
EGEEEEEEEEEEEEEEEEEEDKD 
DEEER/EKKEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEKKHSL*DPD 
LGEKENKGQRKRKLARGTSQP 
SLSPGGSDPLGA 


11261 


41629 


A 


11329 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 
QTQCCAQATVQGLEGTRSWSQ 
SGTSSLSPWSHTSLRRRRKEEG 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE/1EEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEAKTQ 


1 1262 


41630 


A 


11330 


294 


501 


AFDKQPRGRGRVVKEEVLK.KK 
KKEEEKEEEGEEEEEEEEEEEEE 
E/EEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEE 


11263 


41631 


C 


11331 


618 


966 




11264 


41632 


B 


11332 


1 


332 




11265 


41633 


A 


11333 


1 


705 




11266 


41634 


A 


11334 


1 


417 




11267 


41635 


A 


11335 


1 


639 




11268 


41636 


A 


11336 


2 


2347 


LMLVVIFNGTERIEDLRKPPSFD 
AILGGGLRVLFFQNEAHPPFAS 
WRNN EE ARTDRPSQQLRSLNG 
KWRLMRYFLLTHLCETLVKVK 
DAEDQLGARVGY1ELDLNSGKI 
LESFRPEERFPMMSTFKGLLCG 
AVLSRIDAGQEQLGRRIHYSQN 
DLGEYSPVTEKHLTDGMTVRE 
LCSAAITMSDNTAANLLLTTIG 
GPNELTAFLHNMGDHVTRLDR 
SEPELNEAIPNDERDTRCLGQW 
QQRSQTINWPTTTLAP 


11269 


41637 


A 


11337 


56 


243 


YSCLMFPQDGE* LEKEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEN 



1509 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11270 


41638 


A 


11338 




503 


MKHQHFALLVPEKFLIAQSTAS 
RVDRRQIWRDVSSERGEISQCL 
KVGTSLNSTDVSAVEAVRATV 
LGSGTLTPTVLRSNAGPYTRIST 
VPACLLGQEEEEEEEEEEEEEEE 
EEEEEEE\EEEEEEEK/EEEE/EEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEGEEEERRKS 


11271 


41639 


A 


11339 


1 


651 




11272 


41640 


A 


11340 


1 


2184 


MN1DANIPNKILENRIQQHIKKL 
IHHDQVGF1PGMQGWFNIRKSI 
NVIQHINRTKDKNCMIISIDAEK 
AFDK1 QQCFML ETLNKLG I GGT 
YLKIIRAIYDKPTANIILNGQKL 
EAFPLKTGTRQGCPLSPLLFNIV 
LEVLARA1RQEKEIKGVQLGKE 
EVKLSLFADDM1VYLENPIVSA 
QHLLKLISNFSK.VSGYKINVQK 
SQAFLYTNNRQTENQIMSELPF 
TIASKRIKYRGIQLTRDLKDLFK 
ENDKPLLKE1K.ED/DK.EMEEHS 
MLMGRKNQYRENSHAAQELE 
KNYFKVHMEPKKSPHYQVNPK 
PKEQSGRHHVT*LQTILQGYSN 
QNSMVLVPKQTYRSMEQNRSL 
RNNATYLQLSDL*QTQEKQAM 
GKGFPI**MVLGKLASHM*KPE 
TGSLPYTLYKNQFKVD*RLKR* 
T*NHKNQRRKPRHYHSGHRHG 
QGLHV*NTKINGNKNQN*QMG 
SN* TKELLH SKRN YRQSDQATY 
KMGENFHNLLIRQRANIQNVQ* 
TQTNLQEKNKQPHQKVGEGHE 
QTLLKRRHLCSQKTHEK\NSPSL 
AI REMQ1KTTMRYHLTPVRMAI 
IKKSGNSRKHIQKKEEEEEEEEA 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEKCSLKHTEAPCVKGIETIFW 
NKFSLCD1TKSYLSGVQKLEER 
AHKVKLALKFKKEIKMALHGG 
















11274 


41642 


A 


11342 


2 


259 


GSTISCARCAELRGSASRFRPLP 
AAAMKWMFKEDHSLEHRCVE 
SAKIRAKYPDRVPVLTMGQLYE 
KEKDEDGFLCVAYSGENTFGF 



1510 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
nf peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
deletion. \=possiblc nucleotide insertion) 


11275 


41643 


A 


11343 


1 


461 


GCRCRCRRRCCCARCAELRGS 

ASRFRPLPAAAMKWMFKEDR 

W\LEHRCVESAK\IRAKYPDRVP 

VIVEK/VSQGSQIVD1DKRKY\L 

VPSDITVXAQFMWIIRKR1QLPSE 

KAMFLFVDKTVPQSSLTMGQLY 

EKEKADEDGFLYVAWSGRGTLF 


11276 


41644 


A 


11344 


1 


966 




11277 


41645 


A 


11345 


1 


1037 


RPPFPVPGVQKCPLPTRGGLHIG 
RWLRDRAGPPEAQDGTGGRSR 
SRRRPPALPNSRPSPVASGREM 
VVLSVPAEVT\VILLDI\EGTTT\P 
IAFVKG/DILFPYIERKMLKAEYL 
QTHW\EEEEFQ\QDVSLFEGNK 
A\EEDAHLDG\AVPIPGKHLGIG 
V\DD\LQQM1\QAVVDNVCWQM 
SLDRKTTALK.\QLQGH\MWRAA 
FTAGRMK\AEFFADVVPA\VR\K 
WREAG\MKVY1YSSGSVEAQKL 
LFGHSTEGDILELV\DGHF\DTK1 
GHKRRRVKVTRK\IADS1\GCST\ 
NKHFVFW TDVTSRRASAGLRE 
AGCCTLAVV\VRPG\NAGINR*L 
RKTYYSLITSFQWNYYLPSST 


1 1278 


41646 


A 


1 1346 


346 


858 




1 1279 


41647 


A 


11347 




234 .. . 




11280 


41648 


A 


11348 








1 1281 


41649 


A 


1 1349 




234 




11282 


41650 


A 


1 1350 




1696 




1 1283 


41651 


A 


1 1351 






















11285 


41653 


A 


11353 




1458 




11286 


41654 


A 


11354 


219 


329 




11287 


41655 


A 


11355 


132 


451 




11288 


41656 


A 


11356 




996 




11289 


41657 


A 


11357 




867 


MARLWGALSLWPLWAAVPWG 

GAAAVGVRACSSTAAPDGVEG 

PALRRSYWRHLRRLVLGPPEPP 

FSHVCQVGDPVLRGVAAPVER 

AQLGGPELQRLTQRLVQVMRR 

RRCVGLSAPQLGVPRQVLALEL 

PEALCRECPPRQRALRQMEPFP 

LRVFVNPSLRVLDSRLVTFPEG 

CESVAGFLACVPRFQAVQISGL 

DPNGEQVVWQASGWAARIIQH 

EM DHLQGCLFIDKMDSRTFTN 

VYWMKVND*SFATGAEDSGY 

QDANTFTLSWANLTWHQLGW 

LAYDRKLDCQGMAD 


11290 


41658 


A 


11358 


3 


226 




11291 


41659 


A 


11359 


1 


756 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11292 


41660 


A 


11360 


35 


142 




11293 


41661 


C 


11361 


151 


484 




11294 


41662 


A 


11362 




1245 




11295 


41663 


A 


11363 


2 


1464 


CQAKFIMNRLKK/NERQKVQDI 

KEVKQNIHLIRASFAGKGKQLE 

EKMQPLEPEAIMLSELMQEQKT 

KCRMFSLISGKHGVHMDSKTG 

ATDSGAYLRVEEIQTT1REYYK 

HLYANKLENLEEMDK.FLDKYT 

LPRLNQEEVESLNRPITGAEILAI 

1SSLPTKKSPGPDGFTAEFYLRY 

KEELVPFLLKLSQSIEREGILPNS 

F YE AS 1 1 L 1 PK.PGRDTTK.KEN FRP 

ISLMN1DAK1LNKILANRJQQH1 

KKLIHHDQVGFIPGMQGWFNL 

RKSFNVIQHINRAKDKNHMIISI 

HEEKAFDKIQQPFMLKTLNKLG 

IDGTYLK11RAIYDKPT ANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKEIKGIHL 

GKEEVTLSLFADDM1VYLENPI 

VSAQNLLKLISNFSK.VSGYK.rN 

VQKSQAFLYTNNRQTESQ1MSE 

LPFT1ASRRIKYLGIQLTRDMKD 

LFKENYKPLLSEIVTVF 


1 1296 


41664 


A 


1 1364 




559 




11297 


41665 


C 


11365 


63 


370 




11298 


41666 


A 


11366 


3 


211 




11299 


41667 


A 


11367 


47 


358 


PDMGLEDEQKMLTESGDPEEE 
EEEEEELVIGLRLSVHTGNLGRP 
GM*NFPLLLSIQN*MGDPHSAIS 
GGQCGS A S WPS A RJ PLQQVREQ 

LKA^WKKL V IvVAKblvLiiLvdJC. 

R\* SSRSHTEEDCT\EELFDF\LH 
A\RDHC\VAHKLL*QLAFCTDPP 
TTSERAMPSQLEEMCKRPGSG 


11300 


41668 


A 


11368 


1 


2082 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11301 


41669 


A 


11369 


1 


2013 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGGCASEE 

NGVLREKHEAVDHSSQHEENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESRNEGISLG 

DIPLPGSISDGMNSSAHYHVNFS 

Q A I SQD VNLH E AI LLCPNNTFR 

RDPTARTSQSQEPFLQLNSHTT 

NPEQTLPGTNLTGFLSPVDNHM 

RNLTSQDLLYDLDIMFDEINLM 

SLATEDNFD\PIDVSHLFDEPDS 

DSGLTLDSSHNNTSDIKSNSSHS 

VCDEGAIGYCTDHENSSSHHDL 

EGAVGGYYPEPSKLCHLDQSDS 

DFHG DLTFQH VFHNHTYHLQP 

TAP\ESTS\EPFPW\PGGRSQEGL 

RE*DTLKDTDRNLSRDEQRAK 

ALHIPF\SVDEIVGMPVDSFNSM 

LSRYYLTDLQVSLIRDIRRRGK 

NKVAAQMCRK.RKLDIILNLEDD 

VCNLQAKKETLKREQAQCNKA 

IN1MK.QKLHDLYHDIFSRLRDD 

QGRPVNPNHYALQCTHDGSILI 

VPKELVASGHKKETQKGKRK 


11302 


41670 


A 


1 1370 


3 


255 


















11304 


41672 


A 


11372 


109 


207 


MLCLQRFYMIFVDFQSRPQF*L 
KSCQH1ISCHQ 


11305 


41673 


A 


11373 


1 


666 




11306 


41674 


A 


11374 


1 


1254 
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SEQ 11) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1307 


41675 


A 


11375 


33 


1458 


KLPLKAKMGKEKTHINIVVTGH 

VDSGKSTTTGHLIYKCGGIDKR 

TIEKFEKEAAEMGKGSFKYAW 

VLDKLKAERERGITID1SLWKFE 

TSKYYVT1 IDAPGHRDF1 K.NM1T 

GTSQADCAVLIVAAGVGEFEA 

G I SK.NGQTREHALLA YTLG VK 

QL1VGVNKMDSTEPPYSQKRYE 

E1VKEVSTYIKKIGYNPDTVAFV 

PI SG WNGDN M LEPSANMPWFK 

GWKVTRKDGNASGTTLLEALD 

C1LPPTRPTDKPLRLPLQDVYKI 

GGIGTVPVGRVETGVLKPGMW 

VT\FAPDNVTTEV*SVEMHHEA 

LSEALPGDN/VGAFNVKNVSVK 

DVRRGNVAGDSKNDPPMEAA 

G FT AQVI I LN H PG QIS AG Y APW 

LDCHT\AHIACKF\AELK.KK.I\DR 

RF\GKKLED\GPK\FWKSGDAAI 

VDMVP\GKP\MCVESFSDYPPL 

GPFAVHDMRQTWAGGAHQKQ 

VDKKVAAG A\G K VTK\S AQKAQ 


1 1308 


41676 


A 


11376 


1 


880 




11309 


41677 


A 


11377 


1304 


2340 


K ETE AQRKRLRRNEPEEQEIRT 
RKTRSPQTPDQQTYKKGRNER 
LCG1SQPTKEPTRGGFCRFRNPP 
SNRIFACWGKPAWTACCNSLR 
ARRMLM ERN ARAAGSRKRMG 
RMDCWARVLD1\NLAAEAKSEP 
EKKAGVKRICKRRCTGSSFDL\ 
DY*LFNGDYYDRMYSYP\ARVP 
PPPPIARAVVP\SKRQRVSGNTS 
RRGKSGFNSKSGQRGSSKSGKL 
KGDD\LQA1KE\ELT\QIKRKSGF 
LFLGKTWEK1EKEQSKQAVEM 
KK**SQKEEQSSQLR*KKDET*C 
*RLEVLKGGA\EDSA\EEGDLLD 
DDDNEDRGDDQLELIKDDEKE\ 
AEEEEDDRD\SANGR\DDSLST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11310 


41678 


A 


11378 


80 


1141 


ETQNRISSPSPSCEIFLIFSYIFRL 
CEKPYHQTRSASNVTNKTDPRS 
MNS\RVFIGNLNTLVVKKSDVE 
A1FSKYGKIWGCSVHKGFALSF 
SMLMKRNARAAVAG\EDGRMI 
AGQVLDINLAAEPKVNRGKAG 
VKRSAAEMYG/SQ*QNTLLRPL 
YFSSSFDLDYDFQRDYYDRMY 
SYPARVPPPPPIARAVVPSKRQR 
VSGNTSRRGK\SGFNSKEWNSG 
VSSKFWKR*KGDDLQ\AIKEEL 
T\QIKQKVDSL\LENLEK1EKEQS 
KQAVEMKNDKSEEE\QSSSS\LK. 
KDETYNLKMESEGGCRLTLPEE 
GDPVLD* * YDE* * RSGGNDPAGS 
*SKDDEK\EAEE\GEDDRD\SAN 
GVEDDS 


11311 


41679 


A 


11379 


1 


1134 




11312 


41680 


A 


11380 




642 




11313 


41681 


A 


11381 


397 


898 




11314 


41682 


A 


11382 




663 




11315 


41683 


A 


11383 


44 


398 


ATMLGLNIISRKWFYKSSEKSL 
GLRGGLGRPLAFTLYSLLQAAL 
LCVNA1AVLHE/ERRISSKNICA 
GGTRTIGIGW1WEKEPGIKSQL 
MNLIRSVRTEMRVPLIIVNSIAI 
VLLLLFG 


11316 


41684 


A 


11384 


3 


754 


GLYYRKCQLISKEDVTHDTRLF 
CLMLPPSTHLQVPI/GEHVYLKL 
P1TG TE1 VKPYTP V SG SLLSEFKE 
PVLPNNKYIYFLIKIYPTGLFTPE 
LDRLQ1GDFVSVSSPEGNFKISK 
FQELEDLFLLAAGTGFTPMVKI 
LNYALTDIPSLRKVKLMFFNKT 
EDD1 1 WRSQLEKL AFKDKRLDV 
EFVLSAP1SEWNGK.QGHISPALL 
SEFWKRNLDKSK.VLVCICGPVP 
FTEQGVRLLHDLNFSKNEIHSFT 




41685 




Tnsl 





1785 




11318 


41686 


A 


11386 


95 


369 




11319 


41687 


A 


11387 


511 


728 




11320 


41688 


A 


11388 


1 


100 




11321 


41689 


A 


11389 


1 


777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11322 


41690 


A 


11390 


2 


707 


PNPKCR*VFPVFLFYRPI*PFPSS 
PA/SLIARPS*VPILPQPPLL/TPY 
NPPTTSPPHTRSGLQFSSATSSSP 
PAQQFPLREVAGAEGIVNAHVP 
FSLSDLSQISQHLGSFSSDPTKYI 
QEFRYLTLSYNLTWSDLNVILT 
STLSPDERERVFPVSQSH/V**P/ 
SGFMSQTSRKALEQFPERIPQW 
NYQANSPGKNFKN*NLALKPH 
NRN*STLPSTCTIIERKQPDGNA 
FLSYNYLPP 


1 1323 


41691 


A 


1 1391 


2 


339 


LLLFRSLPAKLNQAPILPWPL/PP 

PPYNPSITSPVHTWFSLQFHSET 

SPPPPAQQFPLRAVAGTEGIVR 

MNGKEFFLQPNLTLITAGFKSQ 

TSRKALEQFPERJPNGTIRQIPQ 


11324 


41692 


A 


11392 


1 


993 




11325 


41693 


A 


11393 


3 


1127 


TKETRFIHGPKTPAPVTDWEGS 

LPL VFNHCRDASL1IH SRFK.GVR 

PHRDTCLGPSPLAASPAFLGKG 

QAAHCQAELSPNSSSASTPPPY 

NPS1TSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVRVHVP 

FSLSDLSQISQCLGSFSSDPTKY 

TQEFQCLTLSYNLTWSDLNVIL 

TSTLSPDEWERVSSLAQSHADN 

\PGFTSQTSRKA LEQFPE/TDPQ 

WNHQANSPGIARRDYMVSCLV 

EGLK.KAAYKAVNYDKLKETTQ 

GEDENPAQVVARLAATLRRFT 

A LDPEGPEGRLI LNMHFITQS AP 

DITKKLQKLESGPQTPQQELINL 

TFKVHNNGEETDAARSPWKPP 

GPSRTPSFRACFPCPHNFCGY 


11326 


41694 


A 


11394 


I 


312 




11327 


41695 


A 


11395 




244 


MFADR*LFSTTHQS\IVPLYL\LF 
GA*AGVLATA\LSLL1RAELGQP 
GNLLGNDH1YNVIVTAHAFVIIF 
FIVIPIIIGGFGN*LVPLIIGAPDM 
AFPRINNISF*LLPPSLLLLLAS\A 
IVE\AGAGTRLNKSYPP\LAGNY 
SHPWK.PPVDLTIFSLHLAGVSSI 
LGAINFITTIINIKPPAITQYQTPL 
FV*STTHQSHRTTIPIYSAHELA 
SSPQPLSLL1RAELGQPGNLLGN 
DH1YNV1VTAHAFVIIFFIV1PIIIG 
GFGN 


11328 


41696 


A 


11396 


1 


1287 




11329 


41697 


A 


11397 


3 


583 
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SEQ ID NO: 




SEQ ID NO: 






Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 1330 


41698 


A 


11398 


3 


419 


I L S 1 S K. L RTSL A G EG S VDTPKA S 














GVTRHIKGPGVAAEMSAFILPL 














PG*VSPGWEWAASAVLNGLRT 














TLALRRGVCLIRSRPGTLGLED 














GASPRTESLHTGTACKGAVDGS 














SEVDEKLKRJALDFLGLHGGDD 














PRSSWH 


1 1331 


41699 


B 


11399 


1 


1242 




11332 


41700 


C 


11400 


504 


755 




11333 


41701 


A 


11401 


155 


710 


ETETTGEREGSLSNHPSNPTAA 














G LSLDTMKSHCPNHSSLLSTAA 














SPPKLWRCFKEEH\ELAVLGAP 














PKPLLPPTSHRDPTSASVYLRAP 














THVVWSLFKHPLS*TPCCMGF\I 














AFAWSVKSRDRKIGCERDPGPI 














AYASTAK\CLN\IWALILGLLHD 














HSGSSSSPVLIVPGLWDRSGGIT 














GGQELCP 


11334 


41702 


A 


11402 


1 


1 158 




11335 


41703 


A 


1 1403 


80 


996 


LKGKFLSMSGVALDVLQMKEE 














DVLKFLAA\GTH\LGGTNLD\FH 














MEQYIYKRKSDG1Y1IYLMRTW 














EKLL\LAARAIVAIENPADVSAI 














SSRNTGQRAVLK.FAAATGATPI 














AGRFTPGTFTNHI Q A AFRE\PR\L 














L V VTDPRADHQPLTEA SYVNL P 














TIALCNTDSPLRYVDIAIPCNNK 














GAHSVGLMWWMLAREVLRM 














RGTISREHPWEVMPDLYFYRDP 














EEI EKEEQA AAEKA VTKEEFQG 














EWTAPAPEFTATQPEVADWSE 














GVQVPSVPIQQFPTEDWSAQPA 














TEDWSAAPTAQATEWVGATTD 














WS 


11336 


41704 


A 


11404 


1 


819 




11337 


41705 


A 


11405 


1 


1032 




11338 


41706 


B 


1 1406 


63 


344 




11339 


41707 


A 


1 1407 


49 


281 


FFKSTVCSFQK.QFQTLPVPIGGS 














IMY*DISDHRGQR**NVGPCGH 


11340 


41708 


A 


11408 


985 


1213 


TQCVTINY*GMKWGSFGYIVFH 














KDGCALIDKRFHTFCVSFKGSQ 














IQSSAAFL1PDVQVHQRLQKDF 














t^O JL.M V r 1 V O o 


11341 


41709 


A 


11409 


1 


774 




11342 


41710 


A 


11410 




249 




11343 


41711 


A 


11411 


3 


619 




11344 


41712 


A 


11412 


3 


493 
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SEQ ID 


SEQ ID NO: 




SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon lor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 1345 


41713 


A 


11413 


3 


292 


DALPRWPSGSGDGGAVREAGQ 














QGTRLERPAAVLIRAADPGRRT 














QALA/GLPRG*PHPRMDPPESFQ 














ATGGTQQMTSTAPSWLTM*LR 














SVSGW*ELKD 


1 1346 


41714 


B 


11414 


190 


315 




1 1347 


41715 


A 


11415 


227 


545 




1 1348 


41716 


A 


11416 


1 


1896 




1 1349 


41717 


B 


11417 


52 


1822 




1 1350 


41718 


A 


1 1418 


1 


458 




11351 


41719 


C 


11419 


196 


327 




1 1352 


41720 


A 


11420 


258 


375 


TRALSKFGSSRVEQS*AGYSGP 














GTP*EGGSG1LGETVC 


1 1353 


41721 


A 


11421 


3 


854 




11354 


41722 


A 


11422 


1 


434 


MTVSKNKCHTKGGKK.GTEK.K 














VVASFSKIYWYNVKAPAMFSIR 














NIGKALVIGTHGTDFVSDGFKG 














GL1E1PDSIGKDKEKACRSIYPLH 














DVFVRKVKMLKKPKFELGKLM 














ELHGEGRSSGKATGNESGA/KV 














E*ADGYGSPAQKSF 


1 1355 


41723 


A 


1 1423 


1 


642 




1 1356 


41724 


A 


1 1424 


260 


534 




1 1357 


41725 


A 


1 1425 


1 


438 




1 1358 


41726 


C 


1 1426 


391 


750 




1 1359 


41727 


A 


11427 


786 


926 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


11360 


41728 


A 


11428 


488 


649 


VLQLLKVAHPELFIPPGGFVFSL 














TSGVKLHT*ALQLLKVAHPELL 














IPPGSWSH 


1 1361 


41729 


A 


1 1429 


1 


2028 




1 1362 


41730 


A 


1 1430 


1022 


1417 


SLMGTSTSSALGMHVPRAITRD 














VLSAPV1VSGNTAKFCTMLGHF 














LKKTRTERRDIQAP*SFISLPPKS 














TWEKLSSAAMVSTLR*GASDQ 














K/C*LLGGNDRVSLIVIQVEG\PL 














QDPGTLGRLLQSLTVKRISV 


11363 


41731 


A 


11431 


i 






1 b64 


41732 


A 


1 1432 


3 


— 

,-l-U?6- 




1 1365 


41733 


A 


11433 


201 


458 




QVDGCIPELKV*F* KKRGRRGR 














RGRRRRRRGRRREEGGGGGGG 














SFWRTHHTKPKDQHKKDTMG 














HFRSCAFQEGFVVHVPLLSSEK 


1 1366 


41734 


A 


11434 


1392 


1532 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


1 1367 


41735 


A 


1 1435 


1253 


T^Ti 
















VIGIWALALGILARPQRGFHVV 














HLQDVGGAAA*AAKGLLRNVV 














R**VDQVQVSGAQGIAGVVVT 














VGGEEDF 


11369 


41737 


B 


11437 


1 


1383 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1370 


41738 


A 


1 1438 




310 


VHGRASSLGVG/TPIPK.GHGQIK 
P/DRLKPPVYGACKLLDMELEM 
AFFVGPGNRLGEP/IPISKAHEPI 
FGMVLMNAWSARHIQKWEYV 
PLGPFLGKSFGTPVKSS 


11371 


41739 


A 


11439 


1 


1337 


MSFIPVAEDSDFPIHN LPYGVFS 
TRGDPRPRIGVAIGDQILDLSIIK 
HLFTGPVLSKHQD VFNQPTLN S 
FMGLGQAAWKEARVFLQNLLS 
VSQARLRDDTELRKCAFISQAS 
ATMHLPATIGDYTDFYSSRQHA 
TNVGIMFRDKENALMPNWLHL 
PVGYHGRASSVVVSGTPIRRPM 
GQMKPDDSKPPVYGACKLLDM 
ELEMAFFVGPGNRLGEPIPISKA 
HEHIFGMVLMNDWSARDIQKW 
EYVPLGPFLGEEFWGHCLLPW 
VVPMDALMPFAVPNPKQGPRG 
PCRYLCHDEPYTFDINLSVNXLK 
G\EGMSQAAT\ICKVQILKYMY 
WT\MLQQAHSPTLSNGC\NL\RP 
GDLLGFLGPI\SGPGAQKNFGS\ 
MLELSWKGTKP\1D\LGNGQT\R 
KFLLDVGDEV1ITAMATRDFKW 
YS\QGDGY\RIGFGQ\CAGKVLP 
ALLPIMRFFLLF 


11372 


41740 


B 


1 1440 


100 


383 




1 1373 


41741 


A 


1 1441 


1 


263 


MEYYAAIKK.DEFMSFVRIWMK. 
LETI1LSKLSQGQKTKHRRFSL1 
DG/IHHRSFTRTENSSQRTGRKC 
WN* * PTCGLARS WFGKTWSGN 


11374 


41742 


A 


11442 


2 


160 




11375 


41743 


A 


11443 


150 


308 


CLHR*GRGSPRPGPGGGSTGGA 
GPGAGPSLAPPLPAQNAEGLGG 
RRRGNKYL 


1 1376 


41744 


A 


11444 


1 


372 




1 1377 


41745 


A 


11445 


49 


177 


SQQGLYAKPTSSQAL*GDGQAS 
AEMGRILSYE*EHAVFGFSSL 


1 1378 


41746 


B 


1 1446 


1 


420 




1 1379 


41747 


C 


1 1447 


1 


334 




1 1380 


41748 


C 


11448 


1 


268 




11381 


41749 


C 


11449 


1 


564 


















11383 


41751 


A 


11451 


33 


194 




11384 


41752 


C 


11452 


1 


309 




11385 


41753 


A 


11453 


1 


738 




11386 


41754 


A 


11454 


1 


2028 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11387 


41755 


A 


1 1455 




1008 


LKDAVFSIR1SPESQKLFAFQWE 

DPESGVTTQYTWTQLTQGFENS 

PTIFGEALARDLQKFPAKDLGCI 

LLLYMDDLLLGHSTAVRCAKG 

MDALLQHLEDCGYKVSKKKA 

Q1CRQQVTK WG DWERFE WEPL 

QQQAFCKLKEKFMSAPALGLP 

DLTKPFTLYVSEREKTAVGVLI 

QTVGPWPTPVAYLSKQLDGVS 

KGWPPCLRALAATALLAQEAD 

KLTLVQNLNI KAPHA VGTSAQ 

KPELI ALTRAL ELSEGTWM KLE 

Tl 1 LSKLSQGQK/DQTLH VLTGI S 

RST*ACSCLASLQVGLETGSQL 

SLENPLRVGIQRRRCFTCAVDG 

EGFLLGVPMA 


11388 


41756 


A 


11456 


677 


879 


KRRNHQILEIRSHLQSVEDNLK. 
SGLGSTASL*MSWTQPRNGAE 
VGFLLILGY1KETPRNAETPSMV 


11389 


41757 


A 


11457 




624 




11390 


41758 


A 


11458 


3 


130 


VEEEQGHSFRNAR*IISW*RNEN 
GLDRMDCSCRNGERDKGHO 


11391 


41759 


A 


1 1459 




1477 


MADPPWSSVQVNKYDSGLLSS 

VSAEPLASSASSHPGMSDNAPA 

SLESGSSSTPTNCSTSSAIPQPGA 

ATKPWRSK.SLSVK.HSATVSML 

SVKPPGPEAPRPTPEAMKPAPN 

NQKSMLEKLKLFNSKGGSKAG 

EGPGSRDTSCERLETLPSFEESE 

ELEAASRMLTTVGPASSSPKIAL 

KGIAQRTFSRALTNKKSSLKGN 

EKEKEKQQREKDKEKSKDLAK 

RASVTERLDLKEEPKEDPSGAA 

VPEMPKKSSKIASFIPKGGKLNS 

AKKEPMAPSHSG1PKPGMKSMP 

GKSPSAPAPSKEGERSRSGKLSS 

GLPQQKPQLDGRHSSSSSSLASS 

EGKGPGGTTLNHSISSQTVSGS 

VGTTQTTGSNTVSVQLPQPQQQ 

YNHPNTATVAPF*EGFHLP*HA 

*VITF*TANYASSDNDLNVGYT 

H * LTASEFFQSRLSSLGE VAGLH 

AHTC*A*LGSNIPFSVRLRPVPA 

ASAEDLRGHQGL1KDRAQVS 


1 1392 


41760 


A 


1 1460 


1 


327 


LLLMGLKHNVLKLPRGPMVTL 
RESVWETLNFLK*SFV*LNML1F 
KKSS*RLQ*VRFHFLCPRVLIVQ 
LPFMSENMRCLVFCSCVSLLRM 
MVSSFIHVPFFKVLSFFALG 


11393 


41761 


B 


11461 


119 


203 




1 1394 


41762 


B 


11462 


1 


677 
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SEQ ID 


SEQ ID NO: 


Viet 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 1395 


41763 


A 


1 1463 


2 


74 




1 1396 


41764 


A 


1 1464 


1 


1256 


MSASQDSRSRDNGPDGMEPEC 














V1ESNWNEIVDSFDDMNLSESL 














LRDIYAYGFEK.PSAIQQQAILPC 














1RG YN V I AQA RSGTGKM ATF A I 














SILQQIELDLKATQALVLAPTRE 














LAQQ1QKVVMALVDYMGASC 














HACVRGTNMRAEVQKLQMEA 














PHIIVGTPSRVFDMLYR\RYLAP\ 














KSIRMLVLNEADEMLSRGFKG 














QIY\DISKRLNSTTK\VVLLSAT 














MPFDWLEVTK.KFMRGPH/IRIL 














VKKEELPLEG1RHFY1NVEPEE\F 














NLDTLC\DWYEP*PIT\QAVIFHQ 














PPGGKVDW/LSPEKMHARDST 














VPPMHGDMTKKE\RD\VIMREF 














RSGS*PEF*ITPLTLPGQRPLMC 














QPG FL* SFKLMTLPPPTRGKLLI 














HRNRSRVDRFGRKGVAUNMVT 














EED\KRTLARDIETFY\NTSIEEMP 


11397 


41765 


A 


11465 


1 


402 


KSRGRGLPYTMDAFMLGMGM 














LKYPNF V AT* ARG Y PG FA PSYG 














YQFPGFPAAAYGPVAAAAVAA 














ARGSGSNPARPGGFPGANSPGP 














VADLYGPASQDSGVGNYISAAS 














PQPGSGFR/HTGIAGPLIATAFT 














NGYH 


1 1398 


41766 


A 


1 1466 


226 


486 




1 1399 


41767 


A 


1 1467 


2 


432 




1 1400 


41768 


A 


1 1468 


1 


834 




1 1401 


41769 


A 


1 1469 


205 


570 




11402 


41770 


B 


1 1470 


61 


939 




11403 


41771 


A 


1 1471 


96 


269 




1 1404 


41772 


A 


1 1472 


123 


593 


VAVLEARLLSPVRASKMTK.KR 














RNNGRAKKGRG\HVQPIRCTNC 














ARCVPK.DKA\1KKFVIRN1VEAA 














A\VRDISEASVF\DAYVLPKL\YV 














KLHYCVSCAIHSNVVMESISVK 














ARKD\RTPPPRFRPGG C WPH VP 














PPKPNVRELEFFKDLKDRLISS 














WEEK 




4T773 


— 


Twr 




228 




11406 


41774 


C 


11474 


187 


423 




11407 


41775 


A 


11475 




546 




11408 


41776 


A 


11476 




1254 




11409 


41777 


A 


11477 




1386 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11410 


41778 


A 


11478 


1 


1445 


HLrCAKMGKEKTHlNIVVIGHVD 

SGKSTTTGHL1YKCGGIDKRTIE 

KFEKEAAEMGKGSFKYAWVL 

DKLKAERERG1TIDISLWKFETS 

KYYVTIIDAPGHRDFIKNM1TGT 

SQA DC A VLI VA AG VGEFE AGIS 

KNGQTREHALLAYTLGVKQLI 

VGVNKMDSTEPPYSQKRYEE1V 

KEVSTYIKKIGYNPDTVAFVPIS 

G WNG DNMLEPSANMP WFKG W 

KVTRKDGNASGTTLLEALDCIL 

PPTRPTDKPL\ALPLQGVH\KLG 

GIGTVSSAPMET\GFSNPGMVV 

TFAPSPR*QRKVKSVE\MH\HEA 

L\NEALSGEQCGLSMSKKVSVK 

ECFVRGN\VAG*PAKNDPTQWE 

ASWLSLLQVI1LEPSQAQISAGL 

CPLYWDC\HTGSHLHAKFAELK 

EKIDRR\SGKKV\EDGPKIL/RSL 

GDAAIVDMV\PG\RPMCVESFS 

DYPPLGRFAVRDMRQTVAVGV 

IKAVDKKAAGAGKVYTKSAQK. 


11411 


41779 


A 


11479 


1 


996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


1 1412 


41780 


A 


11480 




1875 


MPSDLAKKKAAKKKEAAKAR 
QRPRKGHEENGDVVTEPQVAE 
KN E ANG RETTE VDLLTKELEDF 
EMKKAAARAVTGVLASHPNST 
DVH1INLSLTFHGQELLSDTKLE 
LNSGRRYGLIGLNGIGKSMLLS 
AIGKREVP1PEHIDIYHLTREMP 
PSDKTPLHCVMEVDTERAMLE 
KEAERLAHEDAECEKLMELYE 
RLEELDADKAEMRASRILHGLG 
FTPAMQRKKLKDFSGGWRMR 
VALARALF1RPFMLLLDEPTNH 
LDLDACVWLEEELKTFKRILVL 
VSHSQDFLNGVCTNIIHMHNKK 
LKYYTGNYDQYVKTRLELEEN 
QMKRFHWEQDQIAHMKNYIAR 
FG HG SAKLARQAQSKEKTLQK 
MMASGLTERVVSDKTLSFYFPP 
CGKIPPPV1MVQNVSFKYTKDG 
PCIYNNLEFGIDLDTRVALVGP 
NGAGKSTLLKLLTGELLPTDG 

mirkhshvkigryhqhlqeql 
dldlspleymmkcypeikek.ee 
mrkiigrygltgkqqvspirnl 

SDGQKCR VCL A WL A WQN PHM 
LFLDEPTNHLDIETIDALADAIN 
EFEGGMMLVSHDFRLIQQVAQ 
El WVCEKQTITKWPG\DIL\A YK 
EH LKSKLVD\EEPQLTKELPTTC 


11413 


41781 


A 


11481 


194 


418 


YGLASVSPTQ1SSSSCNPWMFE 
GGTLVGGDW1GSHDSEGVLTR 
SGCLISVWHFSCAVSPATL*RRC 
LLLLRLPP 


11414 


41782 


A 


11482 


1 


675 




11415 


41783 


A 


11483 


1 


1125 




11416 


41784 


A 


11484 


1 


711 




11417 


41785 


A 


11485 


673 


796 




11418 


41786 


A 


11486 


3 


570 


RLQEFGTRNRHLPVNSPKLTNT 
KGKRRGTR\YMF\SRPFRKHGV 
VPLATYMR1YKKGDIVDIKGM 
GTVQKGMPHKCYHGKTGRVY 
N\VTQHAA/MGIVVYKQA*GQR 
FLPKRI*CCVIEHI\KHS\KSRDSF 
\LK\RVKENDQKKKEAKE\KGT 
W\VQL\NRQLAPPREAHFVRT\N 
GVKEPGACWNPIPYEFHGHNR 


11419 


41787 


A 


11487 


1 


2091 




11420 


41788 


A 


11488 


1 


2208 




11421 


41789 


A 


11489 


430 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11422 


41790 


A 


1 1490 


3 


1158 


EDQIDRLDFIRNQMNLLTLDVK 

KKIKEVTEEVANKVSCAMTDEI 

CRLSVLVDEFCSEFHPNPDVLKI 

YKSELNKHIEDGMGRNLADRC 

TDEVNALVLQTQQEI1ENLKPLL 

PAGIQDK.LHTLIPCKKFDLSYNL 

NYHKLCSDFQEDIVFRFSLGWS 

SLVHRFLGPRNAQRVLLGLSEPI 

FQLPRSLASTPTAPTTPATPDNA 

SQEELMITLVTGLASVTSRT\SM 

GIIIVGGV1WKTIGWKLLSVSLT 

MYGALYLYERLSWTTHAKERA 

FKQQFVNYATEK.LRMIVSSTSA 

NCSHQVKQQIATTFARJLCQQV 

DITQKQLEEEIARLPKE1DQLEKI 

QNNSKLLRNKAVQLENELENF 

TKQFLPS SNEG SVTIEI AL VTLIG 

GNRNL 


1 1423 


41791 


A 


1 1491 


132 


381 


SKAESVFPPTLPRQRPAAAAGP 
HWGAG*GQDEAGLHPGPEDRG 
FLRETPADPGLQAGLGQVHPPR 
SRADPPAPYQVPPRMGT 


11424 


41792 


B 


11492 


129 


470 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11425 


41793 


A 


11493 


1 


1955 


FVSCQAPWSHPPAQLSPVGADA 

MTLTLSVLICLGLSVGPRTCVQ 

AGTLPKPTLWAEPA SVIARGK.P 

VTLWCQGPLETEEYRLDKEGLP 

WARKRQNPLEPGAKAKFHIPST 

VYDSAGRYRCYYETPAGWSEP 

SDPLEL VATG FY A EPTLL A LPSP 

VVASGGNVTLQCDTLDGLLTF 

VLVEEEQKLPRTLYSQKLPKGP 

SQALFPVGPVTPSCRWRFRCYY 

Y Y RKNPQ V WSNPSDLLEI L VPG 

VSRKPSLLIPQGSVVARGGSLTL 

QCRSDVGYD1FVLYKEGEHDL 

VQGSGQQPQAGLSQANFTLGP 

VSRSHGGQYRCYGAHNLSPRW 

SAPSDPLD1L1AGL1PDIPALSVQ 

PGPKVASGENVTLLCQSWHQID 

TFFLTK.EGAAHPPLCLKSKYQS 

YRHQAEFSMSPVTSAQGGTYR 

CYSA1RSYPYLLSSPSYPQELVV 

SGPSGDPSLSPTGSTPTPGPEDQ 

PLTPTGLDPQSG LG RHLG V VTG 

VSVAFVLLLFLLLFLLLRHRHQ 

SKHRTSAHFYRPAGAAGPEPKD 

QGLQKRASPVADIQEEILNAAV 

K.DTQP1CDGVEMDARAAASEAP 

\QDVTYAQLHSLTLRREATEPPP 

S\QEREPPAEPSIYAPLA1HLAHG 

GPRSHTQQKETQRLQKARELPP 

VDTNEPQPAWDP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11426 


41794 


A 


11494 


22 


1991 


GLIPLQSAGSPEGDAMTPALTA 

LLCLGLSLG PRTRVQ AG PFPKP 

TLWAEPGSV1SWGSPVTIWCQG 

SLEAQEYQLDKEGSPEPLDRNN 

PLEPKNKARFSIPSMTQHHAGR 

YRCHYYSSAGWSEPSDPLELV 

MTGAYSKPTLSALPSPVVASGG 

NMTLRCG SQKRY HH F V L MKEG 

EHQLPRTLDSQQLHSGGFQALF 

PVGPVNPSHRWRFTCYYYYMN 

TPRVWSHPSDPLEILPSGVSRKP 

SLLTLQGPVLAPGQSLTLQCGS 

DVGYDRFVLYKEGERDFLQRP 

GQQPQAGLSQANFTLGPVSPSN 

GGQYRCYGAHNLSSEWSAPSD 

PLN ILMAGQI YDTVSLSAQPGP 

TV A SG EN VTLLCQS W WQFDTF 

LLTK.EG A AH PPLRLRSM YG AH 

KYQAEFPMSPVTSAHAGTYRC 

YGSRSSNPYLLSHPSEPLELVVS 

GHSGGSSLPPTGPPSTPGLGRYL 

EVLIGVSVAFVLLLFLLLFLLLR 

RQRHSKHRTSGLRLCPSSPRPE 

KAADFQRPAGAAETEPKDRGLL 

RRSSPAADVQEENLYAAVKDT 

QSEDGVE1YTRQSPHDEDPQAV 

TYAEVKHSRPRREMASPPSPLS 

GEFLDTKDRQAEEDRQMDTEA 

AASEAPQDVTYAQLHSLTLRRE 

ATEPPPSQEGPSPAVPS1YATLAI 


11427 


41795 


A 


11495 


1 


1818 




11428 


41796 


A 


11496 


3 


574 


IRCSSVDPRVRPRVRGASGAAA 
YCCRHVSIPRDHTTHNQSRKW 
H RNGIKKPRSQRYESLKG VDPK 
FLRNMRFAKKHNTKGLKKMQ 
ANN\AKAMSARAEA1KALVKP 
KEVKPK1 PKGGQP1NLI RL A YIA 
HP\KLGKRARARI\AKGLKLCRP 

LAAk'Ali'Ak'Ak'A VT^r^TI/" AAA A 

APASVPAQAPKRTQAPTKASE 


11429 


41797 


B 


11497 


45 


331 




11430 


41798 


A 


11498 


1 


1779 




11431 


41799 


A 


11499 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1432 


41800 


A 


11500 


3 


557 


ERGYSFTTTAERDIVRDIKEKLC 

YVA\LDFEQEMATAASSSSLEES 

YE\LPDGQVIT1GNE\RFRCPEAL 

FQPSFLGMESCGIHETTFYNSIM 

K\CDVDIRKDLYANTVLSGGTT 

MXYPGFADRMQKEITALAPSTM 

KIKIIAPPERKYSVWIGGSIL\AS 

LSTF\QQMWISKQEYD\ESGPSI\ 

VHRKCF 


1 1433 


41801 


A 


1 1501 


1 


1 188 




1 1434 


41802 


A 


1 1502 


1 


684 




1 1435 


41803 


A 


11503 


1 


1398 




1 1436 


41804 


A 


11504 


22 


1239 




1 1437 


41805 


A 


11505 


837 


971 




11438 


41806 


C 


11506 


1 


3018 




11439 


41807 


A 


1 1507 


23 


368 




11440 


41808 


A 


11508 


1 


816 




11441 


41809 


A 


1 1509 


1 


441 




11442 


41810 


A 


1 1510 


195 


293 


IK VSPSGRDPVRDN * 1TW* FLPY 
CSSTTGSLH 


1 1443 


41811 


A 


1 151 1 


56 


372 


MELPASPALFARTPQPLGGRW 
DWAPWSRGWRSSRRLGPHRSP 
RRGSEAQAWRAAGPEPCPAGR 
QLRPVNIEWLFALILTHTFGTFQ 
VLA*TSQAL1*NPRVLYPD 


1 1444 


41812 


B 


1 1512 


108 


326 




11445 


41813 


A 


11513 


3 


326 


GSKKKFH*HSR1LERSRSWRTS 
YQG RPQEPSWL H P V DPHRG CR 
WSCLPVPCRAPSTPQPLGGRWD 
WAPWSRGRRLSGRLGPHRSPR 
NRGRLRHGGLQVPSRASQEGS 


1 1446 


41814 


A 


11514 




619 


VRDIHGSPTHHRPGGLRGKNGF 

VGEARDPRYRSGHCFRECRTQ 

ALVAFT*C*SCGFTEVKN*GLSC 

LPAGQGSGPAARHV*ASHPLHG 

LPCGPSLP/NRAPPPTPRRPVPST 

TQGLRNASARRGTGRQLHLQP 

WCGIH*VKPAGLLSLLHGQAC 

GDPATPSRERLSQPAVPTALGS 

RRRLLLGPAGSPGSSLPPSRQPP 

GGRRRPP 


11447 


41815 


B 


11515 




1524 




11448 


41816 


A 


11516 


1 


1365 




1 1449 


41817 


B 


11517 


1 


654 




11450 


41818 


B 


11518 


1 


795 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11451 


41819 


A 


11519 


486 


929 


QKQEESWPEDTYPRALAAFPR 
GRARDLQPAMPEPPTLSMGSC 
A PE PPRG APPP APRRR1 PSTTQG 
LRSSGAGRRTCRQLHLQPRCRI 
HWVKPAGLLSLWLFQMHSASC 
WWNYHSGAWRMVALFSWLH* 
ECPSGESGAPILHFPFALP 


11452 


41820 


A 


11520 


35 


473 


VLQLLRRHVWSCSFPPGVVVSL 

ALAVKLQTFVTQEPSWLHPVD 

PAPGLQVELPASPLQCTRTSQPL 

G GR WDWAPWSRGRRS SGRLGP 

HRSPWRG*EAQAWRAAGPEP/ 

WPRG KA/C * GP ARNRAKRRFPH 

CTF*EEVTVCSPQKRGGD 


1 1453 


41821 


A 


11521 


23 


229 


RSWNPQTLFVGMYNATAAWK 
PI*QFLKKLNMKLP*DPGREPLN 
QTG*KGKRGGQEAFLEKGISSR 
MSQ 


11454 


41822 


B 


11522 


152 


901 




11455 


41823 


A 


11523 


1 


3063 




11456 


41824 


A 


11524 


242 


263 


VLQLIKAVWTQRTQEPSWLHP 
VDPALGLQVELPASPAPCACTP 
QPLG\PLLPGLPLWRHLRSPSVH 
HCTVGAPFWAGQGRSPLPQRR 
CALFLAGP 


11457 


41825 


A 


1 1525 


1584 


2082 


QRAGSPHSPRSLSVPPLPGLPLW 

RHLRSPSAHRCTMGAPFWAGQ 

GHSRLPQLAGRRGGRGASGNR 

CCVQRLQASWSSRWAWAWRA 

PHSEQPAGPAGPGQ*GTWHPG 

QRLQRMYWVLQQCRLTGAVL 

DFSPGLSCLPAGQGSGPAA RH A 

*AFHPLHGLLCGRSLPD 


11458 


41826 


A 


11526 


1293 


1558 


C1QHCHHCCCYRCRASAAGAA 
SLQGSTHVRIQH\CTP\CPVLLTP 
SVRLRDVCTRSIWPLVVTGLPS 
AMNVSSWCSTSSPAFGVLVLWI 


11459 


41827 


B 


1 1527 


179 


1031 




11460 


41828 


A 


1 1529 




342 




1 1461 


41829 


A 


1 1530 




3081 




11462 


41830 


A 


11531 




371 




11463 


41831 


A 


11532 




501 




11464 


41832 


A 


11533 




836 




1 1465 


41833 


A 


11534 


88 


573 




11466 


41834 


A 


11535 




675 




1 1467 


41835 




1 1536 


1239 


1556 


FLSLPTFLFVIFSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAV\ 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1468 


41836 


A 


11537 


2 


375 


AS1EIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHD1VLVGGSTRIPK.IQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LGIETAGGWMTVPH 


1 1469 


41837 


A 


11538 


2 


295 


NRMGNHFIAEFKRKHKKDISEN 
KRAVRRLRTACERAKRTL/SSST 
QASIEIDSLYEG1DFYTSITRAPF 
EELNAWGISWWWSLPPPVGAS 
SGPTIEEVD 


11470 


41838 


A 


11539 


1 


1659 




11471 


41839 


A 


11540 


1 


810 


AGKPHCGGEFCTPNVHHFFR*F 

*ANPKRT1I/ENKEALTPPPTV/C* 

RAKPTLSSAPRAVI/EIDSS*E/GI 

GLYTSITPPRFEELNADLFLAPL 

TPVEKALRNAVKLDKSQIHDIVL 

V\GG STRIPKIQSFLQDFFYNGKE 

LNKSINPDEAVAYGAAVQAAIL 

SGDKSENVQDLLLLDVTPLSLG 

IETAGGVMTVLIKRNTTIPTKQT 

QTFTTYSD\NQPGVL1QVYEGER 

AMTKDNMLLGKFELTGMPGG 

MPGGFPGGGAPPSGGASSGPT1 

F.EVD 


1 1472 


41840 


B 


11541 


848 


2399 




11473 


41841 


A 


11542 


1 


876 




11474 


41842 


A 


11543 


16 


1203 


SIPHEPWPVSLLLFQEQVPGKK 
ELRKGLALLEAIISICGSLDKVL 
KEKRKLFIHSMGEGTINGLLDE 
LLQTRVLNQEEMEKVKRENAT 
VMDKTRALIDSVIPKGAQACQI 
C1TY1CEEDSYLAETLGLSADQT 
SGNYLNMQDSQGVLSSFPAPQ 
AVQDNPAMPTSSGSEGNVKLC 
SLEEAQRIW\EQKSAEIYPIMDK 
SS\RT\RVALIICNEEFDSIPRRTG 
AEVDITGMTMLLQNLGYSVDV 
KKN LT A S DMTTELE AF AHRPE 
HKTSDSTFLVFMSHGIREGICG 
KXHSEQ VPDILQLN A IFNM LNT 
KNCPSLKDKPKVIIIQACRGDSP 
GVVWFKDSVGVSGNLSLPTTE 
EFEDDAIKKAHIEKDFIAFCSST 
PDNVSWRHPTMGSVFIGRLIEH 


1 1475 


41843 


A 


11544 


2 


654 




1 1476 


41844 


A 


11545 


3 


291 


LIPPLLRPLVQSGGIPEMGKFMK 
PGKVVLVLAGRYSGRKAVIVVR 
YSVDIPLDKTVVNKDVFRDPAL 
KRKARRE AKVKFEERYKTG KN 
KWFFQKLRF 



1529 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


11477 


41845 


A 


11546 


157 


386 




11478 


41846 


A 


11547 


2 


531 


FWQESASGHLWLSGFLSGPFSL 

LSAEMGKFMKPGKVVLVLAGR 

YSGRKAV1VKN1DDGTSDRPYS 

HALVAGIDRYPRKVTAAMGKK 

K1AKRSKIKSFVKVYNYNHLMP 

T\RYSVDIPL\DKTVVNKDGFTD 

P\ALKRNARMEA\KVKFEERYK 

TGKN KWFF\QKLRVLDAFVLII 

KNYKE 


11479 


41847 


A 


11548 


1 


414 


LGGLKGTWGETKPAMAAAEEE 
DGGPEGPNRERGGAGATKTLL 
YTGNHLFSPQWLETRPERQECP 
VCKAG1SREKVVGEKSLLTFSL 
HFLRLKTPQICRLPV*LFLPP*GF 
QPFGDTGGFHFSFGVGAFPFGF 
FNSPSY 


11480 


41848 


A 


11549 


1 


654 




11481 


41849 


A 


11550 




663 


RGQEVVSGLLGRVYVYLGGLK 

GTWGETKPAMASAEEEVSGAPN 

VPNRERGGAGRPK.TPFECN1CL 

ETAREAVVSVCGHLYCWPCLH 

QWLETR\PERQECP\VCKAGISR 

EK.VVP\LYGRGS/QRSPQDPRIK 

NSPRPPGGRGPAPE\SRGGSQP\F 

GDTGGFHF\SFGVGAFPFGFFTT 

VFYNAHEPFRRGTGVDLGVQGH 

dci mi r^i/ccDT Dr;PCATPPT vwn 
roLt^LOr^rir rLrur aAlrr JLr WL 


11482 


41850 


A 


11551 




369 




11483 


41851 


A 


11552 


375 


851 




11484 


41852 


A 


11553 




927 




11485 


41853 


A 


11554 


104 


845 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11486 


41854 


A 


11555 


200 


1496 


ETIQAVVFMSLHFLYYCSEPTL 

DVKIAFCQGFDKQVDVSYIAKH 

YNMSKSKVDNQFYSVEVGDST 

FTVLKRYQNLKPIGSGAQGIVC 

AAYDAVLDRNVAIKKLSRPFQ 

NQTHAKRAYRELVLMKCVNH 

KNI1SLLNVFTPQKTLEEFQDVY 

LVMELMDANLCQV1QMELDHE 

RMSYLLYQMLCGIKHLHSAGII 

HRDLKPSNIVVKSDCTLKILDF 

GLARTAGTSFMMTPYVVTRYY 

RAPEVILGMGYKENVDIWSVG 

C1MGEMVRHK.ILFPGRDY1DQW 

NKV1EQLGTPCPEFMKKLQPTV 

RNYVENRPKYAGLTFPKLFPDS 

LFPADSEHNKLKASQARDLLSK 

MLV1DPAKR1SVDDALQHPYIN 

VWYDPAEVEAPPPQIYDKQLD 

EREHTIEEWK.ELIYKEVMDS\EE 

KT* K WC* LKGQPSPVSAQ VQQ 


1 1487 


41855 


B 


11556 


56 


1564 




11488 


41856 


A 


11557 


1 


970 




1 1489 


41857 


A 


1 1558 


1 


903 




1 1490 


41858 


A 


1 1559 


237 


479 


PVGTNTECEIPFQPMETGHSSR 
VDASGYK*PCLLCSVYSRGKTA 
GECTLF*VHHFLSSLCPVNLGA 
NNQLHYIPWFSTDG 


11491 


41859 


A 


11560 


1 


477 




11492 


41860 


A 


1 1561 


125 


1133 




11493 


41861 


A 


11562 


1 


837 




11494 


41862 


A 


11563 


2 


708 


CQHYKFRYHQQGEGQEEPPLN 
PHGAARAEVYLRKCTFDMFNF 
LASQHRVLPEGATCDEEEDEVQ 
LRSTRRATSLELPMAMRFRHLK 
KTSK.EAVGVYRSAIHGRGLFCK 
RN1DAGEMVIEYSGIVIRSVLTD 
MRKKFYDGKGIG\CYMFSMDD 
FDVVDATMHGNAARFINHSCE 
PNCFSGVIPGGGPENKIVIFGLR 
RILGGEEVNLRTKKFP1E\DAK\N 
KLPC\NCGAKRCRRFLN 


11495 


41863 


A 


11564 


2 


136 




11496 


41864 


A 


11565 


1 


551 


AILYAKRASVFVKLQKPNAAIR 
DCDRAIE1NPDSAQPYKWRGKA 
H/RAQKIAEHRRKYERKREEREI 
KERIERVKKAREEHERAQREEE 
ARRQSGAQYGSFPGGFPGGMP 
GNFPGGIPGMGGGMPGMAGM 
PGLNEILSDPEVLAAMQDPEVM 
VAFQDVAQNPANMSKYQSNPK 
VMNLISKLSAKK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


11497 


41865 


A 


11566 


1 


804 




11498 


41866 


A 


11567 


64 


1215 


PPSFAHHLPTMDPRKVNELRAF 
VKMCKQDPSVLYTEEMRFLRE 
WVESIGGKVPPATQKAISEENT 
KEEKPDSK.K.VEEDLKADEPSSE 
ESDLEIDKEGVIEPDTDAPQEM 
GDENAEITEEMMDQANDKKVA 
A1EALNDGELQKAIDLFTDAIKL 
N PRL A I L Y A K.RAS VF VKLQKPN 
AAIRDCDRAIEINPDSAQPYKW 
RGKAHRLALGHWEEAAHDLAL 
ACKLDYDEDASAMLKEVQPRA 
QK1AEHRRKYERKREEREIKERI 
ERVK.KAREEHERAQRE\EEARR 
QSG\ AQYG S F\PG GFLGGVMPGN 
FP\GG\MPGMGGG\MPGMG\GM 
PGLNE1LSDPEVLAAMQDPEVM 
VAFQDVAQNPANNMSKYQSNP 
KWMNLISKLSAKFGGQA 


1 1499 


41867 


A 


1 1568 






VKAKIQDKEGIPPDQQRLIFAG 
KQLEDGRTLSDYNIQKESTLHL 
VLRLRGGIIEPSLRQLAQKYNC 
DKMICR/KKCGHTNNLRPKKK 


11500 


41868 


A 


11569 


3 


318 




11501 


41869 


A 


11570 


7 


57 


RFFNFLGGIP/P*SGPKGMTL/DQ 
TQGSKSKQIQWPALTFKPLVER 
NIPSSVTAVEFLVDKQLDFLTE 
DSAFQPYQVRNFRLLFK1 KG* L 
NFIDIQTFFK.QYSLNIISSNF*LC 
EKPNECSQL1LL1G*TVY*FFNFL 
GG1PLNLGQKE 


11502 


41870 


A 


11571 


1 


2109 




11503 


41871 


A 


11572 


50 


251 




11504 


41872 


A 


11573 


1 


1922 




11505 


41873 


A 


11574 


2 


479 




11506 


41874 


A 


11575 


1 


909 


L1LTSVLLFQRHGYCTLGEAFN 

RLDFSSA1QDIRTFNYVVKLLQL 

IAKSQLTSLSGVAQKNYFNILD 

K1VQKVLDDHHNPRLIKDLLQD 

LSSTLCILIRGVGKSVLVGNINI 

WICRLETILAWQQQLQDLQMT 

KQVNNGLTLSDLPLHMLTNILY 

RFSDGWD11T\LGQVTP\TLYML 

SEDRQLWKKLCQYHFAEKQFC 

RHL1LSEKGHIEWEVGCNFATF 

RKHYPAKEQYGRQHC1FCRHCS 

ILFWKDSGHP\CTAADPDSCFTP 

WSSQQFIALFQVLRAAPCHPY 

WRFVNPAVCAGL1VSVL 


11507 


41875 


A 


11576 


1 


1035 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


III 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11508 


41876 


A 


11577 


63 


606 


FAKNERTQRGKRRGVTRYMFSR 
PF\RK\HGVVPLGPHICR1\YRKG 
DIVDTQGNGVLFKKGMPHKCY 
PWPKLEGVLQLLPQHAWAIVV 
NQPVLGQSFFPRE*IVRIEHI\KH 
SKSPR*ASLK/RVLKENDSEKER 
SPNEKGTWGSNLKRHLAPPQK 
KHTL*RTNGKEPEL\LEPIPYEFH 
GHNRC 


11509 


41877 


A 


11578 




490 




11510 


41878 


A 


11579 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKR1NVRIEHIK.HSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQLK.R/QGKNLVYISLVLRA 
L*G*DLTHHII1LFPFFFL**PAPP 
REAHFVRTNGKEPELL 


11511 


41879 


A 


11580 


336 


476 


GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 
LCG 


1 1512 


41880 


A 


11581 


1 


626 


WAFRPEPPSSSKF AQN DGPQRG 
KRRGT\RYMF\SRPF*ENHGVVP 
LAHIFMRUYKAKGDIVRHPRGM 
GYCSKKGMPPTSCYPWQKLGR 
V\YNVTPAMLFGIVCKQTKLKG 
NDSLPRG/ILMWR1*AHLRHF*G 
ARD/RASLKTCGRENGSRKKER 
KPKGGKVTWGFQLKRRHLGFP 
PQEEATFLLKEP1GGREP*ACLE 
PYFPYWISWGINRC 


11513 


41881 


A 


11582 


499 


723 




11514 


41882 


A 


11583 


96 


41 1 


PAPTSRCRRRRAPLPKKKAEGD 
AKGNKAKVKDEPQRRSARLS\A 
KPAPPKPEPKPKKAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN 
GDAKTDQAQKA\EGA\GDAK 


1 1515 


41883 


A 


11584 


3 


493 




1 1516 


41884 


A 


11585 


588 


759 


GEGCG WAEVGRCRPGPPDPAG 
PAGAAGP\GAARGGLFRGVLSP 
SSRCGGGSSSSRSGR 


11517 


41885 


A 


11586 


213 


626 




11518 


41886 


A 


11587 




645 




11519 


41887 


A 


11588 


1 


739 




11520 


41888 


A 


11589 


327 


676 


NPNPSWNLAHVWDMDRK*EQ 
RGIQA/**SNINKS*KE1CMSMQC 
LEMPRNPDH*GRIDVSFQNLrvlR 
LTR* SQMG YLPWDLKQELETFS 
KLS* KQ VMLS V V VTF VRNMLQ 
LRFLTSFSG 


11521 


41889 


A 


11590 


11 


328 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11522 


41890 


A 


11591 


1 


378 


LFIVTVCPAFLRFSSA1CDSFLIC 
PQVGGCVRRVLLVTVGVLLSIS 
LDMAATGVSLGSSWSLFLGIW 
LM1RFQVS*WYPNWLLILSWRN 
1 S ITSTPS Y Y FT YFPTFC YQI SPPN 
QLFCFCLCSWFL 


11523 


41891 


A 


11592 




780 




11524 


41892 


A 


11593 


1 


1461 


MVTLMGHAALCLHYVMQLGT 

TGGAWYFPRASSQAREMPQCP 

TLESQEGENSEEKGDSSKEDPK 

ETVALAFVRENPGAQNGLQNA 

QQQGKKKRKKKRIIIISGKVLED 

FLALAMHFADEETGQKRCSLN 

QTIQLLITPDTG SI WHQAFLSS1 V 

RRAAQQYGFREGGEDDDWTL 

YWTDYSVSLERVMEMKSYQKI 

NHFPGMSEICRKDLLARNMSR 

M LKMFPKDFRFFPRT WCLPADP 

AQLDLWSQTFWPRPRTAPDGT 

GADGLGLRLGSLGK/VSFWFPA 

CHGLG*PEASYTAS/MACGSLP/ 

WKLSTFSAYLEDHSYNVEQIW 

RD1ED VIIKTL I S A H P 1 1 RUN YHT 

CFPNHTLNSACFE1LGFDILLDH 

KLKPWLLETEKMQTAGALFISP 

ALPSYSNFPLQVARREFQTSVV 

SRD1DTAAKF1GAGAATVGVAG 

SRAGIGTVFGSLIIGYARNPSLK 

QQLFSYAILGFALSEAMGLFCL 

MVAFLILFAM 


11525 


41893 


A 


11594 


1 


2301 




11526 


41894 


A 


11595 


3 


381 




11527 


41895 


A 


11596 


1 


729 




11528 


41896 


A 


11597 


1 


1006 


MVKVKARVNEFGYTGCLVTRA 

AFNSGKVDIVA1NDPFIDLNYLA 

YMLQYDSTHGKFHGTIKAENG 

KLVINGNPITIFQE*DPTKIKWG 

DAGTEYVVESTSIFTAMEKVGA 

HLQRGAKRVMIFAPSTEAIMFM 

MK.VNYEKYDNSLKIISNASCTT 

NCLAPLAKV1HDNSGIVERLM1 

TVHVITTTQKTVDGPCRKLRPD 

GHRALQNIIPASTSTAKAMVKV 

IPELNKKLTGMASHVPTAKVLV 

VDPTCHL/EKPAKYYDIKKMM 

KQASEDPIKG1LGYTEHQIVSSD 

FNSDTQSSTFDAGAG1TLNDHF 

VKLISWYDNEFGYSNRVVDLM 

AHMASKE 


11529 


41897 


A 


11598 


3 


508 




11530 


41898 


B 


11599 


1 


5068 
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SEQ ID 

NO: 


SLQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11531 


41899 


A 


11600 


58 


659 


PVATTCECIFIHLGEADVWIGN 
AA/WELYYLEQSIQHDSPMPSD 
KTTG*GDN*FYASS\GAGKFVS 
RAVF1NLEPIVTDEVCTGTYHQ 
LFHPEQLITDKEDAAHNYAWG 
HHD1GKIIGCYSTNKTKCT1QFV 
DWCFTSLKVGFNCQLPTVVPAG 
N L ANIKRAACMLSNTIAIAEA W 
VCLGHKSDLSYANCSFVHQFFN 
KSIH 


11532 


41900 


A 


11601 


511 


1173 




11533 


41901 


A 


11602 




497 


WCDGPQNRYALICQQC/YSHNG 
MALKEEFEY1AFRCAYCFFLNP 
A RKTRPQAPRLPEFSFEKRQVV 
EG SSSVG PLPSG SVLSSDNQFNE 
ESLEHDVLDDNTEQTDDKIPAT 
EQTNQVIEKASDSEEPEEKQET 
ENEEASVIETNSTVPGADSIPDP 
ELSGESLTAE 


1 1534 


41902 


A 


11603 


2 


764 




1 1535 


41903 


A 


1 1604 


1 


444 




11536 


41904 


B 


11605 


44 


1748 




11537 


41905 


B 


11606 


1 


1134 




11538 


41906 


A 


11607 


1 


549 




11539 


41907 


A 


1 1608 


212 


548 




1 I 540 


41908 


A 


11609 


1 


905 


ESVAAAARAFPFTAPKELERQQ 
RRRFRFHHLFLFPSLRTPCRVSV 
SLQPWLWKATEVMAMFEQMR 
ANVGKLLKGIDRYNPENLATLE 
R\YVETQ\AKENAYDLEPNLAV 
LKLYQFNPAFFQTTVTAQILLK 
A LTNLPHTDFTLCKCM1DQATI 
QERNGP1 PDQIFVPSGTLLEDPA 
HFPGPFWQTPGNGRACQKAWD 
ENHWTLFGK.VLT\GF*RLLVRK 
FIC\HVVGYHLPSHIDR\WLLAE 
MLGDL\SDKPAKRCWMSKIRLR 
EDDRRGQIF\ICS\QE*EHLNPRN\ 
IVEKIDFDSVSSIMASSQ 


11541 


41909 


A 


11610 


186 


209 


QLWPN*LLSRNKEATLRYSQLP 
TCHSICY*MPAF*HTISDLSFNK 
NINCKSYHLRVFYKYV*IVCHF 
*VPKVYWTKYYQTSCRT*WR* 
SGVE*PPIISSSSSACCLLRRLPT 
EGTCPEIFWNPRLGISAECRDSC 
GPTSF 
















11543 


41911 


B 


11612 


1 


999 




1 1544 


41912 


A 


11613 


1 


657 




11545 


41913 


A 


11614 


1 


707 




11546 


41914 


A 


11615 


1 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1547 


41915 


A 


11616 


1 


1287 




1 1548 


41916 


A 


11617 


242 


540 


LTNEKKVQDQM DSQPN STRGT 
RRSLYPFLLKLFQLIEKEGILPNS 
FYEASI1LIPKPGRDTTTTKKEF* 
TNIPDEHRCKNPQ*NTSKPNPA 
AHPKAYPP 


11549 


41917 


A 


11618 


193 


916 




11550 


41918 


A 


11619 


1 


2169 




11551 


41919 


A 


11620 


1 


615 




11552 


41920 


A 


11621 


39 


568 


NSAWARRPLVLPLMSLVSPWK 
SSQHIF\RVLNPPNLDGRRKNSP 
LPITCHLRVWARRYAHVV\LRK. 
AD\IDLTK\RAGEL\TEDEVERVI 
TI LQ\NPRQYKIPD\WFLNRQKD 
VKDGKYSQVLANGLDNKLRED 
L\ERLKEDSAPIEGLRH\FWGLR\ 
VRGQHTQDQLGRRGRHRGASA 
GARR 


11553 


41921 


A 


11622 


1 


378 




11554 


41922 


A 


11623 




222 




1 1555 


41923 


A 


11624 


2 


367 




11556 


41924 


A 


11625 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAK.LSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


11557 


41925 


A 


11626 


1 


633 




11558 


41926 


A 


11627 


164 


714 


1GVNRHLIQESPSWNLAGAPLE 
QIFQRKEQAA1FA1LQPLLVISRQ 
TGSGVDPQQTPADLQK7SGSDS 
REQNKTENEFDELTEIGCRRWV 
ITNSSELKEHVVTQCKEAKNLE 
KMLQELLTRITSLEKNINDLME 
LKNTAQELREAYTIINSQTDQA 
EERISEIEDQLNE1K.GEDNIREKT 
VKRNE 


1 1559 


41927 


A 


11628 


504 


936 


TESSSININKKDDHAKTP\PKDH 
NSSPAREQNKTENEFDELTEIGC 

K.K. W V 1 1 INootLrwCrl V V 1 ^^JvcA 

KNLEKMLQELLTRITSLEKNIN 
DLMELKNTAQELREAYT1INSQ 
TDQAEERISEIEDQLNEIKGEDN 
IREKTVKRJE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11560 


41928 


A 


11629 


1949 


3232 


PGKQDLEWTSSKLQQTCRRGT 

LLVEGKLTNRK.E*HQHQQKLLR 

PHGNLIQRDHNCSPARE\QNWM 

ENEFDKLTEVGFRRWT1TNSSK 

LKERVLTQCKEATNLAKRLEK. 

LLTR1TSLEKNK.NDLMELKNTA 

QELREAYTSISGRINQAEQRTSE 

IEDQLNEIKRRGVSVCPQPSEDT 

PRSTARVPKGMVPFRPRVPLVT 

PPREKKEAPWLACLRTRALRILI 

DPPSQVWDIVSCDAENETKLEN 

TLQDIIQENFPNLARQANWQ1Q 

EIQRTPQRYSSRRATPRHI1VRFT 

KVEMKEKAMLRAAREKAGQVT 

HKAKP1RLTADLSAENLQAR/R 

TEWGPIFNILKEKNF\QPR1SYPA 

K\LSFISEGEIKYFTDKQMLRDF\ 

VTTRPALK\ELLKEALN\MERD 

N\RYQP\LQNHAKFVKTIEAREE 

TC1NLMCQITS 


11561 


41929 


A 


11630 


1 


421 




11562 


41930 


A 


11631 


2 


415 




11563 


41931 


A 


1 1632 


59 


492 


GHIGVRPSLHPVTSTTSGNVSPT 
LARAMASISELACVYLALILHD 
DEVIIMEVNINTLIK.AASVNVE/ 
PFWPGLFGKALANVNIGSLICN 
VGAGGPALAAGAAPAGGPAPSI 
AAASAEEKKMEAKKEESEESD 
DDMGFGLFTKPVL 


11564 


41932 


A 


11633 


100 


527 


PPRTGQRQPLHSARRHGPSVS\E 
LACI\YSAL1SARTDEVTVT\EDK 
rNALlKSSPL*MLSPFWPWLCLQ 
RPLAYNVNIGSLAICNVRGPVEPA 

ACnt>TA\rDADIl'VI ADCT\AAAD 

AsyrOAwrAKlS. V LArs 1 \AAAr 

S* RRRKLE AKKRKNPKE VLN DE 
HGLLVFLN 


11565 


41933 


A 


11634 


1 


675 




11566 


41934 


A 


11635 




1032 





1537 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11567 


41935 


A 


11636 


3 


976 


HEAKHQMADDAGGS/AGGPEG 

PGGPWDGKTPLLSGEVFGIVIR 

G RG S RP/RG RG RG RAG RG ARG G 

KGPRIK/WIGMPVHQVGAALVK 

DH*RSKFPWKEIYLFSLP\IKGIK 

DS*FSFLAGPLSKDEGFEGLCPV 

QKQTRAGQAQQVSRPFVAIGG 

LQMAHVGSGVLSAPKEWATG 

HPVGAIILAKLSIRPRAQKGIWG 

TKYWQSPNTVP\CKV\TGRCGF 

VVVRLIP\APRGSGIVSAPVA\K 

KLLMMAGIDDCYTNSAPGCTAT 

LG\NFA KGHPLI AIFKVTYKLP* P 

PDLWK\ETVFTKV\PYQ\EFT\DH 

LVKDPHPESSVQRDLRLQLVAT 


1 1568 


41936 


C 


1 1637 


279 


322 




11569 


41937 


A 


11638 


1 


107 




11570 


41938 


C 


11639 


69 


134 




11571 


41939 


B 


11640 


223 


950 




11572 


41940 


B 


11641 


1 


684 




11573 


41941 


A 


11642 


1 


564 


EFGTRDNRVLLPLVNPTVFFDI 

AVD/GVYPLGRVSFELFADKVP 

KTAENFRALSTGEKGFG\YKGS\ 

CFHRLFP\GFM\CQGW*L*SHHN 

GT\GGKSHLWGRNLKDENFI\L 

KHTGPGILS\MANAG\PNTNGSP 

VFLTSCTA\KTE\WLDGKH\AGL 

GKVKEGMNIVEAMER\FGSRN 

GKTSKKIISIA\DCGTTSN 


1 1574 


41942 


A 


11643 




877 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIYIFNLKRTWEKFLLAAR 

AVVAIENPADVSV1SSGNTGQR 

AVLKFAAATGATP1AGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHSVGLMW 

WM LAREVLRMRGTISRGHP WE 

VMPDLYFYRDPEEIEKEEQAAA 

EKAVTKEEFQGEWTAPAPEFTA 

TQPEVADLSEGVQVPSVPIQQF 

PTDDWSTQPATENWSAAPTAQ 

ATEWVGATTDWS 


11575 


41943 


A 


11644 


1 


1674 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11576 


41944 


A 


11645 


1 


1121 


MLEAVLEESPREEAAFSWVMK 

GNLAAGKT1QAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMK.EEDVL 

KFLAA\GTH\LGGTNLDFQMEQ 

YIYKRKSDGIYI1NLKRTWEKLL 

\LAA\RAIVAIENPADVSVISSRN 

TGPEGLCLKF\AA\ATGATP1AG\ 

RFTPG\TFT\NQIQ\AAFREATGF 

LVVTWTPGLD\HQPLTEA\SYV 

YLPT1A\LCNTDS\PL\RYVDIAIP 

CNNKGAHSVGLMW\WML\ARE 

V L RMRG\TISREHP WEWMPDL 

YFYRDPEEIEKEEQAAAEKAVT 

KEEFQGEWTAPAPEFTATQPEV 

ADWSEGVQVPSVPIQQFPTED 

WSAQPATEDWSAAPTAQATE 

WVGATTDWS 


11577 


41945 


A 


11648 


1 


396 




11578 


41946 


A 


11649 


1 


567 




11579 


41947 


A 


11650 


1 


226 




11580 


41948 


A 


11651 


3 


377 




11581 


41949 


A 


11652 


19 


450 


PDRRWSSLDTMNHTGQTFFSPV 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HVVWSLFNTLFMNPCCLGF1AF 
AYSVKSRDRKMVGDVTGAQA 
YASTAKVALN1WALILGILMTIL 
LIVIPGLIFQAYG 


11582 


41950 


A 


11653 


210 


2206 




11583 


41951 


A 


11654 


450 


644 


SLRLWVTERTAVTNLPSSSRGV 
GDKPPVGSPHLFLSLVVAFNPL 
QSTRNPASASQPQXPCSAEQPAR 
RG * AEPA LRTVLPI H AEM WLPR 
LHEFEEHRLVHRCFTLTFVDET 
DHCAVLPRGAGSGQGGGFERIL 
SQSPGSLWESC*PGLWLNILSNP 
PPCPLPAPLGRTAQ 


1 1584 


41952 










RGTWSIIA*KSQGISWDRFEEVT 
LCREPFT 


11585 


41953 


A 


11656 


1 


2538 




11586 


41954 


B 


11657 


68 


1602 




11587 


41955 


B 


11658 


1 


1464 




11588 


41956 


A 


11659 


587 


1081 


ILSWLTLWSILRLYIVTLTGKIC 
SLTSEASEATSPPRGTNNSRSVA 
LAVVTLVWRVCSFIFDSKAFIL 
AFAFFFSHWFSILPFPPQHGATL 
WYFWGDFECSRGPRNIHTDDR 
ARLVPMTERGGPPQGGEPART 
RSPRQGGRGGMEGGE*YPCPPH 
LGGQERKPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11589 


41957 


A 


11660 


180 


583 


YTEVLKGPDGAENHGTRTT** 

MHKPH*PIRSTGRKADKQLQQS 

LR\NKINVQKSQAFLYTNNRQT 

ESQ1MSELPFTIASK.RIK.YLGIQL 

TMDVKDLFKENYKPLLKEIRG 

Y KQM G E H SMLMG RKNQYSEN 

GHTAQ 


11590 


41958 


A 


11661 


82 


159 




11591 


41959 


A 


11662 


2 


1008 


NAAPLQQRNKAGCR/YDLDEL 
REEG F RRSNFFKLKAE VRTQCK 
ETKNLEKTLDKWLTRKTSVEK 
SLNDLMELKTMVQGLRDKCTN 
FSNGFDQLEERVSVIEEQMNEM 
KQEKKYREKKDRSMTQKVNK 
DIQELDSALHQEELIDIYRTVHP 
K STEY TFFS APHRT YFKIDHI VG 
SKALLSKCKRTE11TNCLSDHSA 
IKLELRIKKLTQNRSTTWKLNN 
LLLNDYWVHNEMKAEIKMFFE 
TNEN KDTTYEN L WDTFKA VCR 
GKFRALNVHKRKQERSK1DTLI 
SQLK.ELERQELT1 1SKASRMQE1 
TK1RAEQKEKETEKNIQKNQRI 
QELFLLKDQQN 








66 




T529 




1 1593 


41961 


B 


11664 


1 1 1 


1350 




11594 


41962 


C 


11665 




2127 




11595 


41963 


B 


11666 




1350 




11596 


41964 


A 


11667 




1506 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1597 


41965 


A 


1 1668 


1 


1855 


M1IIVPLYSSLGDRVKSCEKKRE 

RERERRKKERKKERKKERKKE 

RKKASSKEREEGRKKERRKK.L 

RKKEEKERKKRK.KK.RREGRKE 

RKKEKERKEGKKEERKNIPGKR 

RESTDPLKEMDHRCLLPEMLK 

GTWWTTPARASGPAVPLLCEF 

RQWTVDTTSVVPESTHMPGQM 

TQPIPAPDSHM M DEAGGH YPK 

QTNTRPENQILHVFTDKWELNT 

EYKDPKKRTTDTRAYLRVEAT 

LAADWMVPTQIEGRSSFVLATL 

AADWMVPTQ1EGRSSFVLATL 

AADWMVPTQTEGRSSFVLATL 

AADWMVPTQIEGRGRMTPHM 

AGYSSETKLPEERSGSS1CGSPIS 

AVLQPPLL1PRQTGSGVDLQQT 

PTDLQLRVLMERSSSPATEQSW 

MENDFDEMRDEGFRRSNYSEL 

KEEVQTYCKEVCRGKFKALNA 

H KRKQETSKI DTLTSQLKELEK 

QEETHSKASRRQE1TKIRAELKE 

IETQKTLQK1NESRSWFFEKINK 

IHRPLARI.IKKKTEKNQINA1KN 

DKWD1TNMLTEIQAT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRL*N/CRQSLIAYQQ1KVQDQ 

MDSQSNSTRGTRRSWYHSF 


11598 


41966 


A 


11669 


2678 


2897 


PDGAKKHGKRT\RDERTSFSSEF 
NQLEERVSV1ENQMNEMKREE 
KFREKRVKRNEQSLQEIWD\M* 
KDQMRSTS 


11599 


41967 


A 


11670 


843 


2004 


n>jqcrevli<:gvdgaesqgsrt\ 
reerrslrsrcdqleervsvied 
qmnemkregkfrekrikrneq 
slqeiwdyvkrpnlrligvpes 
dgengtklentlqdiiqenfpn 
ltrqaniq1qeiqrtpqryssrr 
atprh1vvrftkvemkekmlr 
aarekgrvthkgkpirltadls 
agtlqarrewgpifnilkeknf 
pprisypaklsfisegeikyftdk 
qmltivhlktldhymynirrpk 

GGEKKADQEVNSEPRNNIVLET 
KG DRG PQ APA SPGGPPPR R V RR 
SASGSRAGITFHPVHYLTRRPFA 
HRFHYQSHGYGVGSVQSAELR 
H KTN SA A RA A LRDGG VDCRG R 
ERGSACQKRSDDEAGGLVLSD 
LPRVMSGSWEVRR 


11600 


41968 


B 


11671 


1 


3221 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for las) amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


11601 


41969 


A 


11672 


82 


160 




11602 


41970 


A 


11673 


1 


551 


AAAMADSGTAGGAALAAPAP 
GPGSGGPGPRVYFQSPPGAAGE 
GPGGADDEGPVRRQGKVTWS 
YDRKELRKRLYN L\ED W I L * QLN 
GAFYDCQ\EEE1PELEIDVDELL 
D\MESD\DARAA\RVKELLVDC 
YKPTEAFISGLLDKIRGMQKLS 
TPPEEVRVPDPG RTV APTG QS L 
PPDLVATAITGGT 


11603 


41971 


A 


11674 


362 


650 




11604 


41972 


A 


11675 




651 




11605 


41973 


A 


11676 


1 


3101 




11606 


41974 


B 


11677 


1 


2838 




11607 


41975 


A 


11678 


1326 


1980 


TSEASRQSERVDSAALSALSLLS 
RSSKCRPWGTA RVARAGGCLT 
PLLSRRFLETRPFTGPWDPGLG 
VTCWCCPPKRRLKSTPRPKFSV 
CVLGDQQHCDEAKAVDATFEV 
CLGDQVLSNANGFLSLSAKKY 
DAFLASESLIKQIPR1LGPGLNK 
AGKFPSLLREEGQAICYSSTNLT 
*SSLPSSQVLCLAVAVGHVKMT 
DDELVYN1HLAVNFLVSLLK 


11608 


41976 


A 


11679 


11 


720 


EAM SSK V SRDTLYE AVREVLH 

GTQRKRRKFLAETVELQ1SLKNY 

DPQ\KDKRF\SG"r\VRLKSHSPAL 

SFSVCVLGD\RQH\CDVEAKA\V 

DIPPHGPSEAAEKTSTKNKKLV 

QKSWPKKV*MPFLA\SESSDQA 

RFPR1PRAPGLNKAGK\FP\SLLT 

HNGKHGGPKVDEVKVPQSRFQ 

MKKVLCLAVAVGHVKMTD\DE 

LVFN1HLA\VNFL\VSLLK\KNW 

QKCSGALYYQEAPMGQSPKRL 


11609 


41977 


A 


11680 


34 


507 




11610 


41978 


A 


11681 


407 


806 


LRVGMLQRSKANGPDDDHLLG 
ASCTCGPSTGSPSPRLPSLPQRP 
QKGLLHQ/RATRMKPGNIAKGL 
WKRLSKGTVMKLWLLTAVPRL 
SGLLVCPLVHQLLLAFKFLKRF 
PIFCLWFRAANRHARFSILFKLS 
RP 


11611 


41979 


A 


11682 


1 


1551 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11612 


41980 


A 


11683 




751 


MAGYSSETKLPEERSDSSIRGSR 

KSTVLQTLLLIPRQTGIKKLTQN 

RSTTWKLNNLLLNDYWVHNE 

MKAEIKMFFETNENKDTTYQN 

LWD/YIQSSV*RE1YSTKCPQEK 

AGKIQN\DTLTSQLKELEKQEQ 

THSKASRRQEITKIRAEPKEIQT 

QKTLQKINESRSLFFKRINKIDR 

PL A R L I K K KREKNQID AIKNVE K 

G1SPPIPQNYKLPSENTTNTSMQ 

IN * KI * KKWIN S WTHTPS QE * TR 

KKLNL 


11613 


41981 


A 


11684 


49 


551 


VRATYFHHAPANCTEFVPRQL 
VSRAENLPQATSLPTEKASRAF 
R V LL I PRQTRSG VDLQQTPTDL 
QLRVLIVRRKTNKQKGHPHQN 
PICTSPLRRSNFFELKEEVRTHG 
KDAKNLEKRLDKWLTRISSVE 
KSLNDLMELRTM A * ELCDECTS 
FSS*FNQLEERVSV1 


11614 


41982 


A 


11685 


1 


1566 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLL1PRQTGSG 

V DLQQTPTDLKLR VLT VRRKS 

NKQKGHPHQKP1CTSPLSKTKD 

RSTRQKVNKDIQDLNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTCSKIDHIVGSKALL/EQM*KN 

RNYQKLSLRPQCNQ\LELRIKKL 

TQNHSTTWKLNNLLLNDYWM 

QKRPLKIQQCFMLKTLNKLG I D 

GTYLKNRAIYDKPTANIILNGQ 

KLEAFLLKTGTRQGCPLSPLLL 

NVVLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDM1VYLENPI 

VSAQNLPKLISNFSKVSGYKIN 

VQKSQTFLYTRNRQTESQ1MSE 

LPFT1ASKRIKYLGIQLTRDVKD 

LFKENYKPLLKE1KEDTNKWK 

NIPCSWVGRINIVKMA1LPKV1Y 

RFNAIP1KLPMTFFTELEKTTLK 

FIWNQKRACIAKSILSQKNKAG 

niTt Dcrpi vtpi r\ 
Ul 1 LrcrtvL, I 1 KL^ 


11615 


41983 


A 


11686 


1 


4962 




11616 


41984 


B 


11687 


101 


3772 




11617 


41985 


B 


11688 




1047 




11618 


41986 


A 


11689 


21 


287 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1619 


41987 


A 


11690 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 
RSSKTKERVSAMEDEINEMKRE 
EKFREKRVKRNEQSLQEIWDYL 
KRPNLRLIGVPESDGENGTKLE 
NTLQDI1QENFPNLARQANIQIQ 
E IQRMPQRYS LRRATPRH 1 1 VRF 
TKVEMKEKMLRAAREKGRVT 
HKGKPIRLT/ADLSAETLQARRE 
WGPIFN ILKEKNFQPRIS YP AKL 


11620 


41988 


A 


11691 


1 


1257 




11621 


41989 


A 


11692 


1 


759 




11622 


41990 


B 


11693 


107 


511 




11623 


41991 


A 


11694 


170 


726 


LLEGKLTNRKDI HTETPS VCHH 
HQRPKDIIQENFPNLARQANIQI 
QE1QRTPQRYSSRRATPRH11VR 
FTK/VEMKEKMLRAAREKGRV 
THKVICPIRLTADLLAETLQARR 
EWGLIFNILKEKNFQPRISYPAK 
LSFISEGEIKYFTDK.QMLRDFVT 
TRPALKELLKETLNVERNNRYQ 
PLQKHAKL 


1 1624 


41992 


A 


1 1695 


1 


569 


MAGYSSETKLPEERSGSNICCSP 

ISAVLQPPLLIPRQTGSGVDLW 

QTPTDLQLRVLTVRRKINKQKG 

HPHQNPICTSPSSKTKGQIRAEL 

KEIETQKALQKINESRNWVFEK 

1NK1DRPPARL1KJCKREKNQIDA 

1KNDRGD1T1DPTE1QTT1REYYK 

HLYANKLENLEERDK.FLNTYTL 

PRLNQEEVESLNRPITGSE1EAII 

NSLPTKKSPGPDGFTDAFYQRY 

KEDLVPFLLKLFQSIEKDR1LSN 

SFYEASIFLIPKLGRDTTKKEN* 

QTERTSTPKPHLYITIIEDQRPD 

QSRTEGNRDTKSPSKNQ*IQEL/ 

WFLKRSTKLI\ATSKTNKEEKRE 

ESNRCNKK**RGYHHRSHRNT 

N YHQRIL*TPLCK*TRKSGRKG * 

1PQH1HSPKTKPGRS 


11625 


41993 


A 


11696 


3 


1039 




11626 


41994 


C 


11697 


1 


1251 




11627 


41995 


A 


11698 


1 


807 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11628 


41996 


A 


1 1699 


1 


713 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLL1PRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKD1QDLNSALHQA 

DLI DI Y RTLHPKSTEYTFFS APH 

HTCSKIDHIVGSKALL/KQM*K 

NRNYQKLSLRPQCNQTRTQD*E 

TH SKPLNYM ETEQP APE 


11629 


41997 


A 


11700 


1 


1768 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKK.GNVCSHGNLEKDFPYIPH 

LFG LQQKKMDLKG VFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GG EG DTVLTM KERWPHECI VLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLL1PR 

QTGSG VDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKP1CMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGSIQQEELTILNIYAPNTEAPR 

F1KQVLSDLQRDLDSHIIIMGDF 

NTPISTLDRSMRQKVNKDIQEL 

KSALQQADL1DIYRTLHPKSTE 

YTFFSAPHHTYSKIDHIVGSKAL 

LSKCKRMEI1TNCLSDHSA1KLE 

LRIKKLTQNRSTTWKLNNVLLN 

DYWVHNKMKAE1KMFFETNG 

NKDTTYQNLWD/Y1QRSV*REI 

Y STKCPQEKAG RI *N* HPN I\QL 

KELEK.QEQTHSKVSRRQEITKIR 

AELKE1ETQKTLQKINESRSWFF 

EKFNK.IDRRLARLIKKKREKNQ 

1DAIKNDK\G ISPL1PQKYKLPSE 

NTINTSTQIN*K1*KKWINSSTHT 


11630 


41998 


A 


11701 


535 


666 


KGRNIQLNGLVIGTLSN*LKCL 
KMFFTMPLGYINGGISSDFFLH 


1 163 1 














11632 


42000 


B 


11703 


1 


1254 




11633 


42001 


A 


11704 


1 


1032 




11634 


42002 


A 


11705 


481 


1491 




11635 


42003 


A 


11706 


2 


717 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


11636 


42004 


A 


11707 


348 


1976 


SRVRPVVHLRRAPMVCQGHTT 

PPVCGSLAGPGDCVHYSVPAG 

YSSETKLPEERSGSNICCSPISAV 

LQPQLLIPRRTGSGVDLQQTPT 

DLQLRVLTVRRK.TNKQKGHPH 

QKPICMSPSSKTKGSNSHITILTL 

NVNGLNAP1KRHRLANW1KSQ 

DPSVCCIQETHLTCRDTHRIKIK 

GWRE1YQANGKQKKAGVAILV 

SDKTDFKPTKIKRDKEGHYMM 

VKGSIQQEELTTLN1YAPNTGAP 

RFIKQVLRDLQRDLDSHTL1MG 

DFNTPLSTLDRSTRQKVNKDIQ 

DLNSALHQVDLIDIYRTLHPKS 

TEYTFFSALHHIYSKIDHIVGSK 

ALLSKYKTTEIITNCLSDHSAIK 

LELR1KKLTQNRSTTWKLNNLL 

LNDYWVHNKMKAEINTLFETN 

ENKDTTYQNLWD/Y1QSSV*REI 

HSTKCPQEKAGKI *N * HPNI\QL 

KELEKQEQTHSK.ASRRQE1TKIR 

AKLKEIETQK1LQKINESRSWFF 

EK1NKIDRPLARP1KKKREKNQI 

DAIKMEKG1SPL1PQKYKLPSEN 

TINTSMQIN*K1*KKWINSSTHT 

PSQD*TRKKLNL*INTSMQIN 


11637 


42005 


A 


1 1708 


1124 


1717 


LLEGKLTNRKD1HTKNPSVRHH 
HQRPKVDKTTK.MGRKQSRKTG 
NSKNQSASPPPKERSSSPATEQN 
WTENDFDELREEGFRRSNYSEL 
KEEVRTNAKEVKNFEKKLDEW 
1TRITNAEKSLKDLMELKTTAR 
ELRDECTSPSSQCNQLEERISAM 
EDKMNEMKREEKFREKRIKRK 
E\QS LQEI WD Y VKRPNLCLIG VP 


11638 


42006 


A 


11709 


1 


3549 




11639 


42007 


B 


11710 


209 


403 




11640 


42008 


A 


11711 


3 


248 




11641 


42009 


A 


11712 


61 


594 


IQPLVSVLDEKPSNGVLVHMVK 
LLIKTFLDGIFDDLMENNVLNT 
DEIHLIGKCLKFVVSNAENLVD 
D1TETAQTAGKIFREHLWNSKK 
QLSSVHGSEHEDKALTCHWVG 
HPGFPEKLKERKKFCGIMVVGL 
FGFTTDSGKAGADIHGRFLQGN 
FCNDAVTKAHVEKDFMAFKSST 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11642 


42010 


A 


11713 


1 


430 


FSAVREDGGCYLWQIYP1KERM 
DRIRLVLIICNKEFDHLPPRNGA 
DFAIM EM KKLLEDLG YS VD VE 
ENLTAR/HNVSQGETGTKGLPIF 
ITQLIACFQRYSWRCHL\EEVFW 
KVQQAFESPEATVQM PT1ERVS 
MTRYFYLFPGN 


11643 


42011 


A 


11714 


3 


1195 




11644 


42012 


A 


11715 


35 


1288 




11645 


42013 


A 


11716 


1 


1641 




11646 


42014 


A 


11717 


1 


2933 


MVCSAAPLLLLATTLPLLGSPV 
AQASQPLWPMAKGQTMWAQT 
STLTLTEEELGQSQAGGESGSG 
QLLDQENGAGESALVSVYVHL 
DFPDKTWPPELSRTLTLPAASA 
SSSPRPLLTGLRLTTECNVNHK 
GNFYCACLSGYQWNTSICLHYP 
PCQSLHNHQPCGCLVFSHPEPG 
YCQLLPPVPGILNLNSQLQMPG 
DTLSLTLHLSQEATNLSWFLRH 
PGSPSPILLQPGTQVSVTSSHGQ 
AALSVSNMSHI1WAGE 


11647 


42015 


A 


11718 




357 




11648 


42016 


A 


11719 


73 


1494 


KSSHCIKMGPQIFHKTSELFLPA 

TSCPSCPDQNEEDVSQTQYKEC 

CGGGWCSHSIFAVWHFI*RPDA 

T*FG*SSAYGFVASDQCP*GSS* 

LYHLWYSYSGSENKQCG*R\AA 

LGAGFSDKTPAHTVTMACISAN 

QAMTTGVGLIASGQCDV1VAG 

GVELMSDVP1RHSRKMRKLML 

DLNKAKSMGQRLSLISKFRFNF 

LAPELPAVSEFSTSETMGHSAD 

RLAAAFAVSRLEQDEYALRSHS 

LAKKAQDEGLLSDVVPFKVPG 

KDTVTKDNGIRPSSLEQMAKLK 

PAFIKPYGTVTAANSSF/LLTDG 

ASAMLIMAEEKALAMGYKPKA 

YL/RRDFMYVSQDPKD\HLLLG 

PTYATPKVLEKAGLYTMNDIDA 

FEFHEAFSG\QILANFKAMDSD 

WFAE\NYMG*KKPRFGLPPLWR 

RFNNWGNGSLSLGHPFGATGCR 

L VMT\A AN RLREEGRASM A * V 

A\ACAAGGQGHA\MIV\EAYPK 


11649 


42017 


A 


11720 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11650 


42018 


A 


11721 


17 


960 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHL1\RVAA\P 

KH WMLDKLTGGCA\PRHSPVP 

HKL\RECLPL11F\LRNRLKYALT 

GDEVKKICMQRF1K.1\DGKVYRT 

*YNPTPAGFHGMSSAFDKTGEE 

NFPS*SIDTKGSAFA\VHPYLTTL 

EEGQSTSLVPKVKKRSFVGHKK 

GIPSSWVTS*WPATIR*PRSPSSK 

VN*YHFRLDLETWQRLLDF\IKF 

\DTGNL\CMGDWGGA\NLGRN 

WVLITN\RERHPGSFDPWFHV\K 

DANGN\SFATRLSN1FVIGKGNK 

PWISLPRGKGIRLTIAEERDKRL 

AAKQSSG 


11651 


42019 


A 


11722 


1 


460 




11652 


42020 


A 


11723 


1 


243 




11653 


42021 


A 


11724 


94 


311 




11654 


42022 


A 


11725 


400 


792 




11655 


42023 


B 


11726 


473 


596 




11656 


42024 


A 


11727 


1 


1707 




11657 


42025 


A 


11728 


3 


484 




11658 


42026 


A 


11729 


122 


253 




11659 


42027 


A 


11730 




803 


RGGRGGAGAAGAELAGPLPSP 
APFESPGFTPPGPWGSICPAAFA 
HALHSGTVPARSGRTMARGAA 
LALLLFGLLGVLVAAPDGGFDL 
SDALPDNENKKPTAIPKKPSAG 
DDFDLGDAVVDGENDDPRPPN 
PPK.PMPNPNPNHPSSSGSFS\DA 
DLADGVSGGEGKGGSDGGGSH 
RKEGEEVADAPGVIPGIVGAVV 
VAVAGAISSFIAYQKKAKLCFKA 
EN\AEQGEVDMES\HRNAQRQK 
PAVQARTLLEKIEDCPEKQPQAF 
GSRVRTAA 


11660 


42028 


A 


11731 


335 


476 




1 1661 


42029 


A 


11732 


2 


169 




11662 


42030 


A 


11733 


49 


289 


VPVVQVPAAPGPLPGPATGSCS 
ASAAPRPPDPPPGHPEGHHGHS 
P/GVLGFEVG1FSYCQEQPQKCV 
TIKIFESPP1RRRL 


11663 


42031 


A 


11734 


22 


412 


ARVGFLLGQEGKAGARASGPA 
DDVC\GKGASAIRSHMRASRSP 
PSPRRCHHHHEATGTASGSAAG 
GPGAGCVWLCRLALTPSAQDG 
RNSTFQTYKKE VCLPRH SHPCW 
MHAAGTTAGGSAVMSACCPSS 
SR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1664 


42032 


A 


11735 


250 


571 1 


KGPRVTQGATVPKRQAPSAGL 
D/GSPISQFPWSY/DV*AIAILCG 
QGVT*PLPVSPPGGPAPPESVAL 
AEWVCSGSRRPLSNSGIARRPIG 
VIQPLDFLQNWP1CPVLRC 


11665 


42033 


B 


11736 




1593 




11666 


42034 


A 


11737 


2 


1175 




11667 


42035 


B 


11738 


206 


354 




11668 


42036 


B 


11739 


850 


1461 




11669 


42037 


A 


11740 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
DISSWFNEAIDFIDSTKNAGGRV 
FVHCQAGISRSATICLAYLMRT 
N R VK.L DE AFEF VKQRRSII SPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
S1PDHSTN SALSYLQSLITTSSHC 


11670 


42038 


A 


11741 


1 


474 




11671 


42039 


A 


11742 


3 


1354 


WAVCATRVGGAVGGTAKKPR 
SPEPRVTLLSQSKSGFWFGAER 
PGGLAFPRKAPPCPWPREQTKS 
TAGP1TLGALRPAMVMEVGTL 
DAGGLRALLGERAAQCLLLDC 
RSFFAFNAGHIAGSVNVRFSTIV 
RRRAKGAMGLEHIVPNAELRG 
RLLAGAYHAVVLLDERSAALD 
GAKRDGTLALAAGALCREARA 
AQVFFLKGGYEAFSASCPELCS 
KQSTPMGLSLPLSTSVPDSAES 
GCSSCSTPL YDQGG P VE1LPFLY 
LGSAYHASRKDMLDALGITALI 
NVSANCPNHFEGHYQYKSIPVE 
DNHKAD1SSWFNEAIDFIDSIKN 
AGGRVFVHCQVAGISRSATICLA 
YLMRTNRVKLDEAFEFVKQRR 
SIISPNFSFMGQLLQF*VPQD/VL 
VPHCSAEGWEAPDMAVL\DRG 
T\STTTVFNFPVFIPV\HST\NSAL 
SLPFRGPINGPFPAG 


11672 


42040 


A 


11743 


196 


1260 




1 1673 








5 






11674 


42042 


A 


11745 


1 


328 




11675 


42043 


A 


11746 




364 




11676 


42044 


A 


11747 


1 


816 




11677 


42045 


A 


11748 


1 


1377 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11678 


42046 


A 


11749 


1 


989 


EGRTVLGGGLGSAAAMASRLL 
LNNGAKM PI LGLGT WKSPPGQ 
VTEAVK.VAIDVGYRHIDCAHV 
YQNENEVGVAIQEKLREQVVK 
REELFI VSKLWCTYHEKG LVKG 
ACQKTLSDLKLDYLDLYLTHWP 
TGFKPGKEFFPLDESGNVVPSD 
TN I LDTWAAMEEL VDEGL VKA 
IG 1 SNFNH LQ VEMILNKPGLKY 
KPAVNQIECHPYLTQEKLIQYC 
QSKGIVVTAYSPLGSPDRPWAK 
PEDPSLLEDPR1KAIAAKHNK\T 
TAQVLIRFPMQRNLVVIPKSVT 
PER1AENFKVFDFELSSQD\MTT 
LLSY\NRNWRVCALLSCTSHKD 


11679 


42047 


A 


11750 




855 




11680 


42048 


A 


11751 


2 


367 




11681 


42049 


A 


11752 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

IfCV'Vl P A A /Wk'PIPT TVPlT Q APT 
i^l^KVl^tvrtA/lNrvrltvLt VJLJLo/VJbt 

T PlARk'POnPIPNIl k'PVXTPOPPT 

QVPAVT CPTCPrjPlk' QPTFiVTlN/tF 

K.DFVTTRPALQELLKEALNME 
RNNQYQPLQKHAKW 


11682 


I^T 









— 








— 


— — 




254~i 




— 

11684 




_05 







U755 













— 


viwi — 




TfJTi 






42054 








777 




11687 


42055 


A 


11758 




1029 




11688 


42056 


A 


11759 




2052 




11689 


42057 


A 


11760 




1392 




11690 


42058 


A 


11761 




993 




11691 


42059 


A 


11762 




1240 


PTDPAAEGPCLLDAKTNKRKGP 

STP1 LPFCPSPFIRGPKVDSTHGA 

WGQKQHR*TGIF*RSRAPSPP\P\ 

KEHGSSPATEQSWMENDFDEL 

REEGFRRI\NYSELKEEARTHGK 

EVINLEKKALDEWITRITNAEKC 

LK\ELMELE\TKA\RELREECRS\ 

LRSRRNQLEERVSAMEDEMNE 

MK\QEEKFREKKNKKK*TKAL 

KELWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDIIQENFPNIAR 

QANWQIRGNYRERPQRLPPRG 

RATPRTH/I I VRFTKVGNGREKM 

FKGQPGGKGRWTLKGKPITLTT 

ADLSAETSTSQKTEWGPIFNILE 

GKEFSNPEISYLSQT*AFISGREE 

LN S F YRTSQMLRDFCH HQ ASRL 

P*KSTRPALKELLKEEALKHGK 

GNMPVPSHLQKFIA 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


n692 


42Q60 


= 


n763 


g 






J 


42061 


- — 


— — 


268 


307 


AHHTHLCLLTESPPEGR*VCWG 














CGLGWGVVLSLVCPP 




— — 


— 


— — 


2 


^M9 






— — 


— 


TT766 





T734 




— — 


42064" 


— 


71767 





603 




1 


— — 


- — 


— — 





— 

— 






77 

420 




A 


75 

117 




115 




EWSSVRRSLVEKRALRRPHPQC 














LCFRMKTILSNQTWDIPENVDM 














TLKGRTVIVKGP/REGTLRRDFQ 














S PSM E N FTFLE RKKKRLR VDK 














WWGNRKE\LATVRTICSHVQN 














Ml KG VTLG FRY KM RS V\Y AHFP 














HQPLLSRGNGSLV\EI\RNFFG*K 














NISARVRMRP\GVA\CSV\SQAQ 














KGEF/ISLEGND1\ELVSNSA\ALI 














QQATTWKNKD1RKFLDGIYVFE 














KGTVQQADE 




42067 


— 


TT77O 





295 


ASTAGVSYYVAQAGLKLLGLS 














L SKC RD YRCEPPCPE* M SL YK V 














MAMARKAMSLVYIYFFLDEFM 














YFAGTWMKLETIILSKLSQGQK 














TKHRMFSLVGGN 




42068 


— 


71771 









342 

— 







— — 
















— — 

42070 













— 










— — ■ 









— 




4I57I 







YPP^ — 





— 












— 


861 


IWA1LADPRMAQGKLRMEIGTK 














LKt^Ll W 1 V nKtj Vrl W V IrWWV 














ERSQTGNLEVRRLWLGLLTHL 














HSGVNSLFTRAR1WNPSM1DW/I 














KKM WH I YTM E Y Y A AIKKNQF 














MSFAGTWMKLSAPAAPTVLFL 














ASFTNHYNLRASLLVESCLAPS 














YTSVEPRFSIPQSLTPARGSSDG 














HTCFSHQSHDSLLICADSTHFW 














LSAH I W1QANAPPVPRAPSELSL 














KTRLKC SPQLN L RRPP 










— 





— 




— — 


42075 


— 


7l778 





2633 






— — 





— — 





298J 




— 

11709 




42077 








, 

2^ 


^ 




11710 


42 7 




TT78T 






VTMCDRKAV1KNADMSEEMH 














QDSVECATQALEKYNIEKDIAA 














H I KKEFDKKYNPTW\HCI\VGEG 














TFGSLC*HIETKHFHLTSYLGAK 














WAISFCFKFWFKRHGTVATHPV 














IPFQKQGIAALNFQLPED 


11711 


42079 


A 


11782 


1 


810 




11712 


42080 


A 


11783 


188 


534 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11713 


42081 


A 


11784 


1 


1188 




1 1714 


42082 


A 


11785 




1137 




11715 


42083 


A 


11786 


19 


428 


ERRNSGNMALRVERSVRAVLC 
SLHVVLAPAAPCLSRPWQLGM 
GAVWWCNLPEVGTKLNKQDE 
FGALERVKAASELYSPLSGEVT 
EINEALAENPGLVNKSRYEDG 
WLIKMTLSNPS*LDELMSEEAY 
EKYIKS1EE 


11716 


42084 


A 


11787 


66 

— 


631 

— 


RRDPRTPANMALRVVRSVRAL 
LCTLRAVPLPA\APCPPRPWQLG 
VGAVRTLRTGPVALLSVRKFTE 
KHEWVTTENGIGTVG1\SNFAQ\ 
EALGDVVYCSLPEVGTKI*TKP 
SWSLVLLE\SVKAASELYSPLSG 
\EVTE1NVEAL\AENPGTCKTNFC 
Y\EDGWLIKMTLSNPSE\LDELM 
SEEAYEKYIKSIEE 




42081 


- — 


TT788 








H718 


42086 


— 


T7789 


209 


401 


MKPPVRSLSTPPRSIIMGSSATE1 
EELENTTFKYLTGEQTEKMWQ 
RLKGMEIKKLN*G 


11719 


42087 


A 


11790 


135 


313 




1 1720 


^2Qg9 


^ — 


1 1791 




624 












SI 


299 




11722 


42090 


A 

- — 


11793 


5 




166 

— 


SPVMMSFFLFVCLLTT*RSPSSS 
SSSSSSSSSSSSSSSSSSPSPSSSFS 
GSVV 


— 


42091 




TT794 








H724 


42092 


— 


H795 


769 


291 


SCNSS1LSFLSLSLVADPQIATYR 
/S*CSRLGHKGTLLPGS 




42093 


c 


1 1796 


■j 


429 




11726 


42091 


^— 











H727 


42095 




Tf7?8" — 


3 


376 




11728 


42096 


B 


1 1799 




736 




1 1729 


42097 


A 


1 1800 


753 


2455 




11730 


42098 


A 


11801 


1 


312 




11731 


42099 


A 


11802 


48 


397 




11732 


42100 


A 


11803 


51 


286 




11733 


42101 


A 


11804 


1 


420 




11734 


42102 


A 


11805 


II 


537 


PDRPTRPCRQCARSFRRKLKAA 
VGVEGPSLSSGELGTRVPAAPS 
PTTRPRAMAFCLPSFACEYSALI 
LHDDE\VT\VTEDK1\NALIKSSR 
V*MLSPFWPGLFAKAL\ANVN\ 
MGSL1CNVGAGGPCCPASWVL 
QPAGRSLPPPLLAASSLREKKV\ 
E AKKEGFRG SFD* LTWGFG SF 


11735 


42103 


A 


11806 


114 


399 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


11736 


42104 


A 


11807 




599 


AIRRLRISAREEERENQPRLLPL 
SLGAGGGVGGFVQQWPRFKAR 
DLRGKKKEEL\LKQL\DDLKVE 
LVPSARRQKRQGGAASVKLSKI 
RWVRKSIAPCSPRLFTQTQKEN 
LRKFYKGKKYKPLVDLRPKKTR 
AMRRRLNKHEENL\RTKKQQR 
KERL YPLRKYA V KALGGALS1K 
HKENLKTKKQQRKERLYPLRK 
YAVKA 


11737 


42105 


A 


11808 


226 


370 


AGSP*FPQFSEA*RRGALGSGA 
DQDLSHPRITIETLTSCRSLQTSS 
PR 


11738 


42106 


A 


11809 


3 


7964 


RGSGSSKFEPRSRSASVLAPSAL 
GPPNTSPRQLVAHCALPATRMP 
VTEKDLAEDAPWKKIQQNTFT 
RWCNEHLKCVNKRIGNLQTDL 
SDGLRLIALLEVLSQKRMYRKY 
HQRPTFRQMQLENVSVALEFL 
DRESIKLVS1DSKAIVDGNLKLI 
LGLVWTLILHYSISMPVWEDEG 
DDDAKKQTPKQRLLGWIQNKI 
PYLPITNFNQNWQDGKALGAL 
VDSCAPGLCPDWESWDPQKPV 
DNAREAMQQADDWLGVP 


1 17j9 


42107 




11810 




636 




11740 


42108 


— 

A 


11811 





261 


QKKPLKQPKKQA*EMDEVRAG 
AEALAGAGALGDRPELNTLCLS 
P\EDKAFKQKQKEEQKKLEELK 
AKAVAGKGPLATAGGIKKSGKK 


11741 


42109 






■j 












TT?F 




Tfj2l 






irrn — 


— 


TT8i4~ 


— 


— 


SHCLANAPGDVK.VRNDPESPRE 
L*HL*R*RINYTRWKRSI*EEWC 
QGHSWRG 


11744 


42112 


A 


11815 


1 


1323 




11745 


42113 


A 


11816 








11746 


42114 


A 


11817 




336 




11747 


42115 


A 


11818 


22 


391 


PPPPAAKTRRKKVLATKVLGTV 
KWFNVRNGYGF1NRNDTKEDV 
FVHQTAIKKNNPRK\YLRSVG\D 
GETVEFDVWEGEKGAEAANVT 
GPDGVPV/EKGSRYAA\DRRR\Y 
RRCY\YDR\RRGPPPEYW 


11748 


42116 


A 


11819 


433 


866 


PPPPAAIDAEKKVLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTAIKKNNPRKYL\RSVGD 
GETVEFDVVEGEKGAEA\ANVT 
GPDGVPVE\GSRYAADRRRYRR 
\GYYGKARWPFPANYAGGGRR 
RKGAAQVEGFLPPLPLD 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1749 


42117 


A 


11820 


63 


484 




1 1750 


42118 


A 


11821 




819 




11751 


42119 


A 


11822 


150 


463 




11752 


42120 


A 


11823 


63 


594 


FAKLPNPKGKGGEATRYMFSR 

PF*ENHGVVPLGHNN*RF\YKK 

GDIVDIQGEWGTLFQKGNCPH 

KVVTHGQNLEGVLPMVTPAML 

VGHLL*TNQF*GKVFS\KR1NVR 

IEP1K\HSKSR\DSFLK\RVKEND 

QKKKEAKEKGTWVQLKRQPA\ 

PPREAHFVRTNGKEPELLEPIPY 


11753 


42121 


A 


11824 


2 


1376 




11754 


42122 


C 


11825 


132 


341 




1 1755 


42123 


A 


11826 


155 


245 




11756 


42124 


A 


11827 


3 


293 




1 1757 


42125 


A 


11828 


204 




LRAPH V ACSRCNQG PCM ENCL 
NTDQTHTQTQRQG*EEKSSSSK/ 
P1SSLMEYYKRSQCSVKSKARS 
VF*LKLPvAQAQLLQETKKPVFR 
L 




4^121 




irf^ — 

















J4S 




RE1SYKER1GM*MPPSV1LNSYV 
KSMLETYPH PLLRG V V APGPLK 
KGFLTESLLALPDPSFSGRMTSF 
KITPV 


1 1760 


42128 


A 


11831 


1 


840 




11761 


42129 


A 


11832 


2 


216 




11762 


42130 


A 


11833 


1 


726 




11763 


42131 


A 


11834 


3 


3231 


PGG WLRRALPGRERLQSP V HA 
VPPQHGTSHSRLLVTWPGAGR 
DQDFSSPPLLLLGETDHLHLDL 
PLSPLPTSDELFLPGICDPYVKL 
SLYVADENRELALVQTKTIKKT 
LNPKWNEEFYFRVNPSNHRLLF 
EVFDENRLTRDDFLGQVDVPLS 
H L PTEDPTMERP YTFKD F L L RP 
RSHKSRVKGFLRLKMAYMPKN 
GGQDEENSDQRDDMEHGWEV 
VDSNDSASQHQEELPPPPLPPG 
WEEKVDNLGRTYYVNHN 


11764 


42132 


A 


11835 




624 




11765 


42133 


A 


11836 


2 


361 




11766 


42134 


A 


11837 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQXQRLLARAEKKAAG 
KG D VPTKRPP VLRAG VNTVTT 
LVENK.KAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


11767 


42135 


A 


11838 


1 


684 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11768 


42136 


A 


11839 


9 


247 


AVTSDEPKGKKAK.AKK.VAPAP 
AVVKNQEAKKVVDPLFEKRHK 
N\FGIGQDIQPKRASPRLCELPR\ 
YIRLQRQRAILYKARLKGPFCDY 
PGFTRALDRQTV*SSLLKL\AHK 
YRP\ETKQEKK\QRLFARAREEG 
VLAKGDVPNERDPPVVLRARSL 
TPFHHPWVEKQEKLQLVVNWH 
TDV\DPI\ELVVLLALPLCREKW 
GVPYYCNYRREKARLWDRLVP 
QERPCTTCPPFTQGELRKTKGG 

FWI k'l f.Wlfl IRTOFTinnil MP 

SRRH\WG\GNVLG\PKSVGS*SP 
KLEK\AKAKELAH*TG 


11769 


42137 


A 


11840 


1 


273 




11770 


42138 


A 


1 1841 


1 


218 




11771 


42139 


A 


11842 


1 


1522 








^ — 







2^4" 






4~2l4~T 






2^~ 




CDflAWHPA AC A CAD DPHTP QP 
oKl^A W ncAAoAonluvlvU 1 Ivor 

ALSPARAPAGPI WTN ARRS ARA 
NSVSPAAAPPPRRPVSLS\DPGE 
SCTRDPRAPDPCG PFRCC 


1 1774 


42142 


A 


11845 


194 


365 




11775 


42143 


A 


11846 


1 


782 


LLVVGTTVVVYFPNGRFKEFM 
SRFlVHLMCYRiCVRALTAlITY 
HDRENRPRNGGICVANHTSPID 
V11LASDGYYAMVGQVHGGLM 
GVIQRAMVKACPHVWFERSEV 
KDRHLVVKVRLTEHVQDKSKLP 
ILIFPEGTCINNTSVMMFKKGSF 
EIGATVYPVA1K.YDPQFGDAFW 
NSSKYGMVTYLLRMMTSWA1V 
CSVWYLPP1D*ERQIEDAVQFA 
NRVKSAIARQGGLVDLLWDGG 
LKREKVKDTFKEEQQKLYSKM 


11776 


42144 


A 


11847 


3 


916 




11777 


42145 


A 


11848 


13 


473 


DPPTDSLSPDGGSIELEFYLAPE 

PFSMPSLLGAPPYSGLGGVGDP 

YAPLMVLMCRVCLEDKPIKPLP 

CCKKAVCEECLKVYLSAQIQCP 

TCQFVWC*CAGCAWKTSPSSPC 

LAARRPCARSASKST/SSAQIQC 

PTCQFVWCFKCHSPWH EGVNC 

KEYKKGDKLLRHWASE1EHGQ 

RNAQKCPKCK1HIQRTEGCDH 

MT 


11778 


42146 


A 


11849 


92 


1103 




11779 


42147 


A 


11850 


1 


516 




11780 


42148 


A 


11851 


1 


642 




11781 


42149 


B 


11852 


200 


608 





1555 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11782 


42150 


A 


11853 




1856 


MEETGMCEGHGASPGMEASSG 
EREKRGTGEASPGDREKRGTGE 
ASSGEREKRRTGEASSGDREKR 
GTGKASSGEREKRGTGEASYG 
EREKRGTGAAGGQESCAHCGG 
WLMPRAKPSTHRETNPRGTEA 
TAMAMDHVGQQADTTDSTDG 
SQWDPSEHSPNCG1REVGAGDP 
DTQQTGRHHCYYPAKETNEKT 
NTNRNSNTFIEQLLHAKQQRGN 
SGVPFK.PGHMVRALTTNALSW 
AKLYPDPWCLRMGGTGNEVFE 
NE1KTGSCW1KEQEGQPRPQSP 
RSQVRPEADPGPSPLTKMSAEN 
E YRPPSPPKL A A E RDKPSPRLRP 
RGVPWRRESRVRAGRECALLR 
VAAEGARPPPAGMSYDRAITVF 
SPDGHLFQVEYAQEAVK\RGST 
AVGVRGRDIVVLGVEKKSVAK 
LQDHRPVRK1CT\LHDN\VCMA 
FAGL/TPADARJV1QTGPGVEFQ\ 
SHRA*T\VEGPRVTVE\Y1TPLTF 
ASLKASVYTQSKWGARPFG\IS 
GPHRGFSTFDGTP\* L YQTDPSG 
TY\HAWKA\NSIG\RGAKSSARS 
SWEKN\YTDKAIETDDL\T1\KLV 
1KALLEVVQSGGKNIE\LAVMR 
RDQSLKI\LNPEEIEKYVA\EIEK 
EKEEMEKKKQKKAS 


11783 


42151 


A 


11854 


12 


432 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


III 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11784 


42152 


A 


11855 


] 


1775 


MSYPADDYESEAAYDPYAYPS 
DYDMHTGDPKQDLAYERQYE 
QQTYQVIPEVIKNFIQYFHKTVS 
DLIDQKVYELQASRVSSDVIDQ 
KVYEIQDIYENSWTKLTERFFK 
NTPWPEAEAIAPQVGNDAVFLI 
LYKELYYRHIYAKVSGGPSLEQ 
RFESYYNYCNLFNYILNADGPA 
PLELPNQWLWDIIDEFIYQFQSF 
SQYRCKTAKKSEEEIDFLRSNP 
KI WN VHSVLN VLHSLVDKSNIN 
RQLEVYTSGGDPESVAGEYGR 
HSLYKMLGYFSLVGLLRLHSLL 
GDYYQAIKVLENIELNKKSMYS 
RVPRVPRSPTYYYVGFAYLMM 
RRYXQDAIRVFANILLYIQRTKS 
MF\QRTTYKYEMINKQNEQMH 
ALLAIAL\TMYPMR\IDES1HLQL 
REKYG\DKMLRM\QKGDPQVY 
EELFSYSCPKFL\SPVVPNYDNI\ 
HPN\YHKE\PFLQ\QLK\VFSDEV 
Q\QQAQLSTIRSFLKLLHPPCLV 
AKPGLASLDLTEQEFXRIQLLVF 
KHKMKNLRVDSAVSQALDGEF 
QSASEVDFYI\DKDMI\H1ADTK 
VARRYGDFF1RQ1\HKF\EELNPN 
P*RRMG\QRPWM1FTTHSGNLV 








11856 














1 1857 


58 


534 


WATER WKGRKNHE1SWKCFPG 
KA1 S* MRSSKQMKPNFPRCSSIT 
VLSVRGMVLFLTLACPRFKMSS 
RTDFRFGNPQVT 




42T51 


— 


11858 





422 






42756 


— 


11859 


- 


2567 






42T57 


- — 


11860 













42758 


— 






5oT 




11791 


42159 


A 


11862 


1 


402 




11792 


42160 


C 


11863 


30 


673 




11793 


42161 


C 


11864 


195 


1263 




11794 


42162 


A 


11865 




648 




11795 


42163 


A 


11866 


200 


420 


ILPSALRPPNPNWNVG/YVQTQ 
LVSKPLSLPTGIPCSTTSNILKPV 
ITKDARLHRV1VHGWGIKGTIP1 
AKIAIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11796 


42164 


A 


11867 


1 


502 

— — 


MQLPGRGHSFVCKANAGSTQA 
RQGASAGVAGCRGWLNYAAS 
EQIVLRVPHMRCEIPHKCVRRK 
SRI RPHSPFRLRNCWKGRSVRA 
FSLLRQLAKGGCAARRLSWVT 
PGFSQSRRCKTTASAKLACLQV 
RAQSEDISTVPIHYAYNMTRVG 
RMQMLGKYNPQSAKLVREAIL 
PTKATLDLSNQNNEDFSAFQLG 
LAQALH1KVHTMTREVMSDEL 
TKLLEGNLKPAIDMMVEFNTT 
GSLPENAVDVLNTALGDRKSF 
VALMALMEYSRYLVAEDKSAF 
VTPLYVEADGVTNGPINAMML 
MTGGLFTPDW1RNIAKGGL*FQ 
YTFTFNRN SRSQCFHIFQETSKK 
FFSMCF*SSLLTKHCHSSRDVW 
VFSTSFQH1RHTLIDGISNRTNQ 
LTCNTTSTRT1DGNSQRVLSNTT 


1 1797 


42J65 







~~f^ 








j| 79 ^ 


4"fnl — 


— 


rif^ — 



















3~9~99 




11800 


42168 


B 


11871 




12036 




11801 


42169 


B 


11872 




16395 




11802 


42170 


A 


11873 




19997 




11803 


42171 


A 


11874 




70 




11804 


42172 


A 


11875 


44 


613 


AGTHLRPFSPSLSAAMALRYPM 
AVGLNKGHKVTKNVSKPRHSR 
RR\GRL\TKHTKFVRDMIREVCG 
FAPYERRAMELLKVSKDKRAL 
KFI KKR VGTH I RAKRKREELSN\ 
VLAAMRKAAAKKDLGPSPCPL 
PE1KDKLDRSPGSPAVRGWVW 
VCRGPAVPCLVPALSHTLSGCC 
LVVNQKPWPAHPSRGSR 


11805 


42173 


A 


11876 


1 


150 


FRGRCCVQRYRGCTLASA/CLL 
VGEA EA PSP VDPLERSRP YA VL 
RGQNLE 




HT^ 




j|jj 77 


447 


2^ 




7 




j — 








RPVAYLLLQGWGRCCVQRYRG 
CTLASA/CLLVGEAEAPSPVDPL 
ERSRP YA V LRGQNLDQTLH * ST 
HQA 


11808 


42176 


A 


11879 


1 


413 




11809 


42177 


A 


11880 


122 


268 




11810 


42178 


A 


11881 


1 


555 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in U'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11811 


42179 


A 


11882 


221 


419 


LQTILQGYSNQNSMVLVPKQR 
YRPMEQNRALRNNAAYLQKSP 
* ADKQLQQ/ECQDTKSMCrCN H 
KHSYTPITDKQRAKSRVNSHSQ 
LLQRE*NT*ESNLQGA*RTSSRR 
TTNHCSMK*KRIQTNGRTFHAH 
G 


11812 


42180 


A 


11883 


1 


2464 


MDEFLNTYTLPRLNQEEVESLN 
RPITGSEIVAIINSLPRKKSPGPD 
GFTAEFYQRYKEELVPFLLKLF 
QSIEKEGILPNSFYEASIILIPKPG 
RDTTIKENFRPISLMNIDAKILN 
KIILANR1QQH1KKLIHHDQVGFI 
PGMQGWFNIRKSINVIQHINRT 
KDKNHMIISTDAEKAFDKIQQP 
FMLKTLKKFGIDGTYLKIR1KYL 
G1QLTRDVKDLFKENYKPLLNE 
IKEDTKKWKNIPCSWVGRINIM 


11813 


42181 


A 


11884 


2104 


2637 


MFQRGHISQWWVVVGALTVFT 
SVLDTDPMRDNKRSGSE1LPFC 
REHGTSFTYNHAHSPLSCSPSCL 
FSGLALFSPENNSGFLCMTLPAS 
FTAGNRLFSSAGQPWWIQQGF 
KAHAKARRLILLAFHHYCCRPF 
LAVELKPSPVSTPTFLFA*LLPP 
CSVPGA1LHESFGF.AITWLDAE 


11814 


42182 


A 


1 1885 


69 


417 


QTHSQIIYTEWGKVES1PPENW 

IN IN 1 ivJVlrir 1 lol^rlllKL>l!>L>t&JN^ 1 

RERNQGHPNG*RGSQTVAFC*R 
YDRIPRKP*RLIQKTPRTASAAD 
TQANRVWSGPPASSNRPAAEGP 
DC 














ENKIPRNPTYKGCEGPLQGELQ 
TAAQGNKRGHKHMEKHSRLM 
DRKNQYPSAADTQANRVWSGP 
PANSNRPAAEGPD*PGQNFQYH 
VE 














LTVSCPCSRMLFLTTDVLLPLM 
FIKKLGANVASPSSKKPLFVIRL 
VITTLLPLACGTLPTSSVSRTTFF 
RTM LPQA\PEFAPPSTGTESH Y Y 
CCIW 














YPGKQGLEWTSSKLQQTCRKY 
RERHKDTP/TRRATPR/RHNCQV 
HQS*NEGKNVKGSQRERSGYS 
QREAHQTNSRSLGRNSTSQKRV 
GASIQRS 


11818 


42186 


A 


11889 


3 


239 


EASRGRIRQQHLPFCNICCSAAS 
TGDTQANRVWSGPPANSNRPA 
AEGLDC*K EN* QTE RTSTPKPD 
LYITIIKDQSLL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










„ 




TGDTQANRVWSGPPANSNRPA 
AEGLDC*KEN*QTERTSTPKPD 
LY1TIIKDQRL1PGLFTSPWISARI 


11820 


42188 


B 


11891 


394 


1213 




11821 


42189 


A 


11892 


856 


1217 


VDRSRLQKVSNN KL VQAKGGC 
SNPLQGS*KLDNPK.DANS/RQQ 
PERTWKWIFPQPHR*GAFGPRH 

C E,orLL. Y ^rULI^LI^JNoAOoLnvJ 

KNEVQEQKRAEVGARAAPEKE 
LPEALSWFLKVLW 


11822 


42190 


B 


11893 




894 




11823 


42191 


B 


11894 


93 


938 




11824 


42192 


A 


11895 


149 


508 


LLEGKLTNKKDIHIKTPSVRHH 

SMCKNHKHSYTTITDKQRA\NH 
E*TP1HNCFKESKIPRNPTYKRC 
*G/RSSRRTANHCSRK*KRTQTN 
GRTFHTHG 


11825 


42193 


C 


11896 


1 


1257 




11826 


42194 


A 


11897 


183 


1065 


YWRCNGFLS*\YAEAAEEIVDCI 

TESLS1LKTPLPKKMNEEMLCQ 

EFGRFGPLASVK.1MWPRTDEER 

ARERNCGFVAFMN RRDAERAL 

KNLNATAFRPALSHFPSLPMDT 

TSQIPKH\PVTVSSTNKLI L 1 1 K.TH 

FQAQSSLNQNIHPMDPSHG IQ Y 

SAFSPSTPNPSHPALP*PLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQRDKLEEILRGLTPRKNDI 

GDAMVFCLNNAEAAEEIVDCIT 

ESLS1 LKTPLPKKMNEEMLCQE 

FGRFGPLASVKI M WPRTDEERA 

RERNCGFVAFMNRRDAERALK 

NLNATAFRPALSHFPSLPM DTT 

SQIPKHSSHRQFNKQAHSDHQD 

SLSGPVQSESKYPSHGSIPWDSI 

LSLLTLNTQPIPPSLALTHMEME 

SGLHFHCPFTASPPSAVPPPELE 

VTTT K'PTWMf'Wl? ARTAMQII Qfl 
rvl 1 Lrvri WlNt^JvivArvlAlNolLot^ 

KNKAGGITLPDFKLYYKATVT 
KTAWTGSPTAIRQARTTRQEKE 
MKGIQIGKEEVKLSLFTDDVNL 
QVRENK 


11827 


42195 


C 


11898 


138 


644 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11828 


42196 


A 


11899 


2 


3088 


ADKTPGGSQKASSKTRSSDVHS 
SGSSDAHMDASGPSDSDMPSRT 
RPKSPRKHNYRNESARESLCDS 
PHQNLSRPLLENKLKAFSIGKM 
STAKRTLSKKEQEELKKKEDEK 
AAAEIYEEFLAAFEGSDGNKVK 
TFVRGGVVNAAKEEHETDEKR 
GKIYKPSSRFADQKNPPNQSSN 
ERPPSLL V I ETKKPPLKKGEKEK 
KKSNLELFKEELKQIQEERDER 
HKTKGRLSRFEPPQSDSDGQRR 
SMDAPSRRNRSSG 


11829 


42197 


C 


11900 


413 


823 




11830 


42198 


A 


11901 


263 


1246 


NPGKQGLEWTSSQTPADLQLR 
VLTVRRNTNKQKGHPHQNPICT 
SPSSKTKEVENLEKRLDKWLTR 
LTNVEKSLNDLMELKTMAREL 
HDEGTSFSSQFDQLEERVPVME 
DQMNEMKQEEKFREKRMKRN 
EQSLQEIRDYVKRPNLRLIGVPE 
SDGEVKEPSWKTLCRILSRRTSP 
A*QGRPTFKFRKYRECHKDTPQ 
GEQLQDT*LSDSPKLK*RKKY* 
GQPERKKYRLPSANT\KTSLRK* 
TRKSRRNG*H GHIHPPKTKPGR 
S*1PE*TNSRL*N*GNN**PANQK 
KSRTRRIHSQILPEAQRGAGT1P 
SETIPING KRGNPPKLIL 


11831 


42199 


B 


11902 


67 


2584 




11832 


42200 


A 


11903 


1 


3793 


MSDAEDERFLQFQLRYRVYLT 
G DCRTVG AGQ W VQRTEREPKQ 
GEALPHPGSARGWGVPFPRDD 
GWHLENRVTPTLILRFSHSLSK 
QHTRRPYSAPGSEGPTPTEPCSL 
LAQQSEIKLQDGSEAGGGPLLLI 
PRQTGSGVDLRQTPTDMQLRV 
LTVRRKTNKQKGQPHQNPICTS 
PSSKTKAPHHTYSKTDHIVGSK 
ALLSKCKRSEIITNCLSDHSA1K 
LELRIKKRIQNRSTTWKLNNLL 
LNDYCVHNEIKAE1 


11833 


42201 


A 


11904 


1 


441 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1834 


42202 


A 


11905 


312 


3705 


FIMPAVASVPKELYLSSSLKDL 
NKKTEVKPEKISTKSYVHSALK 
IFKTAEECRLDRDEERAYVLYM 
KYVTVYNLIKKRPDFKQQQDY 
FHSILGPGNIKKAVEEAERLSES 
LKLRYEEAEVRKKLEEKDRQE 
EAQRLQQKRQETGREDGGTLA 
KGSLENVLDSKDKTQK.SNGEK 
NEKCETKEKGAITAKELYTMM 
TDKNISL1IMDARRMQDYQDSC 
ILHSLSVPEEAISPGVTASWIEA 
1 ILPDDSKDTWKKRGNV 


1 1 835 


42203 


A 


11906 


1 


609 




11836 


42204 


A 


11907 


3 


755 


LRVDNAPAHASGLFFCAGAAG 

TVLFAMAPSRNGMVLKPHFHK 

DWQR\RVATWFNQPAR\KIRR\R 

RPRQAKARRIGPAPRGGGP1RPI 

VRCPTGRVHTNGSWRPGRGFQP 

GRSSRVAGHSPRKVAPDPSG1S 

VDPK\RRETSSHG SPLQAQRAS 

GLKE\YRSQTQSSSPRKPSAS/PL 

*GDSSAEELK.L\ATQ\LTGPVMP 

V RN VY K K E KAR V IYTEE V\KNF 

IVA r A 0 L Klvl A K A \ IN A KL r vj J S\J\ IK 




— — 




— — 


— — — —> 


— 






11838 




42206 


— 




H909 





— 








— 







— 




|| 83 ^ 


42208 " 


— 


TT9n 





227 




11841 


42209 


A 


11912 


1 


567 




11842 


42210 


B 


11913 


99 


799 




11843 


42211 


A 


11914 


61 


342 




11844 


42212 


B 


11915 


1 


945 




11845 


4221 j 


A 


11916 


92 


133 


DPPSQKLKTLRKD*TNG*LQ*P 
MKRSP*MT*WS*KP*HENYVTH 
AQASVPDSINWKKGYQ*LKIK* 
MK*SKKRSLEKKE*KETNKASK 
KYGTM*KD 




— — 


— 


— — 




368 






42215 


— 


TT918 




— 




11848 


42216 


— 


11919 




705 




11849 


42217 


B 


11920 




834 




11850 


42218 


B 


11921 




1305 




11851 


42219 


A 


11922 




1187 




11852 


42220 


A 


11923 


228 


619 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11853 


42221 


A 


1 1924 


1499 


2238 


KGKKKVINQISLGQRMRLSQSS 
HGKVQACQVPFHPNAPPAVQF 
QSRELQSGSRPRSCGEKATRCL 
RQGPREVPLPKNAWA*QRKQE 
KKRSRKGS/GREPGLRRPPNAQ 
ARDRSSRAPATHRKELKPEREH 
ISCSRSHIRYQEWSVLRDTVHR 
NLVLDTKRHPALILVEYKERTS 
SPATEQSCMENDFDELREEGFR 
RSVITNFSELKEDVQTHHKEAK 
NLEKRLDKWLTRINSVEKSLND 
WMELKTMA 


11 854 


42222 


A 


11925 


699 


796 




1 1855 


42223 


A 


1 1926 


1029 


1223 


ERELPDPLRFPSEGNASALLSAS 
RTVRASTDLRPLSGTP*RDEPGT 
SDGNAEITRLLRRSGWEL 


11856 


42224 


A 


11927 


186 


1597 




11857 


42225 


A 


11928 




1200 




11858 


42226 


A 


11929 


1 


600 




11859 


42227 


A 


11930 


1 


663 




11860 


42228 


A 


11931 


908 


1331 


GDMRGRREGGFGLGRRTAMRC 
GCSPGIVREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 
TRCEEGR**KDYRVEEQRLRKN 
WDLARPGEEQLAPSPEKRDLPL 
RVKDQG RHPCV V 


11861 


42229 


A 


11932 


1 


1707 




11862 


42230 


A 


11933 


1 


1012 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQPDLIDIYGTLHP 
KSTEYTFFSAPHHTYSKIDH1LG 
SKALLSKCKRTEI ITSYLSDHSAI 
KLELRIQNLTQNHSTTWKLNNL 
LLNDYWLHNEMKAEIKMFFET 
NENKDTTYQNLWDAFK/RSV*R 
EIYSTKCPQEKAGKIQN*HPNID 
QQN* *TTSKANKEKKREDSNRC 
NKK**RGYHHRSHRNANYHQR 
ILQ/YTSMQIN*KI*KKWINSSTH 
TLSQD*TRKKLNL*IDQ*QELKL 
WQ* SIAYQPKR VQDQMDSQPN 
STRVASKRIKYLGIQLTRM*RTS 
SRRTTNHCSMK*KRIQTNGRTF 
HAHG 


11863 


42231 


C 


11934 




1788 




11864 


42232 


A 


11935 


550 


827 


DVSWAGRSEDH RWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
PQEHTRKTLPLQQTSAWTYRLF 
HTSCEI 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11865 


42233 


A 


11936 


584 


1094 


NWIPSLHLTQKLIQDGLKT*ML 
DLK.P*KP*KKT*AIPFRT*AWAR 
TSCLKHQKQWQQKPKLTNGI*L 
N*RVSA/PAKETTISMN/EATYR 
MGENFCNLLI*QRANIQNLQ*T 
QTN LQEKNKQPHQKVG KGHEQ 
TLLKKRHLCSQKTHEKMLIITG 
HQRNANQNHNEMPFHTS 


11866 


42234 


A 


11937 


797 


1044 


EESIS*KWPYCPR*FVDSMPSPS 
SYR*VSSQNWKK.LL*SSYGTKQ 
EPTLPSQS*AKRTKLEASHYLTS 
NYTTRLQ*PKQHGT 


11867 


42235 


A 


11938 


176 




374 


LTNQKKSRTRWIHSQILSEVQR 
GADKQPNRE*TPIHNCFKENKIP 
RNPTYKGCEGPLQGELQTTAQ 


— — 


42236 


— 


T7939 




7843 






42T37 


— 


7l940 


3227 


3391 


DPLPGQRQLLLQKQRRP*TQAG 
LLSFQPGPQPHGSVPPTLSQPW 
LPGGWPELSG 


11870 


42238 


B 


11941 


1 


1479 




11871 


42239 


B 


11942 


1 


2097 




1 1872 


42240 


A 


11943 


654 


1341 


KN RN YNKI.S1 .RPQCNQTRTQD 

*ESH SKPLN YMETEQPA PE* LL 

GT*RNEGRNKDVL*NQREQRH 

HIPESLGR1QSSV*REIYSTKCLQ 

E/I/MQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQE/DN*NQSRTE 

GNRDTKNPSKNQ*IQELVF*KD 

QQN * * TA SKTW KEKKREESNRH 

NKK**RGYHHRSHRNTNYHQRI 

LQTPLRK*TRKSRRNGYIPRHIH 

SPKTKTGRS ! 


11873 


42241 


A 


11944 


471 


611 




11874 


42242 


A 


11945 


1 


585 




11875 


42243 


A 


11946 


3 


1029 


GRQHGGSQRMGGTASARASSG 
RLAPRGRGAFAFRRRCPSPRRW 
RLTCGPAAVEHSFCHNVGPGV 
RATADKYTCMFTYASQGGTNE 
Q WQMSLGTSEDHQ\HFT\CTI W 
RPPRGKS YL\YFT\QFKAEVAG R 
LRFEYRHGLTFKAA/SLKRESD 
VPLENLRNFEVNQNSSGLTRPG 
GISKAELSKLV1VGQGIRALSCD 
QQPLLRGGTFSSPVKLKGACVP 
ERAQHITGFLGGTLKFSTWADV 
ALSRRGFSGWLKPWGREQRVQ 
GPPGSQQLFRFPLPVKLFWTQD 
RRSRGTKRVGNMGAMLGKAA 
MLPPTSSRASFMSLQNCFPMFT 
QGTSFQMNWEEMKCFFIFK 


11876 


42244 


A 


11947 


1 


1206 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 









Tif^ 








1 1878 








i49 


T0I9 


SPEGKHYRCYLVHMPSDTERSS 
L*MRPRAGRSSAEGPGCRQRSL 
AL DH MVQQAQRC WRYQWWR 
RFSKEFNQWWRRFSEEL 




4~2^4~I 




ttMt — 


^ 






1 1 3S0 










278 


VPQPDTRKGSVLKWISKRGKPL 
AVEIEESHCLVCLPLRTECLGIKP 
MVHLFSCTRPVIVPSLELNYDV 
DSIAHMFVADLLLMITLPSYDIP 


11881 


42249 


A 


11952 


3 


267 




11882 


42250 


A 


11953 


1152 


1338 


FKRGQYGRLLRPRFHIIGQILYA 
RRQGA\EPLA1QVHHAVCDGFH 
VGRMLNELQQYCDEWQGGA 




42251 


— 





394 


BIT 


ASDPLRGLLCGPSLLDERHPLL 
HGAQSHRPPKG*GVRANNAGL 
AGSS1YLQPRCGIHEVKPSGLLS 
REGLQLQS 


11884 


42252 


C 


11955 


114 


362 




11885 


42253 


A 


11956 


1 


211 




11886 


42254 


A 


1 1957 


395 


547 




11887 


42255 


C 


1 1958 


412 


641 




11888 


42256 


A 


11959 


3 


905 


SNNSPTSASRVAG1TGVRHCVR 
NWWVLGLTDFKNEAVDPRAW 
TTKSKTPPQNKTK.QENKNEDV 
GRDQRVEWLVTEEVSELSLKG 
EKLHWKEKEVQSTGKETDARS 
SMRNYLMLLGPEVQEKEPVKR 
RLARGKAFVELAEPTRAPGNSG 
FPVSGGVFTPSLGALTWICKFR 
VKSWAILNSQLLLDTMKKGIV 
YKNGDR1QGNRSADNRNNGVP 
LTGARDMQPAMPEPPTHSMGS 
CAARAFPMSAASCFRAPSPIDH 
PKAEE\WGARRGTGGQ\PTCSP 
G AGIH WVKPAGLLSREG LQLH 


1 1889 


42257 


C 


11960 


482 


709 




11890 


42258 


A 


11961 


1 


734 


MRLESD/KHLVQFVPIHKSKG\L 

EYPIGPWLPF1TNSRVQEQAFYH 

DRHSFEAVLDLNAAPESVDLAE 

A ERL AEDLRLLYVALTLSAFAP 

L V RRRGDKKGDTDVHQSALGR 

LLQKGEPQDAAGLRTCIEALCD 

DD1AWQTAQTGDNQPWQVND 

V ST A ELN A KTLQRLPG DN WR V 

TSYSGLQQRGHGIAQDLMPRL 

DVDAAGVASVVEEPTLTT\HQF 

PAGASRGTFWXHSLFEDLDFTQ 

PVDPNWRL 


11891 


42259 


A 


11962 


21 


898 




11892 


42260 


A 


11963 


1 


1962 





1565 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQIDNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11893 


42261 


A 


11964 


1 


313 


MRFYGQLAEDPGQQKAGETTR 

HTEDYISQLPLQRQGIPELALQK 

DLFINKIYGKEFNVCRSTLEDPR 

VHVLCRDMDEAGNHHSEQTIA 

RTENQTPHVLTHRRELNNENT 

WTQGGEHHTPEPVMGWG*RPR 

AAKSWGNNKAY*RLYFSAAFA 

ETRDPRTCPSERSFY*QDLWK/ 

MSSMSAGRL*RIPEFMSFVGTW 

MKLETIILSKLLQGQK.TKHRMF 

SL1GGN 




42262 


- — 





— 




178 


QQLVHTAFV1RLIRGTTEGAWR 
NCKQMAR*QS1SLECKFMPRT 




— — 


— — 


| • 




223 

— 






42264 


— 


TT967 




— 






— — 


42265 


- — 


H968 




600l 

— 






— — 


- — 


— — 










42267 


— 


U970 




360 






— — 


- — 


— — 


677 


y^Tg 

— 






— — 

~ 


— 


-— 


— 

— 






— 




- — 


JWr 




280 






422Tl 




y— 





— 






42272 


- — 


TT975 ' 


526 


597 







— — 





[ 





T26l 

— 






— — 




TT977 


— 






n907 


422~75 


— 


TT978 





Tno 




11908 


42276 


A 


11979 




369 




11909 


42277 


A 


11980 




300 




11910 


42278 


C 


11981 


207 


451 




11911 


42279 


A 


11982 




348 




11912 


42280 


A 


11983 


2 


469 


RG1REGEEFDVDLAGMEVAVG 
GWGRGLWLHRHQAGIRGQSLG 
WRCRPWVGAGGVQAASERPD 
LAGS1MGPEVGALRRASPVIVIQ 
SQAGAFLSSNTTCQQFRDPGFR 
GRYPASPHTLSLPPETAHL*LLL 
CLPAAGVLPHTWPLLDRQGWH 
RGHAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11913 


42281 


A 


11984 




937 


MAAPLVLVLVVAVTVRAALFR 
SSLAEFISERVEVVSPLSSWKRV 
VEGLSLLDLGVSPYSGAVFHER 
QY1PVKMKSKAFW1FSWEYAM 
MYVGS/HSGNHLPLLLPSQLLG 
FHPRSL/VALYFLFQISLQTLV1F 
WYFFA EMFEH FSLFF VC VFQIN 
VFFYTIPLAIKLK.EHPIFFMFIQI 
AVIAIFKSYPTVGDVALYMAFF 
PVWNHLYRFLRNIFVLTCIIIVC 
SLLFPVLWHLW1YAGSANSNFF 
*GITLTFNVGQRPHRLKAPRASS 
AARSDRGPAASPASPGDAARPV 
SGRRPWDAPPHNYLNAVPPPSR 




42281 


— 


U985 





521 




— — 


42281 


— 


TT986 





207 






42284 


— 


77987 





867 




11917 


42285 


C 


11991 


1 


225 




11918 


42286 


A 


11992 


72 


425 




11919 


42287 


A 


11993 


1 


354 




11920 


42288 


A 


11994 


460 


752 




11921 


42289 


A 


11995 


9j 


401 


POKKYIH1FLDSLAI.LPRI.F.CSG 
AISAHCKLHLLVSSDSPASASQ 
VAGITGARHHAWL1FVFLVEM 
GFHHA'GQAGLELLTSGDPPAL 
ASQRAGVS1FIYLF1F 




42290 


— 








— 






42291 


— 


77997 


— 


TTso 






42292 


— 


| |998 


- 


— 




11925 


42293 


A 


11999 


2126 


2241 


















1 1927 


42295 


A 


12001 


924 


995 




11928 


42296 


A 


12002 


1 


789 




11929 


42297 


A 


12003 


2 


132 


FFFFFLVEMGFHHVGQAGLKLL 
TSSD\RPPWPPKVLGLQARAT 


11930 


42298 


A 


12004 


504 


755 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11931 


42299 


A 


12005 


1 


1322 


MAILPKVIYRFNAIPIKLPVTFFT 

ELGKTTLRF1WNQKRACIGKSV 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WY WYQN RDIDQWNRT 

ESSEIMLHIYNHLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTSHTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQAIG 

MGKDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETTIRLLG 

RPPALFTASSSVLK.QLALEGILI 

LDSRALLGFLYEARHSHSNSPN 

HDAQNATSKKNIRDGYDKIYR 

QEQVLARMEEKTLITAGGNVK 

WCSHFRKQIGGQWLTLETKTK 

TPQPFSSTSQISTDKDKGLNPQL 

LKMDPGHMGWCPPGMGIPWQ 

LSSDDRVWVLAAAGSGRHPGS 

GFKSL/PGLLHEGSYGH****S*I 

*GGNS*GSSGGPQCISGEERVFR 




— — 


— 


T2006 


— 


143 




1 193 ^ 


42l01 


— 


72007 


- 


534 




11934 


42302 


A 


12008 


1 


591 




11935 


42303 


A 


12009 


2 


353 




11936 


42304 


A 


12010 


1 


1923 




11937 


42305 


A 


12011 


1 


465 




11938 


42306 


A 


12012 


1 


784 


PG WEKRM S RSS V VNTQE ALPT 

AAIPRDAKGRVYYFNHITNASQ 

WERPSGNS\SSGGKNGQGEPA\R 

VRCSHLLVKHSQSRR\PSSWRQ 

EKITRTKEEALELINGYIQKIQS 

GEEDF\ESLASQFSDCKHQPKA 

RG\DLG AFQQKVRLQKPF* RTP 

RFALADGGR*AGPCFTD\SGIHII 

LPHLSEGWGAQAWPRGRAGRL 

GRPAPPCPPASGRTPHSLPPSHSI 

YCSHNGWEGALPDWGPFQTGG 

PGVPHSLSVPSWGCDLQTLH 


11939 










319 


PRERAPRGSVGAGGEICHTSVC 
CCQPSWTRLLLLITWMLL/YYS 
ECKPFHCSREEPDNHILLLKI* EF 
GPPSTQGQHAAPLSRSRYSCCP 
DRYLLRKLGICQEHQLL 


11940 


42308 


A 


12014 


1 


1058 




11941 


42309 


A 


12015 


1 


861 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11942 


42310 


A 


12016 


1 


431 


IVLGGVATTVCQLNEF1MTDNA 
VPADVLVLTKPLGTQVAVAVH 

WLflJlr CIS. WiNfSjftJL V V 1 V^JblJ V 

PI A VHFA A RT TORTHnT 
tLA I l^i^AJVIiVUN tvl AivIjINixI OLiLj 

LICLPREQAARFCAE1KSPKYGE 
GHQAWIIGIVEKGNRTARIIDKP 
RJ ME V A\HKWPLKM 


11943 


42311 


A 


12017 


1 


1020 




11944 


42312 


A 


12018 


247 


1436 


GERGPRTMSTRESFNPESYELD 
KSFRLTRFTELKGTGCKVPQDV 
LQKLLESLQENHFQEDEQFLGA 
VMPRLGIGMDTCVIPLRHGGLS 
LVQTTDY1YPIVDDPYMMGRIA 
CANVLSDLYAMGVTECDNML 
MLLGVSNKMTDRERDKVMPLI 
IQGFKDAAEEAGTSVTGGQTVL 
NPWIVLGGVATTVCQPNEFIMP 
DNAVPGDVLVLTKPLGTQVAV 
AVHQWLDIPEKWXNKIKLVVTQ 
EDVELGLPGRRLMNMARLNRT 
AAGLMHT\FNAHAAT\DITG\F\G 
ILGHAQNLGQASRRNDVSFV1H 
NLPGAWPRWLAVSKACG\NMF 
GLMHVTCPETSGG\LLICLPR\E 
QAARFCAE1KSPKYGEGHQAWI 

1U1 Vi2.iS.vj INK 1 AKJllJlsJ^Kllc. V A\ 

II 1/ \1/T)T 1/ \A 


11945 


42313 




12019 


219 


380 




RPLQIRSHSELLGVWTPTSEF*E 

Dl Iv^ov I AuLLc V jWvjivV VLL 

qwqppat 


11946 


42314 




12020 




It5 




11947 


42315 


— 

A 


i 2 r °- 2 i 








1 1948 








— 


— 




11949 




42317 




A 




12023 







488 






42318 














42319 


— 









3li 






42320 


— 






708 




— 






— — 


25 


213 






11954 




42322 


— 




12028 










11955 


42323 


— 


— j-^- 




177" 




11956 




— 






— 




11957 




42325 


— 
B 




12031 






i 




1 1958 


42326 




12032 








1 1959 


42327 


— 


12033 




— 






42328 


— 


12034 






2241 








— 


T2^3l 









|| 961 


— 












11963 


42331 


B 


12037 




507 




11964 


42332 


A 


12038 




529 




11965 


42333 


A 


12039 


191 


319 




1 1966 


42334 


A 


12040 




660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11967 


42335 


A 


12041 


1 


579 




11968 


42336 


A 


12042 




2940 




11969 


42337 


A 


12043 


1 


4280 


MEYYAA1KKDEFMSFVGTWM 

MLETIILSKLSQGRKPKRRMLSL 

IGSQLLTNKGTSWMENEFDELT 

EVGFRRTLHPKSTTEYTFFSAPH 

CTY LKI D HII A SKTLLS ICC KRTEI 

ITNGLSDHSVIKLELKIKKFTQN 

CTTTWKLKNLLLNDYWWNEI 

KAE1KMFFETSENEDTMYQNL 

WDTFKPLCRGK.FI ALNAHKRK 

QRRSKIDIQTAQLKELEKEQQT 

NSKASRRQEITKIRAELKVTETR 

KTLQKINESRSW 


11970 


42338 


A 


12044 


1 


645 




11971 


42339 


A 


12045 




362 


LDQLLDMSYE/QLMQLYSCAQ 

RRRLNPGLRRKQHSLLK\RLRK 

AKK/EAPPM EK.PE V VKTHLRD 

MIILPEMVGSMVGVYNGKTFN 

QPEM1GHYLGEFSITYKPVKH/G 

RPGIGATHSSRFIPLK 


11972 


42340 


A 


12046 


1 


519 




11973 


42341 


A 


12047 


2 


599 


PPPRSSEDPAKMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\LLDIVPT 

KQFDAAVQVAAQRRRLEPGGL 

RRKQ\HSPA*KRLRKAKKGGPA 

PWRKPEVVKT/FITLRDYDHSYP 

EMVG\SMVG\VYNGK\TF\NQV 

GDQGVCGRPCRLGWAGVA*CR 

RDQLTPSFALGLPQPEMIGHYL 

GEFSITYKPVKHGRPGIGATHSS 


— — — 

197 


— — 


— 


— — 





224 


RTASYPRRFPWDHLLICPCQQL 
LICFLSLWIRLVFTKVSCT*NHN 
NMFSCV WLLLLSMIFLRFTHIA 
CIRNI 


11975 


42343 


C 


12049 


65 


163 




11976 


42344 


A 


12050 




187 




11977 


42345 


A 


12051 


3 


689 


HASDQKEIIIEPFQAVDEVERVP 
EDYYTGPVYLTEVTTLQQRLLQ 
PDFQP VC A SQ L YPRHKHLL I KR 
SLRCRKCEHNLSKPEFNPTSIKF 
KIQLVAVNYIPEVRIMSIPNLRY 
MKESQVLLTLTNPVENLTHVTL 
LECEEGDPDD1NSTAKVVVPPK 
ELVLAGKDAAAEYDELAEPQD 
FQDDPD1IAFRKANKVGIFIKVT 
PQREEGEVTVCFKM KHDF\KNL 
\AAPISP 


11978 


42346 


A 


12052 


1 


882 




11979 


42347 


C 


12053 


152 


404 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11980 


42348 


A 


12054 


3 


398 


LRKIKIDLGKFSDNPDGYIDVLQ 
GLRQSFDLTWRDI MLLLDQSLT 
PNEK.SAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
*D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAPIQQEA 
V 


11981 


42349 


A 


12055 


2 


286 






t|||t — 


^ — 


llolT — 


261 
















TT3l 




]1984 


42352 


— 


12058 


438 


575 


NKTRMPSLTTPLQHSTESPSQSS 
QTREGNKG YPN W* RGSHT VTV 
C 


11985 


42353 


B 


12059 


50 


309 


















11987 


42355 


A 


12061 


148 


368 


ELSSCSLMSHRA1HHPSEERATT 
T/NQQSEPGSW*GWVGANRWC 
HKMSSGGSLGTEPCGSCLACSA 
WTVTVQAQ 














RLSLQTAGCSDVPVFPSAPSGPP 
SPA*AP*SGSAASPWPPFAPSAA 
HVAMPAPPRHWPQLSLKMPPW 
PPDSPVPPGCLA*AEAPPPHCPV 
HLPASRSALS 


11989 


42357 


A 


12063 


90 


470 


KSVHSLPPSFSSLLPWTCNRTLS 
KPPALPSPSRQPECRRRLLHCSG 
SRHSSCPSSSSSPSFSSSPSPSSSS 
SASASPPPPPSPSPAPP*LWLQPL 
FCSQ*QLCHCQELVHLESRLTY 
PYHSSNQPF 


11990 


42358 


B 


12064 


1 


474 




11991 


42359 


A 


12065 


1 


383 


ME Y YAA MKNDEFMSF VGTWM 
KLET1ILSKLSQGQKPNTACSHS 
WMDPQRRGKRQSLSISEAGAN 
QFPKSVFRFFGLGDSKVGSKWS 
ATCACEPIHTSEYCGDRVICKTT 
SSLRGASFAWCSSGNGE*WFPA 
SSMSLQRT 


11992 


42360 


A 


12066 


1 


384 


M1ITGLEDYEMGLRMEGTLEIP 
GHYQKDKFLAQSTPDLLLPKTS 
LTNPFSrNQILAERQIVTFTVYP 
DTERDRETRNLADLKQIKIDLG 
KFSDNPDGYIDILRGLRQSFDLT 
W\RDIMLLLNQTLAPN 


1 1993 


42361 




12067 


152 


238 




11994 


42362 


A 


12068 


89 


544 




11995 


42363 


A 


12069 


62 


199 


SWKPSFSANYHK.DRKPNTACS 
HS*DPAFLAPSPVP*SRPLRPPQ 
D 



1571 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11996 


42364 


A 


12070 


1 


655 


SVSGLVEKVTFEQRLKGGEGDS 

TVGSSGNEIFRQWPCWELSNGC 

SLQGDAGCSCLVVHVTFPAGSL 

SGDGLPTAQWLQSLLVLAGGR 

RVNSTQGHRCHHWGSVAEPCV 

LVKRHHAAQEGLCSFQKTPRS 

QVPFHLFWDPGHHTLLCSYCPS 

\GVAGTQPAVQAVSTAV*TAAE 

GEPLPM S ENMRCL VFCPCDSLL 

RMMVSSF1RVPTKDMNSSFFM 


11997 


42365 


A 


12071 


1 


987 


MLVLGYNRKNTEGTQKQKGT 
NASDFHFLSQVLEQVVSPKGSK 
EAQCCVLRHLGCESSESAPGIPP 
NLGIQLLTWAVMWDPFPTTLA 
RAPSLALELMTQYFNNWNWV 
YNNITDQGESKMSKLKGKERR 
QREGER RERKREREKRERESQR 
KERKREKKG K.K.REREKDRSDL 
KQ1KIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
QVNDRKITEEREQFPTGQQAVP 
SVDPHWDTESEHGDWCHRYLL 
TDVLEG LRKTRKKPMN * SMISTI 
TQGKEENP'l AFLERLRE ALRKH 


11998 




42366 


A 


— — — 

12072 


— 

1153 


— — 

1 7 


GEELEKLKKWKETATQIKRSYC 
WI*PSKSPHYLTS*KR*WNY**L 
GNYNSIPAS 


11999 


42367 


A 


12073 


1 


864 




12000 


42368 


B 


12074 


8 


441 
















TDSPHCTDPPSRPTVPASCLKRK 
CCG STMPTARPIMPTLMETR* M 
PISPRVSWAGPRPTSWPALISST 
LFPRM ANHWRD* SRITWFQGQ 
A 


12002 


42370 


A 


12076 


34 


409 


TRAAGIRHEG KPEKTGLKRNFT 
N/DCRKS*TSG*RSTTSSRSRSPS 
PAPRSRSCSR\RDLPAPPPLSRSG 
DRPQTAPSCPMWRARLPSCPGS 
AIPIPRPAWTRSACCGAASTRLR 
PFSGSSTSPQWM 


| 2003 


423JH 


^ — 


T21F" 


2^F 
















"5T4~ 


PNWFKHDVSKSESFSNKMWIA 
K1LKA/ARPAPLTQCV/RNSCFL 
QCRHLSSVSASDLT*DNVKRQF 
CVSPHTES 


12005 


42373 


A 


12079 


2 


1613 




12006 


42374 


A 


12080 


2 


106 





1572 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


120Q7 


4237g 


= 


]2081 


42 




YNTVLPKACLCGSL1CWMN*SH 
SDQNMQVSVERSNLRVRLYAC 
CGLLLCTAYPQHFAHRYVDK1P 
GYPSRAGTLTGLHPMQVCRCR 


12008 


42376 


A 


12082 


206 


6038 




12009 


42377 


A 


12083 


1 


4316 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQ1KIDLGKFSDN 




— — 


- — 


— — 


393 


991 




— — - 


42379 


— 


12085 

— — 


324 


438 






42380 


- — 




528 


598 




|2Q| ~ 


42381 


— 


"12087 


52 


574 




12014 


42382 


A 


12088 


1235 


1 366 




12015 


42383 


A 


12089 


1 


1800 




12016 


42384 


A 


12090 


1 


513 




'^'^ 


jlprTrz 




lio^ — 
















7923 ' 


2T7l 


GAFCPF l'LLHGYQVLQWPGSSL 
PHKEG PAPALEG GH V YPRW1 * A 
SADSQSTEAGRIGPASTG*RQYP 
GGEEHACCLPALLHS 


12019 


42387 


A 


12093 


1 


360 




12020 


42388 


B 


12094 


21 


3636 




12021 


42389 


A 


12095 


1 


936 






4"P?T — 




T^5p 


-j 


HI 






J 










VGKSSIVCRFVQDHFDHN1SPTI 
G A SFMTKTVLCGN/ELHKFLI W 
DTAGQER/SRQIPPLDPHENGNN 
GTIKVEKPTMQASRRCC ■ 


12024 


42392 


A 


12098 


1426 


1572 




12025 


42393 


A 


12099 


367 


513 




12026 


42394 


A 


12100 


31 


661 


APALPGCEHMMAIRELKVCLL 
GDTGVGKSS1VCRFVQDHFDH 
N1SPTIGVASFMTKTVPCENDFT 
KFLIWDTAGQERFYSLAPMYY 
RGSGAAVIVYDFTEAGFHFHPL 
K.KW\AKRLKELGPE\NIVMAIA 
GNKCDLSDI\REVPLKGC*RNTA 
ESIGAIVVETSAKNA\IN1E\ELFQ 
GMSRPDPHPWTPHENGNNGTIK 
VEKPT\MQAS\RRCC 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12027 


42395 


A 

— 


12101 


1 




487 


MDKFLDTYTLPRLNQEEVESLN 
RPITGAEIVA I INSLPTKKSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLT1ASKRIKYLGIQLTRDVKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGR1NIVKMAILPKNW 


]2028 


42391 




I2T02 




1563 






42397 


— 


12103 











42398 


— 


12T04 







lirJi 




— — 


42391) 


— 


TTTbl 




402 






42400 


— 


12106 


— 


329 




12033 


42401 


A 


12107 


1 


720 




12034 


42402 


A 


12108 


97 


206 




12035 


42403 


B 


12109 




1248 




12036 


42404 


A 


12110 


1 


1419 




12037 


42405 


A 


12111 


1 


1387 


MDKFLDTYTLPRLNQEEVESLN 

RSITGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVLLLLKLF 

QS1EKEATLPNSFYEAS1ILIPKP 

GRDTTKKENFRPISLMNIDAKJL 

SKILANQIQQHIKKFVHHDEVG 

FIPRMQGWFN1HKSKNVIQY1N 

RTKDKNYM11SIDAEKAFDK.IQ 

QLFMLKTLSKLGIDGTYLKIIRA 

IYDKPTVKI1LNGQKLEEFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKG1LLGKEEVKLSLF 

ADDM 1 VYLEN P1VSAQNL\LKLI 

SNVS\KV*GYKINVQKSQAFLY 

TTN RQTESQIMSEL PFTI ASKRI 

KYLGIQFTRDVKDLFKENYKPL 

LNEIKEDTNKWKNIPCSWVGRI 

NIVKMAILPKPPLLIPRQTGSGV 

DLQQTPTDLQLSVLTVRRKINK 

QKGHPHQYLIWTSPSSKTKGRQ 

LLASNRTKLDGE 


12038 


42406 


B 


12112 


1 


711 




12039 


42407 


A 


12113 


1694 


4489 


1YRFNAIPIKLPMTFFTELEK.TTL 
KFIWNQKRARIAKAIRSQKNKS 
GG ITLPDFKLY YKATVTKTA W 
YWYQNRDIDQWNRTEPSEITPH 
1YNYLIFDKPEKNEQWGKDSLF 
NK.WCWENWLAICRKLKLDPFL 
TPYTKINSRWIKDLIVRPKTIKT 
LEENLG1TIQDIGMGKDFMSKT 
PKAMATKAKIDKWDLIKLKSF 
CTAK ETTIRVNRQPTKWE KTFA 
TYSSDKGLISRIYNELKQIYKKK 
TNNPIKK.WAKDM 



1574 
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SEQ1D 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12040 


42408 


A 


12114 


1 


115 




12041 


42409 


A 


12115 


58 


414 




12042 


42410 


A 


12116 


6 


389 


VMTTGTNSRVEPRVRGRVYKK 
KMDKKRQEKITEAKSKDK.SQM 
DEEKTD/DEKPKLQVELEQEYQ 
DKFKRLPLEI LEF VQEAMKG KI 
SEDSNHGSAPLSLSSDPGKVNH 
KTPSSEELGGDIPGKEFDTPL 


12043 


42411 


B 


12117 


50 


5137 




12044 


42412 


A 


12118 


1 


1194 




12045 


42413 


A 


12119 


1 


2559 




12046 


42414 


A 


12120 


3 


406 
















TSSCSSEKFVITHLLKPTSVNSS 
KSFSFQLCSIG/VQGAAILWRRR 
GSLVFRIFSFSALVSPHLCGFIYL 
WSLTMVTYFSLSNGGRPSPCQA 
AAPQVNLGLLC 


12048 


42416 


A 


12122 


3 


597 


1SASASDNVFMSVSSPSCSSCFF 
TLYRYLWKSEKPLYYSFVDKP 
VAYKKREMVVNLQKQFKHTG 
RVQ/SSNLLEKKAPSSFQFNWT 
EEDTDRTCF\HGHSLQGVI.KF.K 
GQSLLTKNSLYWLSTQKF*RCY 
GHHVPPYEESIYFLSNRFNLNLF 
SFLLRIKTSFL\HEEVSLVEK\KL 
FEEK1QCKKERNQDPRKVRTTL 


12049 


42417 


A 


12123 


1 


883 




12050 


42418 


A 


12124 


23 


362 


FA FNMPEPGKI VP AP*KG SKKA 

VTKAQNKDGEKRMLSRKESYS 

VYVYKVLKQVHPDTGVSSKG 

MGIMNSFVDD1LERIAGEAFRL 

AHYNKRSTITSREIQTDVRLLLT 

REMVK 


12051 


42419 


A 


12125 


2 


405 




12052 


42420 


A 


12126 


1 


398 


LHSAMPEPAKSAPAPK.K.GSKK 
AVTKAQKKDGKKRKRSRKESY 
SI YV YK VLKQVHPDTGI S SK A M 
GIMNSFVNDIFERJAGEASRLAH 
YNKRST\ITLPREI\QTAVRLLLP\ 
G EL AKH A VSEGTKA VTKYTS A 
K 


12053 


42421 


A 


12127 


1 


401 




12054 


42422 


B 


12128 


48 


424 




12055 


42423 


A 


12129 


3 


462 


DAWVSGRLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVHPDTGISSKAM 
G IMNSF VNDIFEVRI AGEASRLA 
HYNKRSTITSREIQTAVRLLLPG 
ELAKHAVSEGTKAVTKYTSSK 



1575 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12056 


42424 


A 


12130 


74 


504 


F AFNMPEPA KS AP APK\KG S\KK 
AVTKAQKKDGKKRK/RSRQGR 
AYSVYVYKVLKQVHPDTWHL 
LLRPWGIMELLSFNDIFRNGIAG 
LRVSRLGRI*QQGVSTIHLPGEI 
HDGPLRLACLPGGVWPSKAVF 
RGAPRPFNQVNTSV 




4iiii — 


^— 




53 












T2l3l 




27i 


FKDTCTRMFIAALFTIAKTWNQ 
PKCPTMWHIYTMEYYAA1K/SD 
EFMSFVGTWMKLETITLSKL*Q 
GQKTKHRMFSLIGGT 


12059 


42427 


A 


12133 


1 


244 




12060 


42428 


B 


12134 


1 


2142 




12061 


42429 


A 


12135 


1 


1962 




12062 


42430 


A 


12136 


3 




393 


IWMKLET1ILSKLSQG*KTKHR 

MFSLTGGNLTMRTLGHRLLPSL 

PHRLRPCARLHLRCPPWPPPSR 

RRCARSTTPTATPPSTATSRWSS 

TPPTCTCLWPSTSTGTTWPWRT 

SSATSCACRTTKWSMPRS 




42431 


— 





= 


87 




i 3 ■ 
^— ■ 


— — 


— 


T2T3I 




— 






— — 


- — 


— — 





— 






— 


— 


— — 





— 






^ 


— 


T2T4I 





333 








— 








— ^ 




| 2069 


42437 


— 


T2141 


— 


— 




12070 


42438 


A 


12144 


2 


91 




12071 


42439 


C 


12145 


1 


229 




12072 


42440 


A 


12146 


1 


268 




12073 


42441 


A 


12147 


1 


278 




1 074 




— 




2 


274 


WMKLET1 1 LSKLSQRQKT1HHLF 
SLIALFTIAKKWKPPRYLSVDK 
W1KKLWY/HTYTMEYYSAFKK 
EAILPIAIAWMGLKDIMLSEISQ 


— — 


42443" ' 




12149^ 




T36 




— — 


42444" 


— 


12150 


2 


95 






42441 


— 


12151 





233 






— — 


— 





377 


— | 




— — — 


42447 


— 


TTm 





91 




— — 


42448 


— 


T2154" 





891 




72081 — 


42449 


— 


12155 





— 




12082 


42450 


A 


12156 


785 


892 




12083 


42451 


A 


12157 


191 


317 




12084 


42452 


A 


12158 


410 


520 




12085 


42453 


A 


12159 


683 


796 




12086 


42454 


A 


12160 


830 


927 





1576 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12087 


42455 


A 


12161 


18 


539 


PTDP*LG1YQKE\YKSCYYKDIC 
T/RVCVPAALFTIANTWNQPKC 
TSMIDWVKKMWHIYTMEYYA 
AIKTDEFMSFVAGTWMKLETIIL 
RKLSQGQKTKHRMYSLIGGNL 
TMRTFGHSAGSHHTPGPIMRCG 
AGGGIALGE1PNVNDELMGTAN 
QHGTC1PMQQNCTLCTCTLKLK 
V 


12088 


42456 


A 


12162 


1 


108 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSLAYIYFFLDEFM 
YFAGTWMKLETI1LSKLSQGQK 
TKHRMFSL*GVSYYVAQAGLK 
LLGLSLSKCRDYRCEPPCPE 




42457 


— 


— — 


- 


701 




]2090 


42458 


— 


T2T64 

— — 


274 


435 




72091 — 


— — 


— 




■j 


3658 






42460 


— 


T2T66 


— 


856 






42461 


— 


T2167 


■j 


598 






42462 


— 


— — 


538 


664 




i2QQg 


42463 


— 


T2T69 


-j 


873 




pQ96 


42464 


— 


72170 


T77 


325 




pQ97 


42465 


— 


TTiTi 





T245 




12098 


42466 


A 


12172 


1 


3313 




12099 


42467 


A 


12173 


1940 


2060 




12100 


42468 


A 


12174 


1 


1213 




12101 


42469 


B 


12175 


155 


559 






42470 




12176 






PAPRGGAYRGRQTSLSCGGLHP 
V*ASWLLCLPKQAWAM/VGRP 
PQASLLPCSLISDCCASNQRDSV 
GVGPSEPCAGYNLLLCRFLSQS 
EKHS1RVGAVDCSCSYLAIL 


12103 


42471 


A 


12177 


1 


519 




12104 


42472 


A 


12178 


1 


477 




12105 


42473 


A 


12179 


119 


375 


KRTQT*AIAGAPPPASLPPCSLIS 
DCCASNE*GSVGIGPSKPGAGY 
NLLLCHLISPS1SPTSSPKSDTCPI 
ADFSNKSPDRSSAGDILLAMQS 
LGSMA1FLILILPTREHGKFFHLF 
VSSFISLSSGL 


12106 


42474 


B 


12180 


1 


363 





1577 
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SEQ1D 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


12107 


42475 


A 


12181 


1 


1309 


MAEGEEGTSYMAAGERVVAIA 

LIDGFRPLTLESTFFNSGSCSKL 

EQHSTYLGDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVPEP 

KQHGIGPKQKYRSTGPNRALR 

NNAAYLQFL1FGNLEKTKPWG 

K.DSLLIKVFEAAVLW1ECFAFIF 

YDARGVLIVVQVDSCSKLEQHS 

TLSRAI LLI YKGFCRFRN HHQTG 

FSPAGANQRGPLAATLSGPGGE 

GQSAVARLTGEKKNHPGAQYA 

NRLSPRVGRFINAAGTTGFPTG 

KRAVSATQLMDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGH LISDCCASNQPDSVG VG 

PSEPGAGYNLVVRHFLSPSEKH 

SIRVGVTRFSRCRPSPLPLTQK.G 

NSLTPCASQLRQCLALLRLR*R 

AISCCPSHW*KEKPPWRPIRKPP 

LPARWPIH*CSWHDRFPD/CESG 

HLISDCCASNQPDSVGVGPSEP 

GAGYNLVVRHFLSPSEKHSIRV 

GVTRFSRCRPSPLPLTQK.GNSLT 

PCASQLRQCLALLRLRH 


12108 


42476 


B 


12182 


1 


1335 




12109 


42477 


A 


12183 


1 


1675 




12110 


42478 


B 


12184 


57 


1530 




12111 


42479 


A 


12185 


1 


1419 




12112 


42480 


A 


12186 


1 


574 


RVDDFVRQTRPSAQAALAEKM 
AANQPPPLMMKHSQTDLVSRL 
K.TYRKILGVGGEDDDGEV/HRSP 
ISQALGTEIKFTIREPLGLTVWQ 
FVSAVLFSGIAIMALAFPDQLY 
DAVFDGAQVTSKTPIRLYGGAL 
LSISLIMWNALYTAEKVIIRWTL 
LTEACYFGVQFLVVTATLAETG 
LMSLGIRLTRSSRRGR 


12113 


42481 


B 


12187 


79 


387 




12114 


42482 


A 


12188 


1 


908 




12115 


42483 


A 


12189 


2 


70 




12116 


42484 


A 


12190 


1 


1158 





1578 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12117 


42485 


A 


12191 


2 


611 


FVSVPSVLLGLQFWRSERD/TA 
RLQSARWRVERGRLKELLSRQ 
RPRRREEVVVGREVCRTEMEV 
RASLQKIVSNGDEQLEKAMEE1 
LRDFEKRPSSLLVDCQSSSEISD 
HSFGDIPASQTNKPSLQLILDPS 
NTEISTPRPSSPGGLPEEDSVLF 
NKLTYLGCMKVSSPRNEVEAL 
RAMATMKSSSQYPFPVTLYVP 


12118 


42486 


A 


12192 


3 


497 




12119 


42487 


A 


12193 


1 


804 




12120 


42488 


A 


12194 


1 


1243 


MAPVEHVVADAGAFLRHAAL 

QD1GKNIYTIREVVTE1RDKATR 

RRLAVLPYELRFKEPLPEYVRL 

VTEFSKKTGDYPSLSATDIQVL 

ALTYQLEAEFVGVSHLKQEPQ 

KVKVSSSIQHPETPLH1SGFHLP 

YKPKPPQETEKGHSACEPEN LE 

FSSFMFWRNPLPNIDHELQELLI 

DRGEDVPSEEEEEEENGFEDRK 

DDSDDDGGGWMTPSNIKQIQQE 

LEQF\DVPEDVRVWLA*PPDFA 

MQNVLLQMGLHVLAVNCMLI 

REARSYILRCHGCFKTTSDMSR 

VFCSHCGNKTLKKVSVTVSDD 

GTLHMHFSRNPKVLMPRGLRY 

SLPTPKGGKYAINPHLTEDQRF 

PQLRLSQKARQKTOVFAPDYIA 

GVSPFV\ENDISSRSATLQVRDS 

TLGAGRRRLNPNACRKKFVKK 


12121 — 


42489 


- — 


T2T9I 


764 


— 






42490 


— 


V2A96 




378 




12123 


42491 


— 


T2197 


265 


1539 








- — 


12798 




251 1 




12125 


42493 


A 


12199 




1077 




12126 


42494 


B 


12200 


38 


1451 






42495 




12201 




207 




12128 


42496 




12202 




197 




12129 


42497 


A 


12203 




216 




12130 


42498 


A 


12204 




335 




12131 


42499 


A 


12205 




174 




12132 


42500 


A 


12206 




1309 




12133 


42501 


A 


12207 




1266 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=linknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


===== 

12134 


4 5 2 


A 




1 




IDRFDAPCGLEELEDHEDEFNE 














EDERAIEMYRRRRLAEWKATK 














LKNKFGEVLE1SGK.DYVQEVTK 














AGEGLWVILHLYKQGIPLCALI 














NQN LSGLARKFPD VKFIKAISTT 














CIPNYPDRNLP\TILVYPG\GDIN 














G\QFIGPLSV\GGMNLTRDELEW 














KLSESGAIMTDLEENPKKP1EDV 














LLSSVRRSGPHEEGQRFRG 


— — 


42503 


— 


72209 


291 


416 


SHYLKIFLAEKLSEYDQISPPNSQ 














PDKENPVLST* * S IQRRHMTLFK 














MNLK I ILK YRKPE A * SQRLVSK 














R*KHSIRGSGINLSFVPTGFQIVP 












— 


FHLFETSLWL 


— — 


42504 


— 


T2210 


437 




DYTITGELKTAIQRSKINFCPILH 














SHSSHNAKSFVI*TVTLLHRHLL 














*KVSVNKVQSLFIQCGIFSEAGA 














GVYNYCPPPRQRRQPGDKPRW 














RWRRGRNNRCSANSHGLQLYA 




— — 


— 


T22T1 





H83 







— — 


- — i 




= 





— 






— 

4^5^ 








, 


— 












¥\ 


TT68 






— — 


— — 





— 


— 




— 

12142 


— — 


. 


— — 


— 


— — 


SPGLPHCWQPCRARSRGTDVW 














M\/l VCVnQHQn A Vk'PPA 11 Vr.DF 
IN V L, V o\UoUl)U/\ I N.fcrAILVurt 














NLTLTVHQTAVLECVATGNPRP 














1 VSWSRLG WPPNPTAKEQEQRA 














KTESQRKQPRDKARENQPKAA 














RPK.RAAPKSHEAARKTNPPTAS 














TKRQAAPTNTPKESS 




— — 


— — 








2691 




— 


— — 


: 


— — 





— 






— — 




12219 





624 






--j— 


— 


— — 


247 


425 




— — 


42515 


— 


T2221 


31 


858 


LLE1VNSSIQPEKQAGWLSQAV 














HGAPDGPNRPMLHPETSPGRG 














HLLAVLLALLGTTWAEVWPPQ 














LQEQAPMAGALNRKESFLLLSL 














HNRLRSWVQPPAADMRRLDW 














SDSLAQLAQARAALCGIPTPSL 














Aor.i wbtt nur;wNMnr 1 pap. 

AjULWKlL^Vtj WlNlVlt^J^Lr Avj 














LASFVEVVSLWFAEGQRYRHA 














AGE*ARNATCTHYMQLVWATS 














SQLGCGRHLCSAGQAAIEAFVC 














AYSPRGNWEVMGKTIVPYKKG 














AWGSLCTASVSSLLKAWDHAR 














GLLGGPRETLGKEPTEPWTALK 


12148 


42516 


A 


12222 


1 


1519 




12149 


42517 


A 


12223 


1 


789 





1580 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12150 


42518 


A 


12224 




505 


ATEDPGVAMGRRPARCYRYCK 
NKPYPKSRFCRGVPDAKIRIFDL 
GRKKAKVDEFPLCGHMVSDEY 
EQLSSEALEAARICANKYMVKS 
CGKDGFHIRVRLHPFHVIRINK 
MLSCAGAD/R1HISKKWGFTKF 
NADEFEDMVAEKRLIPDGCGV 
KYIPSRGPLDKWRALHS 


12151 


42519 


A 


12225 


135 


828 


RFWVSPHGPAAPARCYYRYCKN 

KPLPKVLRFCR\GVP\DAKIRIFD 

PGAEKRQK.VE*VFRFCGHMVS 

DE\YNQLSS\*ALE\AARNLCPIS 

TMVKS\CGKDGF\HIRV\RLHPF 

HVIPHQTRCCSCAGADRLQTG 

MRGVAFGKPQGTVARVHIGQVI 

MS1\RTKLQNKEHV\IDALRRAK 

\FKFPGRQ\KIH1SKKWGFTKFN 

ADEFEDMVAEKRL1PDGCGVK 

YIPSRGPLDKWRALHS 


12152 


42520 


A 


12226 


2 


367 




12153 


42521 


A 


12227 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQ ARKEGG PI FNILKEKNFQPRI 

SYPAKLSF1SEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12154 


42522 


A 


12228 


1 


714 




12155 


42523 


A 


12229 


122 


939 


YPGKQGLEWTSNK1QQTCS*GS 
SLLEGKLTNRKDIHTKTPSVRH/ 
RSSKAKERVSVIEDQMNETKRE 
EMFREKRVKRNEQSLQEIWEY 
VKRPNLRL1GVPESDGDNGTKL 
ENTLQDIIQQYFPNLARQANIQI 
QEIQRMPQRCSSRRAAPRHIIVR 
FTKAEMKEKMLRAARGKGRV 
THKGKPIRLKVDVLAETLQARR 
EWGPIFN1LKEKNFQPR1SFPAK 
LSFISKG E I K.SFTDKEMLRDF VT 
TRPALQELLKEALNMERNNRY 
QPQQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12156 


42524 


A 


12230 




1043 


MGDFLHSTDRNYLIKFWAKLS 
AKKTPANSSSPLGDHQHPCITK 
NLQIPEKWLIGLLLPLKADLLK 
EDAGTHCKEAKNLDERLDEWL 
TRINSVEKFLNDLMELKTMAQE 
LHYACTSFSSQFDQLEERVSV1E 
NQMSEMKREEKFREKRVKRNE 
QSLQKIWDYVKRPNLRLTGVPE 
SDWENGTKLENSLQDIIQENFP 
NLARQANIH1QEIQRMPQRYSS 
RRATPRHLIVRFTKFEMTEKMV 
RAAREKGQVTHKGKPIR1TADI 
SAETLQARREWGPIFNILKEKN 
FQPRISYPAKLSFISEGE1KSFTD 
KQMLRDFVTTRPTLQELLKEAL 
/NMERNNQYQPLQKHAKL 


12157 


42525 


B 


12231 




1275 




12158 


42526 


A 


12232 




1584 




12159 


42527 


B 


12233 




1023 




12160 


42528 


A 


12234 




2052 




12161 


42529 


A 


12235 


5160 


6183 


VSKHPQASAGDTQTNRVWSGP 

PANSDRJPAAEGPDC*KEN*QTE 

RTS\NQNPICMSPSSKTKEAKNL 

DKRLDEWLTRJNSIEKTLNDLM 

ELNTMARKLRDACTSFSSQFDQ 

VEERVSVIEDQMNEMKREEKF 

REKR1KRNKQSLQE1 WDC VKRP 

NLRLIGVPESDGENGTKLENTL 

QD1IQENFPNLARQVN1QIQEIQ 

RTPQRYSSRRGTPRHIIVRFTKV 

E1KEK1LRAAREKGRVTHKGKPI 

RLTAVLLAETLQARREWGPIFN 

ILKEKNFQPRVS YPA KLSFI SEG 

EVKSFTDKQMLRDFVTTRPAL 

QELLKEALNMERNNRYQLLQK 

HATLSRPSMLG 


12162 


42530 


A 


12236 


1 


975 




12163 


42531 


A 


12237 




1186 




12164 


42532 


A 


12238 




906 




12165 


42533 


A 


12239 


1 


1882 




12166 


42534 


A 


12240 


1 


1394 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12167 


42535 


A 


12241 


1 


4935 


MGPGARLAALLAVLALGTGDP 
ERAAARGDTFS ALTS VARA LA P 
ERRLLGLLRRYLRGEEARLRDL 
TRCNDETITYLLDKRLTVLTAA 
NIPYSSPENGAKRRRQDAFPPIH 
YNTQD ALLQY LSG VG WG APP A 
AQAHRDAPFVDSIAQVLLRTSG 
GSAEASGWSLRSRWAVGGATG 
SWVLSKGDRASLGERVVTGWA 
TLNVGRSFAYCLTTCVQPPLDV 
GPRKEHAPRPPSLSPTSTRQRGQ 
SERSQDANG RRKQKT 


12168 


42536 


B 


12242 


88 


1014 




12169 


42537 


A 


12243 


686 


1920 


IKPQRWGKKQNRKTGNSKKQS 

A S PPPKERSS SP ATEQ S WTEN D F 

DELREEGFRRSVITNFSELKEHV 

VTH RKE AKNLEKKALDEWITRI 

TNAEK.SLKDLMELKTTAQELR 

NECTNLSNRCDQLEETVSAME 

DQIN/EMNEMK.QEGKFREKRIK 

RNEQSFQ\EIGDYVKRPNLH\LI 

GVPESDGQNGTKLENTLQDI1Q 

ENFPNLARQAN1QIQEI\QRTPQ 

RYSLRRATPRHIIVRFTKVEMK 

EK\MLSAAREKGR\VTHKGKPIR 

LTTADLSAETLQAQKTEWG\PIF 

N 1 L\K£KNF\QPRIS\Y PAKALSFIS 

EG EI K. YFTDKQMLRDFCH H QG 

LPLKELLKEEALKHWKGTTRY 

QPLAKTLPKYRSTRQKVNKDT 

QELNSALHQADL1DIYRTLHTK 

STEYTFFQH HTTPIPKLTT 


12no 


42531 


— 


T2244 





633 




12171 


42539 


A 


12245 


3 


109 










12246 


2 


575 




12173 


42541 


A 


12247 


1 


237 




12174 


42542 


A 


12248 


1 


1065 




12175 


42543 


A 


12249 


2 


338 




12176 


42544 


A 


12250 


1 


1319 




12177 


42545 


A 


12251 




744 


MQKALCAAPDLGTFVTVLTPPP 

GAQIGSRRERSKVPYIVRQCVE 

EIERRGMEEVGIYHVSGRWAA 

DIQALKAAFDVN/N RTMHSSWE 

ESDELLKARDDPHSGQHSRDG 

ALAKAGMADKKDMSVMMSET 

DMNA1AGTLKLYFRELPEPLFT 

DEFYPSFAEGIDRLERVAEKEA 

VNKMSLHNLATVFGPTLLRPSE 

KESKLPANPSQPITMTDSRSLEV 

MSQVEVLLYFLRLEAIPALDSK 

RQS1LFSTDV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12178 


42546 


A 


12252 




507 




12179 


42547 


A 


12253 


1378 


4280 


STPMAVAGPLGRPWSTSPTRAS 

TSGASWK.G RARARSC A A RAPL 

SRRSALPGPAGPTPPGVLRIAEA 

AIPRTAAPMRTSPPARRTSPLAS 

PAACPQAPPPTACSGTKAALPR 

RTRNSPSTAAVPPRRSAISGTGT 

A RLSCPRPPS WASA RPGRSGPT 

MTRAPSMETQMARSEHHLDTA 

ALQTGQRSSAGTKMGCPTLMT 

RPPHRPTSAARAGAAGMRWSR 

EP*SPLK/RSELDLEKGLEMRK 

WVLSGILASEETYL 


12180 


42548 


A 


12254 


1 


1109 


MRTPYKTSPMRMLYMTSLMTP 
TRHANEDAVDDIAYKDTVQDI 
TSEDAVYDIANEDVVYDIANED 
ALQDIANEVAVYDIANEDIVYD 
IANEDALYDITNEDAVYN1ANE 
DAVYGIANEDAVYEFANKHAV 
YDIANEDTVQDICKKEDAANK 
CYFPGFFPIRCRHEHLPVCIIDVI 
CSLIKCRHEHLPSSLIGQDRLGA 
QASRRERSKVPY1VRQCVEEIER 
RG MEEVGI YRM SG VAADIQAL 
K.AAFNVSECRPAQDGMEVWA 

W C A M R C AC A PP PR UVTCiFSVC 

FLHLSGSSRRPLHFRALSYNMCD 
VSVMMSEMDVNAIAGSLKLYF 
RELPEPLFTDEFYPNFAEGIGEH 
WRPWPHGRRLLHVHCCPQRL 


12181 


42549 


A 


12255 


1351 


4308 


WKGRARARSCAARAPLSRRSA 
LPGPAGPTPPGVLRIAEAAIPRT 
A APMRTSPPA RRTSPLASPAAC 
PQAPPPTACSGTKAALPRRTRN 
SPSTAAVPPRRSAISGTGTARLS 
CPRPPSWASARPGRSGPTMARA 
PSMETQMARSEHHLDTAALQT 
GQRSSAGTKMGCPTLMTRPPH 
RPTSAARAGAAGMRWSREPWS 
PLK/RSELDLEKGLEMRKWVLS 
G IL A SE ET YL SHLEALLLPM KPL 
KAAATTSQPVLTSQ 


12182 


42550 


B 


12256 


1 


1017 




12183 


42551 


A 


12257 


2310 


2834 


EEKYNMQTRLRRAEDVFPPVIG 

VAAHKGGVYKTSVSVHLAQDL 

ALKGLRVLLVEGNDPQGTASM 

YHG WVPDLH I H AEDTLLPF YL 

MLR\LAIETVAHDYDVIV1DSAP 

NLGrGTINVVCAADVLIVPTPAE 

LFDYTSALQFFDMLRDLLKNV 

DLKGFEPDVRILLTKYSNSNGW 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssihlc nucleotide 
deletion, \=possible nucleotide insertion) 


12184 


42552 


A 


12258 


106 


108 


NFLFVLRRQLWVGGLCW*AAE 
LNKVCL 


12185 


42553 


A 


12259 


1 


901 




12186 


42554 


A 


12260 


23 


482 


KPRELGPISPVWLPPDRLPERPQ 
RRRPSGVDPGSWLGSGSCGSTG 
CSALMSCSCGSTPLLSLALKVT 
PGGVLGAPSGSEDGS*PNRKAC 
GSEMEICLTTRGVWGPEVALG 
VGGGLQQSCRAPCGGLPKLLRS 
WSQSSLSPNSPGRGASSGEAA 


12187 


42555 


A 


12261 


1 


1938 




12188 


42556 


A 


12262 


1 


2235 




12189 


42557 


A 


12263 


43 


1827 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSG SRSLSTADMTKGLVL 

G1YSKEKEDDVPQFTSAGENFD 

KLLAGKLRETLN1SGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KAAGIDEQENWHEGKE1MIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAE11EK.NLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KG SDEPPVFLE1 H YKG SPN ANE 

PPLVFVGKGITFDSGG1S1KASA 

NMDLMRADMGGAAT1CSAIVS 

AAKLNLPIN11GLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDA\EG RL I L AD ALC Y AHTFNP 

KVILNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASI\ET 

GDRV*RMPLFDHYTRQ\VVDC 

QLADWNNIGKYRSAGYACTAA 

AFVKEFVTHRKWAHLDIAGVM 

TNKDEVPQSTGKA*LGRPTRTL 

I\EFL\LRFSQDNCLVQILKNVFH 

SVLNWTVELKKVFE 


12190 


42558 


A 


12264 


1 


405 


G1RSAEVGKHLAHILLSRQQGR 

RPVTLIGFSLGARVIYFCLQEM 

AQEKDCQGIIEDVILLGAPVEGE 

AKHWXSLSGRVVSGRJINGYCR 

GDWLLSFVYRTSSVQLRVAGL 

QPVLLQDRRVENVDLTSVVSG 


12191 


42559 


A 


12265 


1 


1072 




12192 


42560 


A 


12266 


105 


514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12193 


42561 


A 


12267 


44 


872 


NARPWVRGLL1EFRRRGSLCRE 
RAREMEMGRRIHLELRNRTPSD 
VKELVLDNSRSNEGKLEGLTDE 
FEELEFLSTINVGLTSIANLPKL 
NKLKKLELSDNRVSGGLEVLA 
EKCPNLP\HLI*GGNKIKDLSTIE 
PLEKLENLKSLDLFNCEVTNLN 
DYRENVFKLLPQLTYLDGYDR 
DDKEAPDSDAEGYVEGLDDEE 
EDEDEEEYDEDAQVVEDEEDE 
DEEEEGEEEDVSGEEEEDEKGY 
NDGEVDDEEDEEELGEEERGQ 
KRKREPEDEGEDDD 


12194 


42562 


A 


12268 


] 


388 


KRG AAMDGRVQLIKALLALP1 R 
PATRRWRNPI PFPETFDGDTDR 
LPE F1EQTG S Y M F VDENTFSSD A 
LKTvALPQSLPSlASHRQTAAPS 
DLDSPRRYLGWPQSLDSDSDS 
WPPPK.GSVTFSETYFLPTP 


12195 


42563 


A 


12269 


1 


127 




12196 


42564 


A 


12270 


5 


434 


ISLRYLDGLAGPTHASAATEAS 
DRSEDLRWT/VCAQLIQALLAL 
PIRPATRRWRNP1PFPETFDGDT 
DRLPEF\1VQTCSYMI\VDENTFS 
SDALKVTFL1TRLTGPAL\QWV1 
PYIKKESPLLNDYRGFLAEMKR 
V FG WED\DED F 


12197 


42565 


A 


12271 


515 


1137 




12198 


42566 


A 


12272 


1 


762 




12199 


42567 


A 


12273 


1 


468 




12200 


42568 


A 


12274 


2716 


3411 


KREEETKKKSKREMEVVKKKQ 

CTYSFKSQGKFLSTHARQFS1GS 

QPISASQTVEEIMKSILTLQSQI\ 

NSLAAVTLQNR*GLDLLTAEKG 

GLCTFLGEECCFYTNQSGIA*D 

ATQRLQEKASEIRRLSNSYTNL 

WSWATWLLPFLGPVAAILLLL 

AFGPRJFNLLVKFVWSRIEAIKL 

QMVLQIEPQMSSTNNFYRGPLD 

*PAGTSPGLESSPLKDTTTAKPL 

LRPYPAGSS 


]2201 


42569 


— 


12275 


8312 


9221 








- — 


T^P^ 








122Q3 


52777 


— 




4~0~43 


4T59 


LFCQSGFHSLLTPSTATCSTTR* 
VATSRLRPVFTCRRS 


122Q4 


42572 




72278 





— 




12205 


42573 


B 


12279 


29 


1316 




12206 


42574 


A 


12280 


1 


580 




12207 


42575 


A 


12281 


2 


710 




12208 


42576 


A 


12282 


1 


1559 




12209 


42577 


A 


12283 


1179 


1490 





1586 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 




4~2l^ 




urn — 
















199 





GALART*PPQQRWVSCPR/GVP/ 
G A L* REFTMFLSLQA ENSIDF VS 
RELCAHS1RKLQAHVLL1K*VFI 

K. 


12212 


42580 


A 


12286 


208 


398 




12213 


42581 


A 


12287 


716 


1069 




12214 


42582 


C 


12288 


326 


577 




12215 


42583 


A 


12289 


188 


590 




12216 


42584 


A 


12290 


860 




VPFLTSWYNVGFKSSALHSSAL 
LQFWLTLWE*LPAWARCCCCL 
PNGSFWGPRSSRLDVAWERPV 
APGWREVSPLLSELWTAASGP 
YG 


12217 


42585 


B 


12291 




1614 




12218 


42586 


B 


12292 




1080 






— 




tH^ 
















^90 


Tb~9l 


VESGTHLGQYKIYFGFLYQKXF 
SLQSHGYILFGCPQYW/ITSTDC 
PSIPCMWYSRTL*VTWSKKQVT 
SE 


12221 


42589 


C 


12295 


1 


3912 




12222 


42590 


A 


12296 


881 


1 151 




12223 


42591 


A 


12297 


1 


1323 




12224 


42592 


A 


12298 


1817 


2284 


VWDGSILYQKLGALDGLSS*VI 

PLASSLQSLQYPLPSSFIQRILNT 

YSVKGLRSWTVNEDRVDAVSS 

GG1WLQVEASLVLY*MLYFSIIT 

LLILGLVHVNFK1LDSSSELITD 

KLCGGLGFTLYTGSKL1*SDVTF 

PRAFSASTQTSMLTKYTVE 


]2225 


42591 


— 


72299 




TT09 






42594 


— 







367 

— 




j2227 


42591 


— 


T2301 








12228 


42596 


C 


12302 


1371 


1746 




12229 


42597 


A 


12303 




645 




12230 


42598 


C 


12304 


387 


680 




12231 


42599 


A 


12305 




2498 




12232 


42600 


A 


12306 




528 


ENLGNTIQDTGMGKDFMTETP 
KAMTTKAKIDKRDL1KLKSFCT 
AKETTIRVNRQPTEWEKIFAVY 
PSDKGPISRIYKQLKQIYKKKSN 
NPIKKWAKNRNRHFSKEDIYV 
AK.KHMEKSSSSLVIRKMHIKTT 
VGYHLMPVRMAIIKKSGNNRC 
WRGCGE\C*WEGQLVQPLWKT 
VWQ 


12233 


42601 


A 


12307 


1 


1359 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12234 


42602 


A 


12308 


1968 


2648 


TQTNLQEKNKQLHQKVGKGYE 
QTLLKRRHLCSQQTHMQPTDT 
WKN A H H Q L Al REMQI KTTMRY 
HLTPLRMAIIKKSGNNSCWRGC 
GEIGTLLHCWWDCKLVQPLWK 
TV WRFLKDLESEIPFDLA 1 PLLCI 
YPK.DYTSFCYKDTCTCMFIAAL 
FTI A KT WN * PKC SS VID WIKKM 
WHIY/TTMEYYGAIKRNKIMSF 
AGTWMKLD AI I LSKLTQKQKT 
KLRMFLLISRS 


12235 


42603 


A 


12309 


1 


403 




12236 


42604 


A 


12310 




264 


FFYAHIMFIAALF\T1AKTWNQS 
KCTSMIDWIKKAMWHIHTMEY 
YAAIKRVRGFMSFTRTWMKLEA 
llL-olvi- 1 l^tt^lvl J^\rlrlivir oLIJvLici 




— — 


- — 


-— — 




79 




432 

— 









4^6^ 



















T23T? 


— 


675 




12240 


42608 


A 


12314 


1 


339 




12241 


42609 


A 


12315 




422 




12242 


42610 




12j16 




3^ 






3§§T5 


- — 


T57n! 


- 


— 












— 

J 




ENDK.ARRSD 1 PSML*WVEGMK 
oVKArn 1 LjtlLi/\oU i VLtrWu 

GESATFIPASWDC 






- — 






2148 




12246 


42614 


A 


12320 


1 


1881 


















12248 


42616 


C 


12322 


143 


439 




12249 


42617 


C 


12323 


123 


362 




12250 


42618 


A 


12324 


474 


603 


N H KN PRRKPRQ YHSG HRHGQG 
LHV*NTKNNGNKSQNGQMGSN 


12251 


42619 


A 


12325 


5169 


5756 


CPSLPPPHGKPAAACPRSPPGGC 

CTPRSARTVPRGLSENSQTKCH 

S ADLPPEGPRV F WTPPGTG AAP 

APPAPAPGPARCGPRRCHAWPP 

QRRSSGAGRSPPPRHFAEFLKM 

VAFLRILILRAVSLLRSLDLEIS* 

G*RP*GPSWGGPPQSTPSAASA 

ASKTSSPRRWSTPAWAFLARA 

HPRWVAPSTAAQCTAAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12252 


42620 


A 


12326 


21 


98 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPLDCKVY 

VGNLGNNGNKTELERAFGYYG 

PLRSVWVARNPPGFAFVEFEDP 

RD A AD A V REL DG RTL\CG\CRV 

RV\ELVRMGEKARSRNRGPPPS\ 

WGRRPRDDYRR\RSPPPR\RRSP 

R\RRSFS\RSRSRSLS*ERVGWC 

WAGGKREDSSERVDLSRRIF 


— — 


42621 




— — 


— — 


1043 




12254 


42622 


— 


72328 


460 


657 


CFSPGMWQKTHSRKHSPGAICP 
INP VGEC L V RK.I KQLD * IT WINA 
PLPLRDGLFYFLNFPFCCRG 


12255 


42623 


A 


12329 




2235 




12256 


42624 


A 


12330 




255 




12257 


42625 


A 


12331 


2 


429 


CRADLNSRIDDFVPNPSVAVSG 
ASYAVAAVTMAHYKAADSKR 
EQFRKYFEK\SGVLDTLT\KVLV 
ALYEEPE\KLNSALDF\LKHHLG 
AATP\ENPEIELLRLELAEMKEK 
YEA1VEENKKLKAKLAQYEPVP 
QEEKRAF.l.GFFSV 


12258 


42626 


A 


12332 


670 


860 




12259 


42627 


A 


12333 


2 


450 


VNKAGGL1YQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDGIRVGHAVLAINGMDVN 
GRYTADGKEVLEYLGNPANYP 
V SI RFG RPRLTSNEKLML A SMF 
HS\IKFVVLADP\RQAGIDSLLRK 
IYEIYSDFALKNPFYSLEMP 


12260 


42628 


A 


12334 


1 


2034 




12261 


42629 


A 


12335 


1 


324 




12262 


42630 


A 


12336 


2 


694 


FGTRGKAAMA1FSVYVVNKAG 
GLIYQLDSYAPRAEAEKTFSYP 
LDLLLKLHDERVLVAFGQRDGI 
\RVGHAVLAINGMDVNGRYTA 
DGKEVLEYLGNPANYPVSIRFG 
RPRLVTSNEKLMLASMFHSLFAI 
G\SQLSPE\QGS SG I EMLETDTFK 
LHC\YQTLTGIKF\VVL\ADPR\Q 
AGIDSLLRKIYEIYSDFAUKNPF 
\YSLEMPIRCELFDQNLKLALEV 
AEKAGTFGPGS 


12263 


42631 


A 


12337 


2 


1658 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


12264 


42632 


A 


12338 


3 


997 


VQKPNRQWRLVQDLRIINEAV 

VPLYQAVRNPYTLLSQIPEETG 

WFTVLDLKDALFCIAVHPDSQF 

LLAFEDPLNPTSQLTWTVLPQG 

FRDSPHLFGQALAQDLSQFSYL 

DTLVLRYVDDLLLAAPSETLCH 

QATQVLLNFLATCGYKVSKLK 

AQICSQQVKYLGLKLSKGTRAL 

SEE RI QPIL A YPHPKTRKQ L RG L 

LGITGFCQIWIPRYSE1ARPLHTL 

IKKTQKANTHLVRWTPEAEAA 

FQVLKKALTQAPVLSLPTGQDF 

\SLYVTEKTGIALGVLTQHYGE 

ERNS * LPTEYLSN 1RKPLG D YY 

WLYRNLKRWQSYTARV IRKER 


12265 


42633 


A 


12339 




421 




12266 


42634 


A 


12340 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVAL1ATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCN VI KNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKLVL 

TTLDFQKALRGFL PA SLRS VNL 

HKPRDLGWDKIGGLHEVRQIL 

MDT1QLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


12267 


42635 


A 


12341 




2223 




12268 


42636 


A 


12342 




3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSK.WTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGN NPSLTSI YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVLISALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12269 


42637 


A 


12343 


204 


963 


DCACTFHCRSATKIVKDLKAQ 

GLVKPCNSPCSTP1LGVQKPNG 

QWRLVQDLRIIDEVVVYVDDL 

LLAARSKTLCHQATQALLNFLI 

TCDYKVSKPKAQLCSQKVKYL 

GLKLSKGTRVLSEERIQPIPAYP 

HPKTPKQLRGFLGITGFCRIWIP 

RYSEIARPLYTLIKK.TQKADTH 

LVEWTPEAEVAFQALKEALTQ 

APVLSLPMGQDVPLYVTEKTGI 

ALGVLGVLTQVRG/LSLQPMAY 

LSKEMDVVAKGWPH 


12270 


42638 


A 


12344 


1 


1178 


MPESPTPLLGRDILAKAGAIIHL 
NIGEGTPVCCPLLKEGINPEVW 
ATEGQYGRAKNAHPVQVKLK 
DSASFPYQRQYPLRPEAQQGLQ 
Kl VKDLKVQGLV K.TCN SPCDTP 
ILGVQKPNGQWRLVQDLRJIDE 
A I VPLYPAVPNPYTLLSQ1 PEE A 
ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPSIPMSQLTWTVLPQG 
FRDSPHLFHHTLAQDLSQFSYL 
DTLVLCLPLRNQQECHQATQV 
LLNVLATCGYKVSK.QKAQLCS 
QQVKYLGV KLSKGTRAL/QQ*R 

IL'rvl ho 1 orNU&lNLKrioKOraKtj 

KRGVCSGQ**WNT*KKSPHSRN 
*CSAGGTNSPPSGTRIRRRKKGL 
IR1YMLPLILSAPYDHLH 




42631 


— 


12345 


■j 


84l 




12272 


42640 


A 


12346 


3 


1428 




12273 


42641 


A 


12347 


2 


268 




12274 


42642 


A 


12348 


1 


897 




12275 


42643 


B 


12349 


1 


1650 




12276 


42644 


A 


12350 


232 


1002 


TPGSTVHAPEADQGLQKIVKDL 
KAQGLVKPCNSPCSTPILGVQK 
PNGQWRLVQDLRIIDEVVVYV 
DDLLLAARSKTLCHQATQALL 
NFLITCDYKVSKPKAQLCSQKV 
KYLGLKLSKGTRVLSEERIQPIP 
AYPHPKTPKQLRGFLGITGFCRI 
WIPRYSEIARPLYTLIKKTQKAD 
THLVEWTPEAEVAFQALKEAL 
TQAPVLSLPMGQDVPLYVTEK 
TGIALGVLGVLTQVRG/LSLQP 
MAYLSKEMDVVAKGWPH 


12277 


42645 


A 


12351 


1 


2217 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12278 


42646 


A 


12352 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

R IVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTEINAFKNMQSKVVPL 


12279 


42647 


A 


12353 


1734 


4349 


MPNRACFQCGLQGHFKKDCPS 
RKPQVCLTIESQEVNCLLDAGA 
AFSVLLSCPGQLSSRSVTIRGVL 
GQPVTRYFFQPLSCDWGALPFS 
HAFLIMPESLTPLLEREILVKAG 
A11HLNIGEGTPICRLLFEEGISPE 
VWATEGQYGQAKNAHFVQVK 
LKDSTSFPYQRQYPLRPEAQQR 
LQKI VKDLKAQGLVKPYSSPCN 
TPI EG VQKPKRQWRL VQDLRII 
NEAVFPLYPAIPSPYTLLSQIPEE 
AEWFTVLDLKDAFFCIPVHPDS 
QFLFAFEDPSNPTSQLTWTVLP 
QGFRDSPHLFGQALAQDLSQFS 
YLDTPVLQCMDDLLLAARSET 
LCHQATQALLNFLTTCGYKVS 
KPKAQLCSQQVKCLG LKLSKV 
TRAL SEERIQPIL A Y PY PKTLKQ 
LRGFLGITGFCRIW1PRYGK1AR 
PLYTL1KETQKANTHLVRWTPE 
AEA A FH ALKKALMQAPVLSLL 
TGQDFSSYVTKNKQTKKKK\T* 
I A LR VL AL V * GTSLQP V A YL/SK 
E1DVVAKGQPHCLRVVVAVAV 
LVSEAVKIIQGRNLTVWTSHDV 
NGILTAKGDLWLSDNHLLKYQ 
ALLLEGPMLRLCTCAALNLDTF 
LPHNEEKIEHNCQQVIAQTYAT 
RGDHLEVPLTDPNPNLYTDGRS 
FVEKGLQKVGYAVVSDNG1LES 
NPLTPGTSAQLAKLTRALELGE 
GKRVNIYTDSKYAYLVLHAHA 


12280 


42648 


A 


12354 


5 


138 




12281 


42649 


A 


12355 


1 


909 




12282 


42650 


A 


12356 


3 


245 




12283 


42651 


A 


12357 


1 


1080 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 4 




A 


1 






vprksvhsgdaeyhk.vlk.ee A 














SDSRENKVGTTWLQILSGSFAS 














RVTEHITQPLQESVSLW1SSEQN 














1 P P KFM G RLN KL RKA T YKRK YS 














AAKSKVEKKKKEKVFATVTKP 














VG\GDKNGGT\RVVQTR\KLPR 














VI4T>TPr*\/DT?T< r IVPPP(~ik''~MI PC^ 
I Mr 1 cUVrlvM V fcrrl^JVINl^r os; 














HVRKTAKTALPPGTIL1ILTG\RH 














RG K\R V VFLK\QL A SG L IL V\T A P 














LVLNRVPLRRTHQKFVIATSTKI 














DI SN V K I P\KKKDKTPLLTD A YL 














\KKKKLR K PR/HPRKG EIFDT VK 














RGNMRITEVQRTIDQKAVDSQIL 














PKIKAIPQA/LQGYLR1LCLL*RN 














GIYPHKLVF 


]2285 


42653 


— 
- — 


72359 




— 

— 






42654 




]236Q 




— 






— — 


— 


— — 










42656 


— — 


12^62 




264 






42657 


— 


12363 


— 


870 




1229Q 


42658 


— 


72364 




400 




Q 








— — 





— 


SWKPSFSAN*HRNRKPNTTCSH 














SQVGVDL 







z^fr — 




Tk 

T^H 




| 


— 




— — 




— 







769 

— 






— — — 






~T4 




GCCGG TIKNSFSFPPLPNWPRFV 














MFPSLCVL1VETCETWICTLIVQ 














LPLMSENMRCLIFCSCVSLLRM 














MVSSFVHVHDHKVKSHSR PS/G 














NLRSKEASPSPKTSKVGKLTVQ 


















42663 


— 


72369 


— 


388 


SYGQMMKCQPFTFPSPGYGAG 














VFSSDK1GQM 1 FMERT*RMSCK 














EAAQDHTAREKEK.VELKFPSLP 














FRRKELL*PCTWLGSPISLVTLD 














FPWPQGSGRLSMPVLWTCLIPG 














SLE1G 


— — 


42664 




— — 





— 




1229? 


42665 


— 


72371 


295 


2025 




12298 


42666 


A 


12372 


14 


260 




12299 


42667 


A 


12373 


1 


142 


TCTCVFIAALFTIAKTWN*SKCP 














SMRDWIKKNVAHTHHGILCSH 














KKE 


12300 


42668 


A 


12374 


1 


395 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


12301 


42669 


A 


12375 


2 


976 


REHLAEGMAVGTASADLNISA 
CWLRREQQ1SQHSARALLRDRL 
PPQENSSWHPAGAPLGRNFQRK 
EQAA1FAVLQPPLV1PRKTGSGV 
DLEQTPADLQKRGLTVTRKTN 
K.QKAIASTSTERTPTQKPPFKSH 
QHQRPNVDKSAKMRKNQSKK 
AENSK.NQNTSSPPKDHNSSPAR 
EQNWMEN\EFDELTEVGFRRW 
VITNSSELKKHVLTQCKEAKNL 
EKRDMDEAGNHHSQQTNTGTE 
N QTPH VLTHKWELNN ENTRTRI 
YKKHGAAICLASGIYHSVDLPF 
WGLDLPFWDLEDSGSTILGSGG 
QWPSSHSSTRQCTSVDSVWGL 




42670 


— 

- — 1 


72376 





777 

— 






42671 







34 


— 






— — 





— — 











42673 


— 


— — 





74703 






42674" 


— 


72380 







636 




— — 


— 


- — 


— — 




7B16 






— — 


— 


7r58l 





3246 






42677 


— 


72381 


— 


202 






— — 


— 


^ 





— 




tith — 


4§679 


— 


72186 





7776 




12312 


42680 


C 


12387 


1 


942 















— 






42682 


— 




T~ 






12315 


42683 


A 


12390 


i 


708 




12316 


42684 


A 


12391 


3 


96 


TWMKLETIILSKL*QRQKTKHR 
MFLLIGGN 


12317 


42685 


B 


12392 


1 


1954 




12318 


42686 


A 




1550 




DT1SHQLEWQSLKSQETTALLTI 
A KTWN Q PKC PSMIG WIKKM W 
HIYTMEYYAAIK/SDEFMCFAW 
TWMKLETIILSKLSQEHKTKHH 
MFSLTSGS 


— — — 


42687 


— 


72394" 





553 






42681 


— 


72395 





7421 




72321 — 


42689 


— 


723% 


642 


— 




12322 


42690 


B 


12397 


1 


759 




12323 


42691 


B 


12398 


1 


900 




12324 


42692 


A 


12399 


623 


775 




12325 


42693 


A 


12400 


992 


1156 




12326 


42694 


A 


12401 


86 


349 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12327 


42695 


A 


12402 


1 


2521 


MN1DAK1LNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NIVQHINRTNDKNHMIISIDAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKIIRAIYDKSTANIVLNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLRKEE 

IKLSLFADDM1VHLENP1VSAQN 

LLKLIDNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SERIKYLGIQLTRDVKDLFKEN 

YKPLLND1KEDTNKWKNTPRS 

WVGR1NIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKS1LIYRFNAQELEKT 

TLKFIWNQKGAR1AKSILSQKN 

K.AGG1TLPDFKLYYKATVIKTA 

WY WYQN RDIDQ WNRTEPSEIM 

PH1YNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLIP YTK IN SRW1KDLN VRPKTI 

KTLEEN LGNTIQDIAMGKDFM S 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTI R VNRQP1EWEKIF 

A1YSSDKGRISR1YNELKQIYKK 

KTNNPIKKWA KDMNRHFSKED 

IYAAKRHMKKCSSSLAIREMHI 

KTTMRHHLTS VRM A 1 1 KKLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPASPLLGIYQKE\YKSCYYK 

D1CT/RVCVPAALFTIANTWNQP 


12328 


42696 


B 


12403 


80 


5612 




12329 


42697 


B 


12404 


68 


505 






7^55 







-j— 








123j1 










43f3 


IA1MRLLLQIS111LSSCLREVKSM 
Q A Y RKA LRKLKL AD V ICR YQ K S 
LVVQKRS*ER*SLVLILILPARTF 
QSYLAP1C 


12332 


42700 


A 


12407 


1 


546 




12333 


42701 


A 


12408 


2 


418 




12334 


42702 


A 


12409 


302 


746 


ETSHQV M DRSNP VKPALD YFS 
N RL VN YQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 

1 r.AWl WAA/PVT K/TT4Pt-IPA VT VQ 
LOAfNL W Wr I LMrliinr A iLi o 

WEDG DC FTPKALDPLP ACDLC 
DQL\HLRSRQGGSVCGCDPCEQ 
LLLLWSQLQAPAIDSAAAGRPV 


12335 


42703 


A 


12410 


83 


552 




12336 


42704 


A 


12411 


1 


459 




12337 


42705 


A 


12412 


34 


588 





1595 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12338 


42706 


A 


12413 


1 


466 




12339 


42707 


A 


12414 


950 


1230 


CSWHDRFPDWKAGRILP1SEPPS 
N Rl FAC WGKPA WTACCN/FSQG 
QAVKGNQLLPVSLVKRKTTLA 
PNTQTA SPR A L ADSLMQL ARQ 
VSRLESGQDFA DFGTTIKQDFR 
LLGQTSVDRLLQLSQGQAVKG 
NQLLPVSLVKRKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
QDFADFGTT1KQDFRLLGQTSV 
DRLLQLSQGQAVKGNQLLPVS 
LVKRKTTLAPNTQTASPRALAD 
SLMQLARQVSRLESGQDFADF 
GTTIKQDFRLLGQTSVDRLLQL 
SQGQAVKGNQLLPVSLVKRKT 
TLAPNTQTASPRALADSLMQLA 
RQVSRLESGQ 


12340 


42708 


A 


12415 


497 


847 




12341 


42709 


A 


12416 


1 


337 


MGVVPEELFLEELNLSGLKWD 
FA DFGTTI KQDFRLLG QTS VDR 
LLQLSQGQAVKGNQLLPVSLV 
KRKTTLAPNTQTASPR\ALADS 
LMQLARQVSRLESGQHPEFAPP 
SHGD 


|2 ^ 42 


— — 


— 


— — 


— 




— 






42771 


— 


T24T8 

— — — 




1218 






— — 








TTbl 






42713 


— 


72420 


548 


To78 




]2346 


42714 


— 


T2421 


83 


345 






42715 




12422 




681 




12348 


42776 


— 


72421 




1431 




12349 


42717 ' 


— 


72424 


566 


871 




12350 


42718 


A 


12425 


145 


980 




12351 


42719 


A 


12426 




702 




12352 


42720 


B 


12427 




1156 




12353 


42721 


A 


12428 


188 


584 




12354 


42722 


A 


12429 




1194 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


12355 


42723 


A 

— 


12430 


170 


1855 


LLEGKLTNRKDIPHQNPICTSPS 

SKTKGILPISEPPSNRIFACWGK 

PAWTACCN/FSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQINHTPNSF 

HIGAGGSWCLSESPCVVLNYK 

YPLVCGYTDGNAEVSKFGNFFL 

DLSRTRCLAEGNYTSGDNHTLR 

DPHYVEDKGHKYLVFEANTGT 

ENGYQGEESLFNKAYYGGGTN 

FFRKESQKLQQSAKKRDAELA 

NGALG11ELNNDYTLKKVMKPL 

ITSNTVTDEIERANVFKMNGKW 

YLFTDSRGSK.MT1DG1NSNDIY 

MLGYVSNSLTGPYKPLNKTGL 

VLQMGLDPNDVTFTYSHFAVP 

QAKGNMVVITSYMTNRGFFED 

KK.ATFAPSFLMNIKGNK.TSVVK 

NSIRREGFCRFRNHHQTGFSPA 

GANQRGPLAATLSGPGGEGQS 

AVARLTGEKKNHPGAQYANRL 

SPRVGRF1NAAGTTGFPTGKRA 

GFCRFRNHHQTGFSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAV 


]2356 


42724 




72431 


851 


2237 




12357 


42721 


— 


■j2432 





2346 






42721 


- — 


72433 


— 






12359 


42727 


B 


12434 


656 


2404 




12360 


42728 


D 


12435 


486 


834 




12361 


42729 


A 


12436 


1 


693 




| 23 ^ 





















Tl43i 


T52 


3~9~7 


AGGWALPSLGLPSWTSRCPWR 
RGSAGLLLEAS VPVQQ* PKLLD 
RLSRRWPG EGHPRPARVRSCM 
ALGPRRLGVLCQEPS 




42732 


— 


72439 





7707 




]2365 


42733 


— 


72440 





897 




12366 


42734 


A 


12441 


36 


420 




12367 


42735 


A 


12442 


2 


217 




12368 


42736 


A 


12443 


1 


903 




12369 


42737 


A 


12444 


1 


1626 




12370 


42738 


B 


12445 


107 


757 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12371 


42739 


A 


12446 




1655 


MGTVPRSAGQETWVLCEHIIGG 
ERSFTEYSLCHRIESSTSSIKLEL 
GGNNVEPLESSRVFDSTVQNEE 
ADAVSTGEEGVTHEGTQGGKV 
IPQMHMGSGLQPKSFSQNRSQV 
NNDM1VTDNNGAVKFPQLCKF 
CDVRFSTCDNQKSCMSNCSITS1 
CEKPQEVCVAVCWMSEEICTN 
VMYSPLPCKFLHLSPIEVLPIIRS 
PVNQSGRCKIRHIGSNNRLQRS 
TCQNTGWESAHVMKTPGFREY 
NTSNPDLLLVIFQVTGISLLPPL 
GVA1SVIIIFYCYRVNRQQKLSS 
TWETGKTRKLMEFSEHCAIILE 
DDRSDISSTCANNINHNTELLPI 
ELDTL VGKG RF AE V YKAKLKQ 
NTSEQF*DSGQFKILFPIE\EYAS 
WKTEKDIFSDINLKHENiLQFLT 
AEERKTELGKQYWLITAFHAK 
GNLQEYLTRHVISWEDLRKLGS 
SLARGIAHLHSDHTPCGRPKMP 
IVHRDLKSSNILVKNDLTCCLC 
DFGLSLRLDPTLSVDDLANSGQ 
CYEVCSSGRFLVTIFKGNRLRE 
RTEKNTRITPRDWVYEWLW 


12372 


42740 


A 


12447 


1555 


3277 


RAAGSAMGRGLLRGLWPLHIV 
LWTRJASTIPPHVQKSVNNDMI 
VTDNNGAVKFPQLCKFCDVRF 
STCDNQKSCMSNCSITSICEKPQ 
EVCV A VWRKNDEN ITLETVCH 
DPKLPYHDFILEDAASPKCIMK 
EKKKPGETFFMCSCSSDECNDN 
I1FSEEYNTSNPDLLLVIFQVTGI 
SLLPPLGVAISVIIIFYCYRVNRQ 
QKLSSTWETGKTRKLMEFSEH 
CAIILEDDRSDISSTCANNINHN 
TELLPIELDTL VGKG RFAE V YK 
AKLKQNTSEQFETVAVK1FPYE 
EYASWKTEKDIFSDINLKHENIL 
QFLTAEERKTELGKQYWLITAF 
HAKGNLQEYLTRHVISWEDLR 
KLGSSLARGIAHLHSDHTPCGR 
PKMPIVHRDLNSSNILVKNDLT 
CCLCDFGLSLRLDPTLSVDDLA 
N SGQ VGTAR YM A PE VLESRMN 
LENAESF\KHTDVYSMALVLWE 
MTSRCNALGEVKDYEPPFGSK 
VREHPCVESMKDNVLRDRGRP 
EIPSFWLNHQGIQMVCETLTEC 
CDHDPYARLTAQCVAERFSELE 
HLDRLSGRSCSEEKIPEDGSLNT 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






]2373 ' 


42741 


= 


]2448 




]3g4 






42742 


— 


T2449 

— — 





— 

— 




— 




Wih — 






















1245] 




523 


LQFFRRSEVKMKNHLLFWGVL 














AVFIKAVHVKAQEDERIVLVDN 














KCKCARITSRIIRSSEDPNED1VE 














RNIRJ\IVPLNNRENISDPTSP\LR 














TRFVY\HLSDLCKK\CDPTEVEL\ 














DNQIVTATAQSNICGWMTYPQS 














TCYTLSTGNKCYTAVVPLWYG 














GETK.MVETALTPDACYPD 


12377 


42741 


— 


12452 


3 


274 






42746 


— 


T^4li 




iff 






42747 


— 




TT9 




PVPQDLQAAVLGRTTALFK\AV 














KTGTLQVCKRLLLSFWCL/CPA 














PRGRQASLSCGGLHPVRASWLL 














CLPKQAWAMAGAPPPAWLPPC 














SLISDCCASNQRDSVGVRPSEPG 














VGYSLV 


12380 


42748 


— 


12455 


2 


370 






— — 


— 


T2lP ' 


| 








42750 


— 






9lF 




— — - — 


42751 


— 








462 






42752 


— 


12459 




— 


297 




p385 


42753 


— 


72460 




7338"" 


CTDGFLVWMSFLFVSFPLPPCS 














L1SDCSASNERDSVGVGPSEPG 














AGYNLVVRRFLSPSEKRSIRV* 














VTRFSRCRPSPLSLTRKGNSLTP 














CASQVRQCLALFRLAHGVRTH 














SPA PTV WHSLPKVGPFLENSVP 


]2386 


42754 


— 


T2461 







268 




— 


42755 


— 


T2462 




479 






42756 


— 


12463 





262 




12389 


42757 


A 


12464 


1 


304 


MAGAPAPASLPPCSL1SDCCAS 














NQRDSMG VG PSEPG AGYNL VP 














VAEKRSIRVGVTGFSRCCPSPLSL 














TRKGNSLTP WA SQVRQCLALL 














QLAHGRGSPNPRP 


12390 


42758 


A 


12465 


1 


512 




12391 


42759 


B 


12466 


1 


1257 




12392 


42760 


A 


12467 


1 


705 




12393 


42761 


A 


12468 


1 


3039 




12394 


42762 


B 


12469 


66 


467 




12395 


42763 


C 


12470 


360 


747 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12396 


42764 


A 


12471 


3771 


4703 


SFQFFCSVFSPSLWFYLLLVFDD 

GDVQMRFRCGCPFCLLVFLLTD 

RTLSCRSVGIPCRVRCQCA\LLG 

GASQLGCSGVKGSRDPLEEAV 

CPFS\DL\QLRAGGNTALFKAVR 

QGHLSLQRLLLSFWCLCPAPRG 

GAYRGGQASLSCGGLHPV*AS\ 

RLLCLPKQ A W AM AG A PPP ASL 

L\PCI\L1SDCCASNQRDSVGVGP 

S/ERPGVGYSLVVRRFLSRSEKR 

NIRG GWTRFSRC RPSPLSLTRK 

GNSLTPCASQSEGNAIGPAFGF 

AHG A R TH WALRPTV WHSLCE 

MNPVPQMEMQKSPVFCVAHA 

GGCRPEL 


12397 


42765 


A 


12472 


1 


1038 




12398 


42766 


A 


12473 


27 


428 


LADRSAIPGFAIFAVTFLLALVG 
AVLYLYPWTLLKPC*SHY*GIN 
LVVAV*VKTT*GKNCMKMV*L 
1L*RVTLPSS*RFGLRLEKAF*M 
GHL1KT*LGKNNMKMPSCNWS 
LF*GTS*KNEKEGTSVN1FSLTP 


12399 


42767 


A 


12474 


107 


362 


NKPCEEFYFLAAL1YLLYHGRK 
KADTK 1 PP* 1SRFFLILYPSHELTI 
FIVIHIMCDLGCTWAICFLTTSE 
EVQKKLYEEINQVFG 


12400 


42768 


A 


12475 


193 


637 


TSSEVVKKQ1AQVHNFAVIMQL 
ARENIILSS/EDLLV1KVPLY*GV 
NENMLTEVPSFSFFYDVP*NRL 
QLHEG1F1LFFPSHVFIK*PI*KAF 
SNLRPNCAMILLEANDFLIIFKC 
TTHYHLCNRLHSKTKHMLAEG 
HVLGLWVGEPFI 


124Q1 


42769 




12476 


1 


1930 




12402 


42770 


A 


12477 




362 




12403 


42771 


A 


12478 


58 


160 


GVSLQSTSEEGRGMRQE*TERE 
IKVTCRSHYRLA 


12404 


42772 


— 


12479 




410 




12405 


42773 


A 


12480 


1 


807 




12406 


42774 


A 


12481 


154 


375 












2 


512 




12408 


42776 


Q 


12483 


29 


455 




124Q9 


42777 




12484 


209 


433 




]2410 


42778 




12485 


1 


1546 








— 






931 




]2412 


42780 


— 


12487 


1 


363 




12413 


42781 


A 


12488 


1 


351 




12414 


42782 


B 


12489 


82 


263 




12415 


42783 


A 


12490 


1 


1878 




12416 


42784 


A 


12491 


24 


242 




12417 


42785 


A 


12492 


1 


3558 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12418 


42786 


A 


12493 


2 


478 


HNSLKSDENKENSFSADHVTTA 
VEKSKESQVTADDLEEEKAKA 
ELIMDDDRTVDPLLSKSQSILIS 
TS ATA SSKKT1EDRN I KNKKSTN 
NRASSASARLMTSEFLKKSSSK 
RRTPSTTTSSHYLGTLK.VLDQK 
PFTETEA*EPDRADNIRGSCLFR 


12419 


42787 


A 


12494 




1047 




12420 


42788 


A 


12495 


1 


1055 




12421 


42789 


A 


12496 


212 


611 




12422 


42790 


A 


12497 


2 


195 


YVMGRNDGGYLMIDSKTAE1K 
FVKNMNRDSTFIVNKTITAEVL 
AIDVRYSGKNCLLISWSYICG 


12423 


42791 


A 


12498 


1 


429 




12424 


42792 


A 


12499 


1 


503 




12425 


42793 


A 


12500 




825 


GTTKWQT VRRQK RE WI KF AAA 
CREGEDNSKRNPI AK* SDLQNS 
LLPALY*KH\IRSDCESNQKITY 
RISGVG1DRPPYGVFT1NPRTGEI 
NITSVVDREITPLFLIYCRALNS 
RGEDLERPLELRVKVMDINDN 
APVFSQSVYTASIEENSDANTL 
VVKLCATDADEENHLNSKIAY 
KIVSQEPSGAPMFILNRYTGEV 
CTMSSFLDREQHSMYNLVYRG 
SDRDGAADGLSSECDCRIKVLD 
VNDNFPT/FRENFKQNSSRFSNS 
LLSSFDQWRKL 


12426 


42794 


A 


12501 


986 


4030 


KQRLTWTFSPGKSETMMGLFP 

RTTGALA1FVVVILVHGELR1ET 

KGQYDEEEMTMQQAKRRQKR 

EWVKFAKPCREGEDNSKRNPIA 

KITSDYQATQKITYRISGVGIDQ 

PPFGIFVVDKNTGDIN1TAIVDR 

EETPSFLITCRALNAQGLDVEKP 

LILTVKILDINDNPPVFSQQIFM 

GEIEENSASNSLVMILNATDAD 

EPNHLNSKIAFKIVSQEPAGTPM 

FLLSRNTGEVRTLTNSLDRJEQA 

SSYRLVVSGA 


12427 


42795 


B 


12502 


1 


3572 




12428 


42796 


A 


12503 


1 


594 




12429 


42797 


A 


12504 


1 


512 




12430 


42798 


B 


12505 


ZOO 


532 




12431 


42799 


A 


12506 


2 


735 




12432 


42800 


A 


2507 


5 


too 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12433 


42801 


A 


12508 


2 


1260 


GQAASPASPASPASPAMAWAA 
LLGLLVALLLLLLLSRRRTRRP 
GEPPLDLGSIPWLGYALDFGKD 
A A SFLTRMKEKHGDIFTIL VGG 
RYVTVLLDPHSYDAVVWEPRT 
RLDFHAYA1FLMERIFDVQLPH 
YSPSDEKARMKLTLLHRELQAL 
TEAMYTNLHAVLLGDATEAGS 
GWHEMGLLDF/CLQLPAQSRLP 
DSLRN * G A ATHP* KPGPGPRPL S 
*CLPHLSPARPAAPQTGPWLPV 
SGGQGPHVQCQKSPVEAAIPSQ 
AG Q AG PPEQM AGELPA APGGD 
GCVRGDAGTGPGAAAVGHTGE 
YGSRCLLAPALPSQES* SPGCCP 
RRAREYPLASGAACLADDHSPT 
EGSRQHTC/DLIAC*VRASGLQL 
PPSSPARIAGGPGHAHGRRERIQ 
PATW* PPPPLPLPEPPERPRNLH 
RPRG1 


12434 


42802 


A 


12509 


3 


466 




12435 


42803 


A 


12510 


1 


1134 




12436 


42804 


A 


12511 


2 


121 1 




12437 


42805 


A 


12512 


2 


405 


HEMLLASEIKHLPRRLLIGQERE 
TQTSELKIK.RRGNEEAPS/PPPSS 
A YERGTKRPDDRY DTPTSKKK. 
VRJKDRNKLSTEERRKLFEQEV 
AQREAQKQQQQMQNLGMTSP 
LPYDSLGYNAPHHPFAGYPPGY 
PMQA 


12438 


42806 


A 


12513 


191 


898 




12439 


42807 


A 


12514 


1 


270 




12440 


42808 


A 


12515 


2 


1328 




12441 


42809 


A 


12516 


1 


2868 




12442 


42810 


A 


12517 


1 


1254 




12443 


42811 


A 


12518 


1 


576 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12444 


42812 


A 


12519 


1919 


3044 


HQGPSTPPSWAMSGPPTPLSRE 
DWHQGPSTPPSWAMSEPPT/SSI 
QGLASGAVHTILLGDVRATYTS 
IQGVTSGVSQVSRAAQMAVPSS 
RI LQLSKPKAPATLLE\EWDPVP 
KPKPHVSDHNRLLHLAKVPRK 
EGSGKKVGAFPEIKGPEAFRDK 
ARAMESQSNDMPFDELLALYG 
YEASDPISDRESEGGDVDPNLP 
DMTLDKEQIAKDLLSGEEEEET 
QSSADDLTPSVTSHEASDLFPN 
RSGCLLAGEAESSRGLLPRAQP 
VPRG A GL ADN SRG A LLRAHGT 
VRVGTTATVKPADAPPESPRDR 
RSRNDSHRPTGPSESERQPQSN 
QPTLLLRGHGTIRVRTTATVKP 
ADAPAESPRDRRSRNDSHGQSS 




42813 


— — 


12521 


413 

— 


1412 






42814 


— 


T2521 




412 


NHLSVAGNGSSPCGL*AGALGL 
LLWLLASSGHRVLSGMI 


[2447 


42815 


— 


72522 





W\ 






— — — 





— — 





277 




|?449 


42817 


— 


7252~4 





739 




12450 


42818 


A 


12525 


1 


326 




12451 


42819 


A 


12526 


3 


566 


















12453 


42821 


A 


12528 


1 


1167 




12454 


42822 


A 


12529 


260 


395 


EVATATPTLSNHYPDQSAAIN/D 
QG*PLHQQKDHlLQKAQIvrNISI 
F 


12455 


42823 


A 


12530 


209 


958 


FRCVLISFWSHKLHLWYHEGRI 
VPSDR1VPPHG1VSSHGVALPQR 
ILMRQFTLLEGLNKDGRFL1QLS 
GTAPWSSYFNSVAKFGVIHRIH 
SFFLSHNGHKAVAPLDLLSNVG 
GSCLCGDASSFVTTPSRITMTSK 
SWLARSVAEMSYR/WTALVNH 
VADDQRGHQKNVIALDWVINR 
NVQLVNRNHLPFRCSCFLDHLD 
AHRGTNDHAFPQVTHSEHEAQ 
LA ISDGNHSMAAENQSFCPS VS 
LSCFHENAA 


12456 


42824 


A 


12531 


1 


1965 




12457 


42825 


C 


12532 


520 


684 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12458 


42826 


A 


12533 


701 


1307 


GRHLTTNHTAAVVVFPFRPLCS 
SFFRYSGFRGVAGATASGRGQG 
PAG * DNCQR A WRG A FY K.FQAT 
LSAGAGTRAEEGSDGDGEAAE 
PGAGTAREPARLRGYRSRRFVL 
DGRRCCLCYFKN PHDPLPLGHL 
DI AEACFS YQRA DEA AEQPAHF 
QVRSAGAATVLEVGTRALRGV 
HLLRAHRG1WAQAWSPVSFLQ 
AVLPAWLL 




42827 


— 


12531 




1356 




1246Q 


42828 


— 


12531 




1449" 




72461 — 


42829 


— — 


T253~6 




2449" 




12462 


42830 


— — 


12537 




3327 




T2463 — 


42831 


— — 


12538 




7359 




12464 


42832 


A 


12539 




672 




12465 


42833 


A 


12540 




1281 




12466 


42834 


A 


12541 




399 




12467 


42835 


A 


12542 




399 




12468 


42836 


A 


12543 


171 


426 

— 


PVSCATGEEEDNVLFPKGDDLP 
R**PGKLWCEFHASS1SQALGQ 
HPRRSVLDTDQSH VPL VRRKTT 
CFSQRAMISPDDDPSQEAGALS 
RNNLLAPYSALTFMENGNCLL 
QLFQLGKLLVQASHLHGQLLV 
FVQKIIISM 




42837 


— 


— — 









]2470 


42838 


— 


T2545 


- 


— 


LFHPCQDSQQHH*CVCCRLTGH 
GAA*VHGPCQAVQTYRASH 


12471 


42839 


C 


12546 


532 


1101 




12472 


42840 


A 


12547 


197 


355 




12473 


42841 


A 


12548 


1 


1275 




12474 


42842 


A 


12549 


3 


131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12475 


42843 


A 


12550 

— — 


1746 




3504 

— 


ESDPSNSTTSMDRTLL/MSSIVP 
RLPSACRILPTGFTIPE*SCVHRT 
ASLIPPLPPGSRKYSPPLPLNSLI 
FLKN/SAYTAVPALQTDWATSP 
ISLHLRTSFNSPHLYPPEELIYFL 
DRSSKTSPDISHQQAAALLRTY 
LKNL SP YIN STPPIFGPLTTQTT1 
PVAAPLCISWQRPTGIPLGNLSP 
SRCSFTLHLRSPTTNINETIGAF 
QLHITDKPSINTDKLKNISSNYC 
LGRHLPCISLHPWLSSPCSSDSP 
PRPSSCLL1PSPENNSERLLVDT 
RRFL1HHENRTFPSTQLPHQSPL 
QPLTAAALAGSLGVWVQDTPF 
STPSHLFTLHLQFCLAQGLFFLC 
GSSTYMCLPANWTGTCTLVFL 
TPKIQFANGTEELPVPLMTPTQ 
QKRVIPL1PLMVGLGLSASTVA 
LGTGIAGISTSVMTFRSLSNDFS 
ASITDISQTLSVLQAQVDSLAA 
VVLQGQLRGLDLLTAEKGGLCI 
FLNEECCFYLNQSGLVYDNIKK. 
LKDRAQKLANQASNYAESPWA 

T CM W\4C"\l/"\/T DTVCDT TDIfl t T T 

FriPfiFRi \/t:npioMi?Tr> a itxiuq 
rOrClrrvLVol^rl^lNrvlv^AJ J INrio 

IRQMFLLTSPQYHPLPQDLPSA 










T21M 










~5i4l 









882 






— — 




— — - 


— 


409 










— 


— — 





— — 

— 






42848 




12555 


— 






12481 


42849 


A 


12556 


] 


1083 




12482 


42850 


B 


12557 


1 


1122 




12483 


42851 


A 


12558 


97 


439 




12484 


42852 


A 


12559 


1 


450 




12485 


42853 


A 


12560 


1 


471 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12486 


42854 


A 


12561 


2 


1407 


WGKNRAEKLETLKSRVPLLLQ 

RTNAVPHQQWNKAGRRMTLTS* 

EKKASDD/PNYSKLQEEIQTKG 

KEVKHFEKNLDECITR1TNREK 

CLKELMELKAKARELREECRSL 

RSQCDQLEERVSVMEE1QTTIRE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYK.EELIPFLLK.LFQSIEKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNKILANRI 

QQHIKKLI HHDQVGFIPGMQG 

WFNICKSRNVIHHINRTKDKNH 

M 11 SIDAEKAFDKIQQPFMLKTL 

NKLGIDETYLK.I1RAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK. 

GIQLGKEEVKLSLFADDM1VYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQ1SQAFLYTNYRQSAKS 




42855 


— 


12562 




846 




12488 


42856 


A 


12563 




1281 




12489 


42857 


B 


12564 




274 




12490 


42858 


B 


12565 




2265 




12491 


42859 


A 


12566 




2742 




12492 


42860 


A 


12567 




1272 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


12493 


42861 


A 


12568 


222 


2130 


RKKNKKK*TKPPRNMGLREKT 

KSMSDWCT*K*RGEWNQV/AK 

TLCRILSRRT/YPNLARQADIQIQ 

EIQRTPQRYSSRRATPKHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLSAETLQARRE 

WGQIFNILKEKNFQPRISYPAKL 

SFISEGEIKPFTDKQMLRDFVTT 

RPALKELLKEVLNMERNNRKK 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSKEKEGIIIPNSFDEASIILIP 

KAGRDTTTK.DNFRPISLMNIDA 

KILNK1LANQ1QQHIKKLIHHDQ 

VGFIPGMQGWFNICQSINV1QHI 

NRTK.DKNH VI I SIDAEKAFDKIQ 

QRFMLKTLNKLGIDRMYLKIIR 

AIYDKPTANIILNGQKLEAFPLK 

MGTRQGCPLSPLLFN1VLEVLA 

RAIRQEKE1KH1QLGKKEVILSL 

FADDMIVYLENSIVSAQNLLKLI 

SNFSKVSGYK1NVQKSHAFLHT 

NNRQTESQIMSELPFTIASKR1K 

YLGIQLTKDVKDLFKENYKPLL 

NE1K.EDTKKWKHIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKT TLKF1WNQKRA H T 

AKS1LSQKNKAGGITLPDFQLY 

CKATVTKTAWY 


12494 


42862 


— 


I256S> 




474 




12495 


42863 


A 


12570 




1197 




12496 


42864 


A 


12571 




1518 




12497 


42865 


A 


12572 




3189 




12498 


42866 


A 


12573 




2199 




12499 


42867 


A 


12574 


3 


2820 


EN KDTTYQNL\WDAFKAVCRG 
KFI A LN AHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
KIRAELKEIETQKSLQK1NESRS 
WFFERINNIDRPLARLIKKKREK 
NQ1DT1KNDKGDITTDPTE1QTTI 
REYYKHLYANKLKNLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIVTIINSLPTKKSPGPDGFTAE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIIL1PKPGRDTTK 
KENFR 


12500 


42868 


B 


12575 


1 


1593 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12501 


42869 


A 


12576 


1 


3549 


MGDFNTPLSTLDRSRRQKVNK 
DTQELNSALHQVDLIDIYRTLH 
HKSTEYTFFSAPHHTYSKIDH1V 
GSKALLSKCKRTE1ITNYLSDHS 
AIKLELR1KNLTQNRSTTWKLN 
NLLLNDYWIHNKMKAEIKMFF 
ETNKNKDTTYQNLWDAFKAV 
CRGKFIALNAHKRKQERSK.IDT 
LTSQLKELE KQEQTH S KA S RRQ 
EVTK.1RAELKEIETQKTLQKINE 
SRSWFFERJNKIDRMLARLIKK 
KREKNQIDTIKNDK 


12502 


42870 


A 


12577 


1 


2724 




12503 


42871 


A 


12578 


1 


3567 




12504 


42872 


B 


12579 


709 


2064 




12505 


42873 


A 


12580 


1 


3370 




12506 


42874 


A 


12581 


1 


2024 


MGFYHVGQAGTELLTSNDPLT 

SASQSARJTGKALQKPTEVPVP 

YEKMLQDQSALIVQGLPEGVA 

FKHPENYDLATLKWILENTAGI 

SFirNSATIEPPAAQPMSFTHMG 

HSLCVLVVETHAKPVAVQSSSF 

TRNPEVISLEVAAVTVKEESED 

PDYDY1TFKDLPGIAYETKAYV 

LWPQLSKICSKNGDKNKAYRG 

QQCRLRQQNPLAALTGKISVSV 

YVSHPSLRSVS1GWTRQVARQT 

MQKDRDGPLKNEGEKNCAGSE 

KNTLTSQLKELEKQEQTHSKAS 

RRQE1TK1RA ELKE1ETQKTVEK 

1NESRSWFFERINK.IDRPLARLIK 

KKREKNQVDAIKNDKGDITTDP 

TEIQTT1REYYKHLYANKLENV 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQS1EKEGILPNSFYEASIILIAK 

PGRDTTKKENFRPISLMNIDAKI 

LNKILAKRIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHIN 

RAKDKKHMIISIDAEKAFDKIQ 

QPFMLKSLNKL/D1GKNYFKVH 

MGPKKSPCRQVNPKPKEQSWR 

HHST*LQTILQGYSNQNSMVLV 

PKQRYRSMEQNTALRNNATYL 

QLSDL*QT*EKQAMGKGFPI** 


12507 


42875 


A 


12582 


722 


4214 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12508 


42876 


A 


12583 


228 


1152 


KNRDYNKLSLRPQCNQTRTQN 
*ESHSKPLNYMETEQPAPE*LL 
DT*R\MKAEIKMFFETNENKDT 
TYQNLWDAFKATASKTNKEKE 
KNQIDTIKNDKGDITTDPTEIQT 
TIREYYKHLYANKLENLEEMD 
KFLDTYTLPRLNQEE VESLN RPI 
TG AEI VAIINSLPTKKSPGPDG F 
TAEFYQRYKEEL1GWLRESVSK 
ICLKFDHQVQV1TGRL11RFQIAF 
GTVVLCQLTRHIDVFVGKRLA 
NARFAPSLGGAPDLFTLKPCFV 
AVETQGDLPQATTVVDIDGCL 
GKPANVQVALDLDVKGFQQW 


12509 


42877 


A 


12584 


1 


2028 




12510 


42878 


A 


12585 


2 


2264 




12511 


42879 


A 


12586 


1 


2130 




12512 


42880 


A 


12587 


1 


2900 


MENDFDELREEGFRQSNYSELR 
EDIQTKGKEVENFEKNLEECITR 
1TNTEKCLKELMELKTKAQELR 
EEWRSLRSRCDQLEERVSAME 
DEMNEM KG EGKFREKRI KRNE 
QSLQEIWDYVKRPNLCLIGVPE 
RDGQNGTKLENTLQDVIQENFP 
NLARQANVQIQEIQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKML 
RAAREKE1QTTISEYYKHLYTN 
KLEN LEEMDKFLDT YTLPTLN Q 
EEVESLNRPITGAE 


12513 


42881 


A 


12588 


1 


2745 




12514 


42882 


B 


12589 


1 


3288 




12515 


42883 


A 


12590 


1090 


2526 




12516 


42884 


A 


12591 




3242 




12517 


42885 


A 


12592 


3862 


8976 


RAKSPANIIMTGSNSHITILTLN 
VNG LNSPIKRHRLAS WIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTK1KRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
E YTFFS APH H S YSKIDHI LG SE A 
LLSKCKRTEIITNYLSDHSAIKL 
ELRIKNLTQSR 


12518 


42886 


A 


12593 


1 


1000 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12519 


42887 


A 


12594 


1 


979 


MNNAKENFLGRFQDGRIGTAP 
VYSPQHQRRRRRVISALPTEPPL 
V I PRQTG FG VDLQQTPTDLQLR 
VLTVRRKTTKQEGHSTKTPSVR 
YHHQRPKEDKTTKMGRNQSRK 
AENSKNESASSPPKECSSSPATE 
QSWMENDFDKYTEVGFRQLVI 
TNFSELKEDVQTHHKEAKNLE 
KRLDEWLTR1NSIENTLIDLMEL 
KTMARELRDSCTSFSRQFDQVE 
ERVSVIEDQMNEMKREEKFRE 
KKMLEVLPRAIRQEKEIKGIQL 
GKEEVKLSLFADNMTVYLENPI 
1S\PKISLS**ATSAKSQDIKSMC 
KNHKHSYTPITDKQRAKS 


12520 


42888 


A 


12595 


1140 


2210 


KPWHKNFVTHAQASIADLIKW 

KKGYQ*LKIKLMK*SKKTRNTN 

YHQNTINISMQIN*KI*KKWRNS 

WTHTLSQY*TRKKLNL*IDQ*Q 

ALKL/QAIIYSLPTKNVQGQMD 

SQSNTTRVWGILARAIRQEKEI 

KDIQLENEEVKLSLFADDMTVY 

LENSIVSAQNLLKLR1KYLGIQL 

TTDVKDLFKENYKPLLNKIKED 

TNKWKNIPCSW1RG1N1MKMAI 

LPKLIYRFNAIPIKLPMTFFTELE 

KATLKFIWNQKRAHIAKT1LSK 

KN KAGGIMLPDFKLYYKATAT 

KAAWYWYQNRDIDKKLTQIYK 

KKTNNPIKKWAKDMNRHLSKE 

DIYGANRHMKKCSSSLVIREKQ 

IKTTMR 


12521 


42889 


A 


12596 


520 


697 


GLCSVPLLCISVLVPVPCCFGYC 
SLVV*FEVR*SDASSFVLLA*DF 
LGNAVSFLVPYEL 


12522 


42890 


A 


12597 


1 


1410 




12523 


42891 


A 


12598 


1 


1461 




12524 


42892 


A 


12599 


77 


457 


QALKLRQ*LIAYQPKRVQDQM 
DSQTNSARGTKRSWYHSF*NYS 
N/PTEKEGILLNSFYEAGIILIPKP 
GRDTTKKENFRPISLMSINAKIL 
NKILANRILQHIKKLIMTIKSASS 
LGCKAGSTYANQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12525 


42893 


A 


12600 




919 


MGDFNTPLSTLDRSTRQKVNK 
D1QELNSALHQADLID1YRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEI1TNCLSDHSA 
IKLELRIKKLTQNCSTTWKLNN 
MLLND Y WEHNKM KA E I KMFF 
ETNKNKDTTYQNLWDTLKAVC 
RG KFKALN AH K.RKKERSQ I DTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKETETQKTLQRLMN 
PGAVLEVLARAIRQEKEIKGIQL 
GKEEVKLSLFADDMIVYLENP\ 
MSQPKISLS**ATSAKSQD1KSIY 
KNHQHSYTP1RDKQRAKS 


12526 


42894 


A 


12601 


1 


1264 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAirNSLPTQKSSGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEG1LPNSFYEAS1ILIPKPG 

RYTH KKNNFRPISLMN IDAKIL 

NKJLANRJQQHIKKLIHQDQVGI 

IPGMQSWFNIHKSINVIQH1NRT 

KDKNHM 1 1 S1DAEKAFDKIQQPF 

MLKTLNKLENK1PKNPTYKGCE 

GPLQGELQITAQRNKGRHKQM 

EEHPMLMDRKNEYHKNGHTPK 

VIYRFNVIPIKLPMTFFSELEK.ST 

LKFJWNQKRAR1AKTILSQKNK 

AGG1MLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEM 

TPHIYNHLIFDKPDKNKQWGK 

DSLFNKWCWENWLAIGRQLKL 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNT1QDISMGKDF 

MSKTPKAMATKAKMDKWDLI 

KLKSFCTAKETTIRQSWPEMTK 

FTFSSNTDVKNWKHGKNNIGR 

HKTSVNTCKMDSGLVLERWM 

EWNPGFPLSIDAKCHKDLPRDI 

QFDSEKGVDFVLNYSKANMR 

WAGSMFL*FIESF*HEWLLNFV 

KGLFCIY*DNHVVFVFGSVYML 


12527 


42895 


B 


12602 


1 


1827 




12528 


42896 


B 


12603 


13 


1377 




12529 


42897 


A 


12604 


557 


664 


KTPLSQPKISLS* * ATTAKSQDT 
KSVYKNQQHSYT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12530 


42898 


A 


12605 


77 


1866 


QAPKLRQ* LIA YQPKKVQDQTD 

SQPNSTRGTKKSWYHSF*NFSN/ 

PIEKEGIFPNLFYEANIILIPKPGR 

DTTKKENFRPISLMNVNAKILN 

KLLANQIQQHIKKLIHHNQVGFI 

PGMQGWFNICKSINVIQHINRT 

KDKNHRSISIDAEKAFNKIQQPF 

MLKTLNKLDDMIVYLENPIVSA 

KNLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQAESQIMSAVSF 

TIASKRIKYLGIQLTRDVKDLFK 

ENYKPVLNKIKEDTNKWKNIPS 

LWIGRVNIMKMAI LPKVIYRFN 

AIPIKLPMTFFTELEKTTLKFIW 

NQKRAHIAKTILSKKNKAGGIT 

LPDFKLYYKATVTKTAWHWY 

QNRDIDQWNRTEPSEIIPHIYNH 

L I FDKLDKN KTLG KD Y LFN KRC 

WENWLAICRKLKLDPFLTRYT 

KIN SRW1KDLN I RPKTIKTLEEN 

LGDTIQDIGMGKDFITKTPKAM 

ATKA K1DKWDLI K LKSFCTAKE 

TTI R VN RQ PTE WEN 1 FA I Y P SDK 

GLISRIYKELKQIYKKKSNNP1K 

KWAKDMNRYFSKEDIYAANR 

HMKKCSSSLALREMQ1 KTTMR 

YHLIPVRMA1IKKSGNNRCW 


12531 


42899 


A 


12606 


67 


243 


GLCCVPLIY1SVLVPVPCCFGYC 
SLVV*FEVR*HDASSFVLLA*D* 
LGDVGSFLVPYEL 


12532 


42900 


A 


12607 


1554 


1692 




12533 


42901 


A 


12608 


640 


816 


GLCSVALVCISVLVPVPCCFGY 
CSLVV*FEVR*HDASSFVLFA*D 
*LGNVDSLLVPYEL 


12534 


42902 


A 


12609 


1626 


1739 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


12535 


42903 


A 


12610 


1 


2014 


MKREGSLEKKRIKRNEQSLQEI 

CDYVKRANLRLIGGPESDGENG 

TKLENTLQDMQEKFPNLARQA 

NIQIQEIQRTPQRYSSRRATPRHI 

IVRFTKVEMKEKMLRAAREKG 

QVTHKGKSIRLTADLSAETLQA 

RREWGPIFNILKEKNFQPRISYP 

GKLSFISEGE1KSFTDKQMLRDF 

VTTRPALKELLKEALNMEKNK 

Q YQPPQKH A KLTRE ARANTFK 

PSRRRE1TK1 RAELKEIETPKTAQ 

KrNESRSWFSERINKIDRPLARL 

RKKKREKNQIDTIKNDEGDITT 

HPTEIHTIIREYYKHLYANKLEN 

LEEMDKFLDTYTLPRPNQEEVE 

SLNGPIAGSEIQAIINSLPTKKSP 

GPDGFYQRYKEELVPFRLKLFQ 

S1EKEGILPNSFYEASI1L1PKPGR 

DTTKKENFRP1SLLNINAKILNKI 

LANRIQQHIKKLMHHDQVGFIP 

GMQGWFNIRKSINVIQHINRTK 

DKNHM1ISIDAEKAFDKIQQPF 

MLKTLNKLGIDGTYHKIIRANY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIR 

QEKETEGIQLGK.EEVKLSLFAD 

DMIVYLENP\MSQPKISLS**ATS 

AKSQDTKSMCKNHKYSYTPIT 

DKQRAKSSVNSPFTIASKJUKYL 

G I QLTRYV KDLFKERSM K 


12536 


42904 


A 


12611 


1 


700 


MDKFLDTYTLPRLNQEEVESLN 
RP1TGSEIEAIINSLSTKKSPGPD 
GFIAQFYQRTKDKNHMIISIDAE 
KAFDKIQQHFMLKTLNKLGIDG 
TYLK1IRAVYDKPTASIILNGQK 
LEAFPLKTGTRQGCPLSPLLFNI 
VLEVLARAIRQEKEIKGIQLGKE 
EVKLSLFADDMIVYLENP\MSQ 
PKISLS**ANSAKSQDIKSMCKN 
LKHSYTLITDKQRAKSSVNSHS 
QLLQRE 


12537 


42905 


A 


12613 


1 


1765 




12538 


42906 


A 


12614 


1 


2310 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12539 


42907 


A 


12615 


1 


836 


MENEFDELTEVHFRRWVITNSS 

ELKEHVLTQCEEAKNLARRNK 

LENLEEMDICFLATYTFPSLNQE 

EV ESLNRP1TSS EIEA A1NSL PTK 

KH PG PDG FTAK F YQRYKEELH I 

NRAKDKNHMIISIDAEKAFDKI 

QHPVKLKILNKLGIDGTYLKIIR 

AIYDKPTANLILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RA1RQEKE1K.GIQLGKEEVKLSL 

FA DD\RL YI* GTPLSQPKISLS * * 

ATSAKSQDTKSMYK.NHKHSYT 

PTTDKQRAKS 


12540 


42908 


A 


12616 


355 

— 


4502 


QSARFRGRRTLRRPGVGYSLVV 
*FEVR*CDASSFVLLA*DCLGN 
AGSFLVPYEL 


— — — 


— — 





12617 

— — 


— 


— 






— — 1 


— 






680 


YYTRCSKWWNCSVLP*IYIYNF 

Til purvi k r >JTnVTV'T(rk'T 

11 Li 1 lUKLMN 1 U i IJVrviVLI lLJl I I 

KNSKHl 


12543 


42911 


A 


12619 


I 


641 




12544 


42912 


B 


12620 


36 


48 




12545 


42913 


A 


12621 


1 


326 




12546 


42914 


A 


12622 


1 


444 


PG STH A S AH ACER LQTRTLRAF 
SSQRRFPATASRASLSSNMAKIS 
cPTFTPRr'iPQt livmifvifiifn 

jr 1 E/ J CK^lEoulA V r vtv I /\U1VL>> 

GYNYTLSKTEFLSFMNTELAAF 
TKNQKDPG CP* PHDGRKLG QPT 
VDGQLDFSEFLNLIGG\QAMAC 
HDSFLKAVPSQKRT 


12547 


42915 


A 


12623 


2 


6008 




12548 


42916 


A 


12624 


530 


856 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12549 


42917 


A 


12625 


1 


952 


MAARGTGDKVKPGCEEAGAAF 

ELPPSVYAAALHESHQHQPCPA 

GG ARAQRVPGG1 VTEPLTCTPP 

KDM VFLSDDG DDDDDDDNDD 

GGGDDDNDGNDNDGDNDNGD 

DDDGDDNDDDGGDDDNDGNG 

NDGDNDNDDGDNDDSNGNDD 

GDGDDDGVDDDDDNSDGNDG 

DDDDSDDDDGDSNGYDDDGD 

GNDDDDGDSDDDDSDNGDGD 

NGDGDDDGGGG DDDDNGHDD 

DGDMMM MI VMM VM VMMV V 

MMVMVMMVVVVQLRKRAEA 

SVSEAKCS1NVSDDNDDGDGN 

DGDDDDSDGDDDDGGGDGGD 

SELTNQFPTNHSGMKASKLRK 

DSDHREW*W** WWWWCN*GR 

EQRPVFLKQSAQLMSVMIMMM 

VMVMMVMMM1VMVMMTMV 

VVMVV1VNSP1NSRLITQA 


12550 


42918 


A 


12626 


3 


380 




12551 


42919 


A 


12627 


5 


765 


RQWEVGRWSGTTIFSCFCKKTL 

YFTNPSPSSSSL VTV1 LRREVTH/ 

CGGAPEQRYQIIPVCVAARLPT 

RAQDVLDAHLSEVNAVRFGPN 

SSLLATGGADRL1HLWNVVGSR 

LEANQTLEGAGGSITSVDFDPS 

VRNSAPVAWDCALSDLHTGQG 

YQVLAATYNQAAQLWKVGEA 

QSKETLSGHKDKVTAAKFKLT 

RHQAVTGSRDRTVKEWDLGRA 

YSPKRQRPSRTGHDDDGGFVE 

KKRGKCGEKRDQIVTVSV 
















12553 


42921 


A 


12629 


458 


708 


QNRHRHHGPFSMVAVSSQLLD 
TPAERLSLHTWKIAQRPGRGTP 
HFPDGAV/VQAETLPQTGRPGR 
GTPHFPDGAASSFGYCSLVA 


12554 


42922 


A 


12630 


2300 


6491 


EGLEALIHQERLSYWANQVSED 
RPVCKAIIQGKQFEGLVDTGAD 
VSIIALNQWPKNWPKQKAVTG 
LVGIGTASEVYQSMEILHCLGP 
DNQESTVQPMITSIPLNLWGRD 
LLQQWGAEITMPAPLYSPTSQK 
IMTKMGY1PGKGLG\KNEDGIK 
VPVEAKINQEREGI\GYPFLGAV 
TVEPPKPI PLTWKTErCPVWVNQ 
WPLPKQKLEALHLLANEQLEK 
GHIEPSFSPWNSPVFVIQKKSGK 
WHTLTDLRAVNAV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mee 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12555 


42923 


A 


12631 


1 


434 


MTVSKNKCHTKGGKK.GTEKK 
VVASFSK1YWYNVKAPAMFS1R 
NIGKALVIGTHGTDFVSDGFKG 
GLIEIPDSIGKDKEKACRSIYPLH 
DVFVRKVKMLKKPKFELGKLM 
ELHGEGRSSGKATGNESGA/KV 
E* ADGYGSPAQKSF 


]2556 


42924 


— 


12632 





642 




12557 


42925 


A 


12633 


260 


534 




12558 


42926 


A 


12634 


1 


438 




12559 


42927 


C 


12635 


391 


750 




12560 


42928 


A 


12636 


199 


451 




12561 


42929 


A 


12637 


120 


992 


RDR1PGPVCKGKWKNKERILIFS 

SRGINFRTRHLMQDLRMLMPH 

SKAHDTN MARSDNLS V1NEGCE 

MNNWLRC1YFEAKKKQDLYM 

WLSNSPDGPSAKFLVQN1HTLA 

ELKMTGNCLK.GSRPLLSFDPAF 

DELPHYALLK.ELLIQIFSTPRYH 

PKSQPFVDHVFTFTILDNRIWFR 

NFQIIEEDAALVEIGPRFVLNLIK 

IFQGSFGGPTLYENPHYQSPNM 

HRRV1RSITAAKYREKQQVKDV 

QKLRKKEPKTLLPHDPAADVF 

VTPAEEKP1EIQWVKPETKVDL 

KASV 


12562 


42930 


A 


12638 


1 


342 




12563 


42931 


A 


12639 


1 


580 


PG WEKRM SRS S/G VN TQE ALPT 
AAIPTDAKVRVYYFNHITNASQ 
WERPIGNSSSGGKNGQGEPARV 
RCSHLLVKHSQSRRPSSWRQEK 
ITRTKEEVALELINGYIQKIKSGE 
EDFE\SLASQFSDCSSAKA\RGD 
LG\SFSRGQMQKPF*RTPRFAL\ 
RTGGDERGPCFTD\SGIHIILPHL 
SEGGKPRPGLGAGQGG 


12564 


42932 


A 


12640 




116 




12565 


42933 


A 


12641 


2 


253 




12566 


42934 


A 


12642 


3 


512 


ED Y L ERKRQ/V PTECQTH SKLG 
GPMTLKREVKP/KVDVSPSKKG 
PL\QHHTLL\VCHVRIFYPGSIQ/ 
VR WFLNGRKKT AG V V SPN L I R 
NGDWT/FQILVMLEM/TPQQGD 
VYTCQVEHTSLDSPVTVEWKA 
QSDSARSKTLTGAGGFVLGL1IC 
GVGIFMHRRSKKAFNEDLHKQG 


12567 


42935 


A 


12643 


1 


363 




12568 


42936 


B 


12644 


70 


1229 




12569 


42937 


A 


12645 


1 


430 




12570 


42938 


B 


12646 




1321 




12571 


42939 


A 


12647 


3 


446 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12572 


42940 


A 


12648 


1 


417 




12573 


42941 


A 


12649 


269 


452 


Til T? QPnVPPI?!? I"MIA4T TPP^II^C. 

r>HRi<rr<;nr ipi ni<ri rr>Ti n^pxiv 

LTUvrvio^i^lr JL^rVLV_.V 1 loiters V 

SQGGMLYRAKA*H*T*TLVWV 
*HVMSYPHKGLGLMLSLCSVK 
HSTLRDVFTL 


12574 


42942 


A 


12650 


83 


1385 




12575 


42943 


A 


12651 


1 


974 


MNPLECVDRSSQPWGNPTWTS 
SGM RSVTFL VG FKLTFL AL AQT 
LN A A ASLTGQE LLAGFPPG V INI 
LPGYGPTAGAAIASHIGIDKIAF 
TGSTEKEAELHSWIKGLTCISIE 
PDFQKSLKDGIILC1LMN KLQPA 
SFPKINHSMQKWHQLENLSNFI 
KAVVSYDMNPMDLFKANNLFE 
SGNMRHMQVSLFALAGKVKT 
KRPQSGVDIGIKYSEKQEQNFS 
DAAMKAGQCVIGLQMGTNKC 
TSQLGMTVYGMGTNNCASQVS 
MTAPGTRQHICDTKLGTDKCG 
NSSMSLQMGYT/QGAANQPRV 
CEWQRG IRQQGFLPPCLGPSQE 


12576 


42944 


A 


12652 


1 


1103 


MNPLECVDRSSQPWGNPTWTS 
SGMRSVTFLVGFKLTFLALAQT 
LNAAASLTGQELLWNFPLLMF 
A WKI APALCCGNTV VIK PAEQT 
PLSALYMGALIKEAGFPPGVINI 
LPGYGPTAGAAIASHIGIDKIAF 
TGSTEKEAELHSWIKGLTCISIE 
PDFQKSLKDGI I LCILMNKLQPA 
SFPKINHSMQKWHQLENLSNFI 
KAVVSYDMNPMDLFKANNLFE 
SGNMRHMQVSLFA LAG KVKT 
KRPQSGVDIGIKYSEKQEQNFS 

TSQLGMTVYGMGTNNCASQVS 
MTAPGTRQHICDTKLGTDKCG 
NSSMSLQMGYT/QGAANQPRV 
CEWQRGIRQQGFLPPCLGPSQE 




— — 


- — 


— — 





729 






42946 


— 


12654" 


259 


390 


SFCSANFEVFRLTAQQ*FVR*H 
ALSHIF*G*V*SFPKSTKRVNF 


12579 


42947 


A 


12655 


68 


735 




12580 


42948 


A 


12656 




825 




12581 


42949 


A 


12657 


3 


470 




12582 


42950 


A 


12658 


1 


1683 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12583 


42951 


A 


12659 




1748 


MNKPYIRNLSENAAPLDLEGIL 
KDAKIPVSGPFLVKIGYAFVDC 
PDEIWALKAIEALSGKIELHGKP 
IEVEHSVPKRQRIRKLQIRMPPH 
LQWEVLDS*LVQYGVVESCQQ 
VNTDSETAVVNVTYSSKDQAR 
Q ALDK7LLDKLNGFQL EN FTLK 
VAY1PDEMATQQNPFLQPRGRR 
GLGQRGSSRQGSPGSVSKQKPC 
DLPLCLLVPTQFVGA11GKEGAT 
1RNITKQTQSKIDVHRKENAGA 
AEKSITILSTPEGTSAACKSILEI 
M RKETQDVKFTEEIPLKILAQN 
NFVGRLIGKEGRNLKKIEQDTD 
TK1TISPLQELMQYNPEHTITAK 
GNVETCAKAEEEIMKKIRER*E 
NDITSM/N/LQAHLIPGLNLNAL 
GLFPPTSGMPPPTSGPPSAMTPP 
SPQSEQSESETVHLF1PALSVRA 
LI SKQGQH1KQLSRFAG ASSKI A 
PVEA PDA KVRM VM I AGSPEAR 
FKAQGRIYGKIKEENFVSPKEE 
VKLEAHIRVPSFAAGRVIGKGG 
KTVNELQNFSSAEVVVPRDQTP 
DENDQVVVK1 TGHFYACQVAQ 
RKIQEILTQVKQHQQQKALQSG 


— - 


42952 


— 


72660 







803 

— 




— — — 


42953 


- — 


T266~i 


— 








42954 


— 


72662 




342 




]2587 


42955 


— 


72663 


— 


491 




12588 


42956 


A 


12664 


1 


891 




12589 


42957 


B 


12665 


1 


1869 




12590 


42958 


A 


12666 


2 


136 




12591 


42959 


A 


12667 


108 


355 




12592 


42960 


A 


12668 


2 


811 


FGMRGSRGGWAGEMAASGES 

GTSGGGGSTEEAFMTFYSEVKQ 

1EKRDSVLTSKNQIERLTRPGSS 

YFNLNPFEVLQIDPEVTDEEIKK 

RFRQLSILVHPDKNQDDADRA\ 

QKAFEAVDKAYKLLLDQEQKK 

RALDVIQAGKEYVEHTVKERK 

KQLKKEGKPTIVEEDDPELFKQ 

A V YKQTM KLFAELE1 KRKERE 

AKEMHERKRQREEEI E AQEKA 

KR/EERE WQKN FEESYRDG RVD 

SWRNF\QAQFRRGKKEKKNRTF 

LRPPESKNGSNVE 


12593 


42961 


A 


12669 


731 


850 




12594 


42962 


A 


12670 


201 


377 


LMTLPCKIPSPGSSWLKISPIEHL 
MTPTPA SQRTTPFDCNFPLPTQ I 
L*NGPTPISLH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12595 


42963 


A 


12671 


742 


2982 


KIFPFDASFLPCLHKFNLK.GKG 

NSKGFKMAEKFESLMNIHGFDL 

GSRYMDLKPLGCGGNG LVFSA 

VDNDCDKRVAIKKIVLTDPQSV 

KHALREIKI1RRLDHDNIVKVFE 

1LGPSGSQLTDDVGSLTELNSV 

YI VQEYM ETDL AN VLEQGPLLE 

EHARLFMYQLLRGLKYIHSAN 

VLHRDLKPANLFINTEDLVLKI 

GDFGLARIMDPHYSHKGHLSE 

GLVTKWYRSPRLLLSPNNYTK 

AIDMWAAGCIFAEMLTGKTLF 

AGAHELEQMQLILESIPVVHEE 

DRQELLSV1PVYIRNDMTEPHK 

PLTQLLPG1SREALDFLEQILTFS 

PMDRLTAEEALSHPYMSIYSFP 

MDEPISSHPFH1EDEVDDILLMD 

ETHSHIYNWERYHDCQFSEHD 

WPVHNNFDIDEVQLDPRALSD 

VTDEEEVQVDPRKYLDGDREK 

YLEDPAFDTNYSTEPCWQYSD 

HHENKYCDLECSHTCNYKTRS 

SSYLDNLVWRESEVNHYYEPK 

LI1DLSNWKEQSKEKSDKKGKS 

K.CERNGLVKAQIALEEASQQLA 

GKEREKNQGFDFDSFIAGT1HL\ 

S SQHEPTD VG\DKLNDLN S S V S 

QLELKSLISKSVSQEKQEKGMA 

NLAQLEALYQSSWDSQFVSGG 

EDCFFINQFCEVRKDEQVEKEN 

TYTSYLDKFFSRKEDTEMLETVE 

PVEDGKLGERGHEEGFLNNSGE 


12596 


42964 


— 


72672 


82(5 


1041 


WKITVKGGVFLWWAGVGDTK 
VLSGGAF*ARMSQEEDFHKVM 
SSVKARTGHLHFFCGGMSSVK 
AGQGPFSVLL 


12597 


42965 


A 


12673 




1482 




12598 


42966 


A 


12674 


3 


488 




12599 


42967 


A 


12675 


2 


114 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12600 


42968 


A 


12676 




897 


MSNRVVCREASHAGSWYTASG 
PQLNAQLEGWLSQVQSTKRPA 
RAIIAPHAGYTYCGSCAAHAYK 
QVDPSITRR1FILGPSHHVPLSRC 
ALSSVDI YRTPL YDLRJDQK I YG 
ELWKTGMFERMSLQTDEDEHS 
IEMH LP YTAKAM ESHKDEFTI I P 
VL VG ALSESKEQEFG KLFSKYL 
ADPSNLFVVSSDFCHWGQRFR 
Y\SYYDESQGE1Y*SIEHLDKMG 
MSIIEQLDPVSFSNYLKKYHNTI 
CGRHPIGWLLNAITELQKNGM 
NMSFS\FLNYAQSSQC\RNWQD 
SSVSYAAGALTVH 


12601 


42969 


A 


12677 


2 


114 




12602 


42970 


A 


12678 




897 


MSNRVVCREASHAGSWYTASG 
PQLNAQLEGWLSQVQSTKRPA 
RAIIAPHAGYTYCGSCAAHAYK 
QVDPSITRRIF1LGPSHHVPLSRC 
ALSSVDIYRTPLYDLRJDQK1YG 
ELWKTGMFERMSLQTDEDEHS 
IEMHLPYTAKAMESHKDEFTI I P 
VLVGALSESKEQEFGKLFSKYL 
ADPSNLFVVSSDFCHWGQRFR 
Y\SYYDESQGEIY*SIEHLDKMG 
MSIIEQLDPVSFSNYLKKYHNTI 
CGRHPIGWLLNAITELQKNGM 

SSVSYAAGALTVH 


12603 


42971 


A 


12679 


1 


912 




12604 


42972 


A 


12680 




156 




12605 


42973 


A 


12681 


1 12 


1120 




12606 


42974 


A 


12682 


33 


415 


NMNKPITPSTYVRCLNVGLIRK 
LSDFIDPQEGWKKLAVAIKKPS 
GDDRYNQFHIVDAVPKTANTLP 
SKEAITVQQKQMPFCDKDRTL 
MTPVQNLEQSYMPPDSSSPENK 
SLEVSDTRFHSFSFYELKN 


12607 


42975 


A 


12683 


3 


311 




12608 


42976 


A 


12684 


1 


1125 




12609 


42977 


A 


12685 


1 


1365 




12610 


42978 


A 


12686 


3 


141 


VVSTVVPDS/AHKLFIGGLPNYL 
NDDQCHGLSKGYAFCEYVDIN 
VTV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12611 


42979 


A 


12687 


1 

— 


1255 

— 


GTRSTSSLRRQMKNIVHNYSEA 
EIKVREATSNDPWGPSSSLMSE1 
ADLTYNVVAFSEIMSM1WKRL 
NDHGKNWRHVYKAMTLMEYL 
IKTG SERVSQQCKENM YA VQT 
LKDFQYVDRDGKDQGVNVRE 
KAKQLVALLRDEDRLREERAH 
ALKTKEK.LAQTATASSAAVGS 
GPPPEAEQAWPQSSGEEELQLQ 
LALAMSKE E ADQEER1 RRGDDL 
R\RRWQSRRARGRLGARRSRPS 
WTLLTSSRPQLLPRPQTPGGAQ 
HPWLLPSPRLPPPRTPGAAPLSL 
QLLIPGEVQPPRRPLGTPGGLLP 
LQDPQLTLGVGPQPLQLGRGPR 
LIHGEVPMVGSRSVGPQPPIPGH 
RPRPSQIPGEGHLPSPAPMAQQ 
QPGDSTRSPTSSLTLTDSARHCR 
ppp, a a nPQWQrwnpu pp pf a t 


12612 


42980 






iMsi — 
















^ 


4l5~ 




12614 


42982 


A 


12690 


1 


1440 




12615 


42983 


C 


12691 


117 


314 




12616 


42984 


A 


12692 


3 


120 




12617 


42985 


A 


12693 




729 




12618 


42986 


A 


12694 


79 


870 


EWSSVRRSLVEKRALRRPHPQC 
LCFRMKT1LSNQTCRPFPE\NVD 
\ITLKGRP\VIV*GPAEGTLR\RDF 
\NHLQW*NLSLSWKEKKRGSR 
VDK\WWGNRKGNWPT\VRTYL 
VVHVQNMV1IKGVLPLGLPVTKD 
EGLVYAVHFPHPTLVIPGRNGSS 
LLKSRNFLGVKNTSRRVSG*RP 
GWACSWSSSPRKDEFNPLKGN 
DIGACFQISAGFGFQQAPHTCL 
KTRDIQGNFWDGYPMVLWKK 
GTVSARAGWNKDLKEFTWATE 
RKMPG 


12619 


42987 


A 


12695 


2 


293 




12620 












TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 


12621 


42989 


A 


12697 


1 


1308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12622 


42990 


A 


12698 


124 


1135 


DKNSMGLPGV1PSCAAVLWSS1 
HLSSSALSPTISACRHPMEDSM 
DMDMSPLRPQNYLFGCELKAD 
K.DYHFKVDNDENEHQLSLRTV 
SLGAGAKDELHIVEAEAMNYE 
GSPIKVTLATLKMSVQPTVSLG 
GFEITPPVVLRLKCGSGPVH1SG 
QHLVAVEEDAESEDEEEEDVKA 
LLSISGKRSAPGGGSKVPQKKW 
KLAAD\EDDDDVDDEEDDDEDD 
\DDDDF\DDEEAEEKAPVK\KSI\ 
RDTPAKNAQKSNQNGKDSKPS 
STPRSKGQESF\K.KQEKTPKTPK 
GPSSVEDIKAKMQASIA/EKGGS 
LPKVEAKFINYVKNCFRMTDQ 
EAIQDLWQWRKSL 




42991 





— — 


201 


416 






42992 


— 


12700 


2 


678 




12625 


42993 


A 


12701 


3 


2149 




12626 


42994 


A 


12702 


1 


219 




12627 


42995 


A 


12704 


267 


437 




12628 


42996 


A 


12705 


507 


845 




12629 


42997 


A 


12706 


426 


704 


SRRWGGVHSCPPSPPPTAGHWT 
LLILCAKARRSEAAMVLASRRR 
RPGPRPRRRRRLPVLGSRGGAG 
PARGRGPSGWPGPLRAAPSP*P 
SSTV 


12630 


42998 


A 


12707 


195 


892 




12631 


42999 


A 


12708 


1 


893 




12632 


43000 


A 


12709 


1 


777 




12633 


43001 


A 


12710 


1 


439 


KTQVAPSTDGIQPVPSSNSRTDE 
REFFIASYNRKJCEDGEGNVWIA 
KSSAGAKGEGILISSEASELLDFI 
DNQAQVHVIQKYLEHPLLLEPG 
HRKFD 1 RS WVL VDHQ YNI YL Y 
REG VLRT A SEP YH V DNFQDKT 
CHLTNHCIQKKKKK 


12634 


43002 


A 


12711 


1 


394 


SGTRPVFLVPHTIGIPVHPAIVTP 
QVKQEHPHTDSDLMHVKPQHE 
QRKEQEPKRPHIKKPLNAFMLY 
MKEMRANVVAECTLKESAAIN 
QILGRRWHALSREEQAKYYEL 
ARKERQLHMQLYPGWSARDN 




— — 


— 


12712 




— 






43001 


— 


T27T3 




— 






43005 


— 


72714 




— 




]263g 


43006 


— 


12715 




828 




12639 


43007 


A 


12716 




213 




12640 


43008 


A 


12717 




664 




12641 


43009 


A 


12718 




695 




12642 


43010 


A 


12719 


96 


269 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12643 


43011 


A 


12720 


3 


241 




12644 


43012 


A 


12721 


213 


660 


EGPARHRLLSPVRASKMTKKR 
RNNGRAQKRAARHVRGPSPLK/ 
CFPSGPLPPNCAR\CVPKADrCAIK 
KF\VI\RN1VEAAA\AR\DISEASV 
FDAYL\LPKL\YVKLH\YCVSCAI 
HKQK * SGNRSS * SPA KTRTPPPR 
FR\PGG*LPHGPPTKSP 


12645 


43013 


A 


12722 


1 


303 




12646 


43014 




12723 






FLSLPTFLFV1FSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAV\ 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 


12647 


43015 


A 


12724 


1 


2775 




12648 


43016 


A 


12725 


1 


6039 




12649 


43017 


A 


12726 


2 


3661 




12650 


43018 


A 


12727 


1 


1173 




12651 


43019 


A 


12728 


1 


1632 


MPNPKNSKGGRKNKRANSSGD 

EQENGAGALAAAGAAGAAAG 

G A LAA A AGCG A A A AGAPGAG 

GAAGAGGAGTGAANAAAAAG 

AAAAGDAKNEAPCATPLICSFG 

RPVDLE\KDDYQKVVCNNEHC 

PCSTWMHLQCFYEWESSILVQF 

NCIGRARTWNEKQCRQNMWT 

KKGWDLVAFRFCSCRCGQGNL 

KKDTDWYQVKRMQDEKKKKS 

G SEKNTGRPPGEA AEEA K KCRP 

PNKPQKGPSHDLPRRHSMDRQ 

NSQEKAVGAAAYGARSPGGSP 

GQSPPTGYS1LSPAHFSGPRSSR 

YLGEFLKNA1HLEPHKKAMAG 

GHVFRNAHFDYSPAGLAVHRG 

GIIFDTPVQFLRRLDLSELLTHIP 

RHKLNTFHVRMEDDAQVGQG 

EDLRKFILAALSASHRNVVNCA 

LCHRALPVFEQFPLVDGTLFLSP 

SRHDEIEYDVPCHLQGRLMHL 

YAVCVDCLEGVHKI 1CIKCKSR 

WDGSWHQLGTMYTYDILAASP 

CCQARLNCKHCGKPVIDVRIG 

MQYFSEYSNVQQCPHCGNLDY 

HFVKPFSSFKVLEAY 


— — — 


43Q2Q 


— 


[2 





M85 






43021 


— 


12730 





— 




]2654 


43022 


A 


12731 


2 


3394 




12655 


43023 


A 


12732 


1 


2190 




12656 


43024 


A 


12733 


1 


1251 




12657 


43025 


A 


12734 




1710 




12658 


43026 


A 


12735 


3 


679 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


-- 659 


43Q27 




12736 


209 


337 




12660 


43028 


— 


12737 


365 











- — 


ttM — 




196 




12662 




— 




- { 


2639 




12663 


43031 


A 


12740 


3 


173 












J 


1479 




12665 


4lo35 




12742 




921 




12666 


43034 


A 


12743 


1 


798 




12667 


43035 


A 


12744 


2 


773 




12668 


43036 


B 


12745 


75 


321 




12669 


43037 


A 


12746 


321 


738 




12670 


43038 


A 


12747 


1 


3190 




12671 


43039 


A 


12748 


287 


1636 


ACGAMERAPPDGPLNASGALA 
GDAAAAGGARGFSAAWTAVL 
AALMALLIVATVLGNALVMLA 
FVADSSLRTQNNFFLLNLAISDF 
L V G A FC 1 PL Y VP Y V LTGR WTFG 
RGLCKLWLVVDYLLCTSSAFNI 
VLISYDRFLSVTRAVSYRAQQG 
DTRRAVRKMLLVWVLAFLLYG 
PAILSWEYLSGGSSIPEGHCYAE 
FFYNWYFLITASTLEFFTPFLSV 
TFFNLSIYLNIQRRTRLRLDGAR 
EAAGPEPPPEAQPSPPPPPGCWG 
CWQKGHGEAMPLHRYGVGEA 
AVGAEAGEATLGGGGGGGSVA 
SPTSSSGSSSRGTERPRSLKRGS 
KPSASSASLEKRMKMVSQSFTQ 
RFRLAVRDRKEAKSLAVIVS1FG 
LCWAPYTLLMIIRAACHGHCVP 
DYWYETSFWLLWANSAVNPV 
LYPLCHHSFRRAFTKLLCPQKL 
KIQPHSSLEHCWK 


12672 


43040 


A 


12749 


1 


2142 




12673 


43041 


A 


12750 




711 


V WWN S DLM VIN RSTTELPLT V 
SYDKVSLGRLRFWIHMQDAVY 
SLQQFGFSEKDADEVKGIFVDT 
NLYFLALTFFVAAFHLLFDFLA 
FKNDISFWKKKKSMIGMSTKA 
VLWRCFSTVVIFLFLLDEQTSLL 
VLVPAGVW/AAA1ELWES*RK/ 

V I * RWTIFWRGLM PEFQFGT YS 
ESERKTEEYDTQAMKYLSYLL 
YPLCVGGAVYSLLNIKYKSWY 
SWLINSFVNGVYAFGFLFMLPQ 




43042 




12751 




2025 




12675 


43043 


A 


12752 


494 


747 


ATVKW1TLCRNRN1KLPTF1K.KE 
GTGKAPKKSRKSVLGLGP*VHT 
SPGDPAEGEGLPAGERPDGNLS 
QSPNSLRFYIKKKKAYK 


12676 


43044 


A 


12753 


9 


731 





1624 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






12677 


43045 


A 


12754 


143 


641 


RSWVLLGVGARGSTPRTYQVP 














SPSLAPSALC*VS*VPLESLSCSH 














ADNWKQELTKFISPDQLPVEFG 














GTMTDPDGNPKCLTKINYGGE 














VPK.SYYLCKQVRLQYEHTRSV 














GRGSSLQVENE1LFPGCGLRWL 














RFYNTYSLVHSKRISYTVEVLL 














PDQTFMEKMEKF 


12678 


43046 




12755 





1506 




12679 


43047 


A 


12756 


2 


526 


CQPVRAA*RHGNTPLATV*PAS 














T/WWK.WSEKQKEEQEMQNWR 














ESAS/VSGYPQDILSCAMSQNPR 














KRKRPRNVSAPPVHQMAQMNI 














SVEQMETSKTHQATPLTWGQM 














KRL A H V AE ENLRSQN K PLTTSN 














LMVAMMVVISLAVSLPVAGAD 














QNYIYWAYIPFPH 




43048 


- — 


72757 







744! 




72681 — 


4 _, Q49 


- — 


72758 


— 


766 




12682 


41050 


— 


72759 




253 




|2683 


43051 


— 


72760 


34 


252 




1 2684 


43052 


— 


12761 


1362 


161 1 


SSVLHPWDARLVQH1AKSIHIIH 














H INRTN DKN HM 1 1 S I D AEKAFD 














K1QQDFMLKTLNKLGIDGTYLK 














1VRATYDKPTASIILNG 


72685 — 


43053 


- — 
- — 


72762 







7755 




|2686 


43~054 




72763 




2709 




]2687 


43055 


- — 


72764 





7497 




]2688 


43056 


- — 
— 


12765 


- 

- 


1527 




]26g9 — 


43057 




tH^ — 








]2690 


43058 


— 







2853 




72691 — 


43059 


— 


72768 


-j 


1479 




— 


43060 


— 


72769 









]2693 


43061 


— 


72770 


7269 


B81 


NTGKPNPAAHQKGYPPRSSGPH 














PWDARLVQHT\KSrNIIHHINRT 














KDKNHMI 1 S ID AEKAFDKIQLPF 














MLKTLSKLGVSYNMFTRLTIPI 














AQVDTRGNQLPSYLI 


12694 


43062 


B 


12771 


-j 


4404 




12695 


43063 


B 


12772 


56 


2080 




12696 


43064 


B 


12773 


1 


5445 




| 2 ^ 98 


^3Qgg 


B 


tPti — 


295 


283 1 














9^f3 




12699 


43067 




72776 


T 








4 „ 


— 


72777 


- 


^78 






4^069 


— 


72778 





363 


PGVALPGRCRQAPADLLP*MR 














AYWPDVIYSFANRSRFWKHEW 














EKHGTCAAQVDALNSQNKYFG 














TSLELYRELDLNSVLLKLGIKPS 














INYYQVADFKDALARVYGVIP 














K1QCLPPSQDEDRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12702 


43070 


A 


12779 


1 


577 


QRFKNDCRDPRDTGPIHGLWPD 
KSEG/CNRSW/PFNLEEIKDLCP 
EMRAYWPDVIHSFPNRSRFWK 
HEWEKHGTCAAQVDALNSQK 
KYFGRSLELYRELDL/NQVADF 
KDALARVYGV1PKIQCLPPSQD 
EEVQTIGQIELCLTKQDQQLQN 
CTEPGEQPSPKQEVWLANGAA 
ESRGLRVCEDGPVFYPPPKKTK 


12703 


43071 


A 


12780 


1 


624 


MRPAALRGALLGCLCLALLCL 
GGADKRLRASVSRPFSLEHPEP 
GHCLDLHLRAYPAR\WSS*PWP 
QDF W VR* PTWE S/V SDLLPEMR 
AYWPDVIHSFPNRSRFWKHEW 
EKHGTCAAQVDALNSQKKYFG 
RSLELYRELDLNRGERVPTQFP 
RELVVNRS L APPPTPGFLSG H VI 
SVHTSSPLPSAMSGSFLRPLPEA 
ESG SMLLGQPADP 


12704 


43072 


A 


12781 


1 


612 




12705 


43073 


A 


12782 


113 


1149 


RGAPRGPGRQGCCGHSRSPAR 

GPRDTGLGRPRAPGAPGGRCCS 

GGSAAARGLGDSVSPGSLPRAA 

GGKWEPERQLAAFSPQVGTMR 

PAALRGALLGCLCLALLCLGG 

ADKRLRDNHEWKKLIMVQHW 

PETVCEK1QNDCRDPPDYWTIH 

GLWPDKSEGCNRSWPF\NLEEI 

KDLLPEMRAYWPDVIHSFPNRS 

RFWKHE/WPKRHGTCAAQWD 

ALNSQK\KYFGRSLELY\RKLDL 

NSVL\LKLG1KPSINYYQVADFK 

DALARVYGVIPK1QCLPTSQGE\ 

E V QT 1 G QMDLCL 1 KARTRQLQN\ 

CTEPG EQP\SPKQE V WL ANG A\ 

AESRGLRVCEDGPVFYPPPKKT 


12706 


43074 


A 


12783 




515 




12707 


43075 


B 


12784 


62 


359 




12708 


43076 


B 


12785 


219 


523 




12709 


43077 


A 


12786 


1010 


1550 


DTENIPSSRRRERSK.VPYIVRQC 
VEEIERRGMEEVG1YHVSGRW 
AADIQALKAAFNVSECRPAQD 
GMEVWAVVSAMRSQSAPRPRH 
VTSFSVSFLHLSGSSRRPLHFRA 
LSVNNKDVSVMMSEMDVNAIA 
GSLKLYFRELPEPLFTDEFYPNF 
AEGIGEHWRPWPHGRRLLHVH 
CCPQRL 



1626 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12710 


43078 


A 


12787 


2 


951 

— 


GSNLYCTLEGDSFGYFVNKAK 
TRVYRD/THADPNWNEEFEIEL 
EGSQTLRILCYEKCYNKTKIPKE 
DGESTDRLMGKGQVQLDPQAL 
QDRDWQRTVIAMNG1EVKLSV 
KFNSREFSLKRMPSRKQTGVFG 
VKIAVVTKRERSKV\PYI\VRQC 
VEEIEPPKALEGGWASTACPAG 
VATDIQALKAAFDGNNKDVSV 
MMSEMDVNAIAGTLNLYFREL 
PEPLFTVDEFYPNFAEG/IRVAEK 
E A VNN M\SLHNL AT VFGPTLLR 
PSEKESKLPANPS\QPITMTDSW 
SLEVMSQVQVLLYFLQLEAIPA 
PDSKRQSILFSTEV 


— — 


— — 


- — 


"12788 




— 


— 






43080 


— 


72789 









12?13 


43081 


— 


72791) 




486 






— — 


- — 


72792 


83 


536 




127]5 


43081 


— 


72793 


— 


662 




[2716 


43084 


- — 


72795 





357 




12717 


43085 


A 


12795 


2 


421 




12718 


43086 


A 


12796 


2 


908 




12719 


43087 


A 


12797 


1 


846 




12720 


43088 


C 


12798 


87 


413 




12721 


43089 


A 


12799 




508 


MCQGDTYAWGGHMCRGGHLR 
RGHSHERDTPRGPERPPRPPAR 
DRESKDERRRPPPKDPPAVRTCV 
PDSPSTATPPPPPPPPPPPPPPPPP 
PAAPSAFAALRLRGPGRKWTA 
RGQLPLPATAPEARVRALPRGG 
YSSPGRATSARGPAPWPLPSRT 
GKPPRPCSANTQEHC 


12722 


43090 


A 


12800 


1 


393 




12723 


43091 


A 


12801 




582 




12724 


43092 


A 


12802 


1 


1422 




| 272 ^ 








{ - 








43rJ9l 




T2I0I — 




261 


SCPFGGNCFYKHAYPDGRREEP 
QRQKVGTSSRYRAQRRNHFWE 
LIEERENSNPFDNDEEEVVTFEL 
GEVMLLMLLAAGGDDELTNS 


12727 


43095 


B 


12805 


60 


802 




12728 


43096 


A 


12806 


2 


238 




12729 


43097 


A 


12807 


1 


1017 




12730 


43098 


B 


12808 


1 


939 




12731 


43099 


A 


12809 


1 


708 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12732 


43100 


A 


12810 


1 


2653 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNS ALHQADLIDI YRNLH.P 

ESTEYTFFSAPHHTYSKIDHILG 

SKAPLSKYRRSEIK1NCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYQNLWDTLKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTE1 

QTTI RE Y YKHLY ANKLENLKE I 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQK.SQAFLYTNNRQTES 

QIMSELPFTIA SKRMK Y LG I QPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKNWKKTTLKFIWNQKRARIA 

KSILSQKNKAGGIMLPDFKLYY 

KAT1TKTAWYWYQNRDIDQW 

NRTEPSE1MPH1YNHLIFDKPDK 

NKKWGKDSLFNK.WCWENWLA 

ICRKLKLDPFLTPYTK1NSRWIK 

DLNVRPKTIKTLEENPGNTIQD1 

GMGEDFMSKTPEAMATKAKID 

KWDLIKLKSFCTAKETT1RLNR 

PPTEWEKIFAIYSSDKGL1SRIYN 

ELQQIYEKKTNNPIKKWAKDM 

NRHLSKEDIYAAKRHMKKCAS 


12733 


43101 


B 


12811 


- 


2748 




12734 


43102 


A 


12812 




1962 






43103 


B 


12813 




1833 




12736 


43104 


A 


12814 


176 


421 


QQPASPTRSVLLFPKTAHISGSP 
APPNVG L LNPSTG A AQKKTMT 
SAGLGRLSL*K*LNLPECVACA 
GETWVTSMM SGNQCN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12737 


43105 


A 


12815 




1615 


l1snfskvsgykinvqksqafl 

y tnn rqtesqims el pfti askr 

mkylgiqptrdmkdlfkenyk 

pllnei ke dtn k wkn i pc s w vg 

rinivkmailpknwkkttlk.fi 

wnqkrariaks1lsqknkaggi 

mlpdfklyykatitktawywy 

qnrdidqwnrtepseimphiyn 

hlifdkpdknkkwgkdslfnk 

wcwenwlaicrklkldpfltp 

ytkinsrwikdlnvrpktiktle 

enpgntiqdigmgedfmsktpe 

amatkakidkwdliklksfct 

akettirlnrpptewekifaiys 

sdkglisrjynelqqiyekktnn 

pikkwakdmnrhlskediyaa 

krhmkkcasslaireiqikttm 

ryhltpvrma1ikksgnnrcw 

rgcgeigtllhcwwdcklvqp 

lwksvwrflrdleleipfdpaip 

LLG I YPKD YKSCC YEDTCTHM F 
IVALFT1AKTWNQPKCPTM1DW 
IKKMWHIYTMEYYADIKKDEF 
MSFVRTRMKLET1ILSKISQ\EK 
KTKHRMFSLIGGN 


12738 


43106 


A 


12816 


1 


996 




12739 


43107 


A 


12817 


1 


756 




12740 


43108 


A 


12818 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12741 


43109 


A 


12819 


1 


2377 


MNIDAKILNKILANR1QQHIKKL 

IHHDQVGF1PGMQGWFNIRKSI 

N I VQHINRTNDKNHM1 1 SIDAEK 

AFDKIQQRFMLKTLNKLG1DGT 

YLKIIRAIYDKSTANIVLNGQKL 

EAFPLK.TGTRQGCPLSPLLFNIV 

LEVI. A R A I RQEKEI KG IQLRKEE 

IKLSLFADDMIVHLENPIVSAQN 

LLKLIDNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SER1KYLGIQLTRDVKDLFKEN 

YKPLLNDIKEDTNKWKNTPRS 

WVGR1NIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKSI LI YRFN A QELEKT 

TLKFIWNQKGARIAKSILSQKN 

KAGGITLPDFKLYYKATV1KTA 

WYWYQNRDIDQWNRTEPSE1M 

PH 1 YNHLIFDKPDKNKK WGN DS 

LFNKWCWENWLAICRKLKLDP 

FLI PYTKINSRWI KDLNVRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTIRVNRQP1EWEKIF 

AIYSSDKGR1SRIYNELK.QIYKK 

K.TNNPIKKWAKDMN RHFSKED 

1YAAKRHMK.KCSSSLA1REMHI 

KTTMRHHLTSVRMAIIKK.LGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPATP\LLG I YPKDYKSCC YK 

DICT/RVCVPAALFTIANTWNPT 


12742 


43110 


A 


12820 


1 


4840 
















EYKNR*GLSLNPWGKTVHISW 
DVWSVGSSKAKRNWESWES*C 
RGIQKKASLRSRTGNHSASSGI* 
ESRV*GLGTTGYRGITASLMSL 
RSCTRLH 


12744 


43112 


A 


12822 


8 


214 


EEWPKRKSEIRERPRP*SWPSDK 
QTLVVQRGQKMEQANHPDPTD 
HMSQLMWTACPKGLGIALICL 
VRH 


12745 


43113 


A 


12823 


33 


240 


GGGRNTWLQAVPGFPGW*RTL 
RTA V WD RRLTLRKPH HCPGG S 
QFPGPQRQVIGLLHFLSSLNHQ 
GWFV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12746 


43114 


A 


12824 




41 1 


MSTITQRKEENPSVFLEWLWEA 
/CKKIYSPVTRLTRGSIDPKR*V 
YYAISHRYQQKAPKPSPGP* TK 
SGGIIKPGNLGVLY*GPRGTGQ 
KGKARSEKGCSLSHGPQTNKP 
WWFREDRKWSRP1TWYGFLSV 
WFARTP 


12747 


43115 


A 


12825 




611 




12748 


43116 


A 


12826 


120 


493 


KYRAQRRMIARWLPQDLERGE 

&\Al P\ICQnU/Vk r <vI lf(~l\f\/l IQPA 
AJVILjI'INooLjW i No.L<Kvjl/ VJ^locA 

FSCKCRAASLTIADWLV*KQHS 
SPKKVQSPPFSAVRRSKPWQFW 
RVTAAKQSIWDCRVR1DFVISC 
KLRNPLRVCGSRILK 


12749 


43117 


A 

— 


12827 





2195 


VGEEGPAGVEGLNFPAQSRRLP 

GPQQCSPGAEQGASARARRPRP 

RPRPAAMVPGVPGAVLTLCLW 

LAASSG\SWRPAPARL\CAAAG 

RVAVCRERPARS\CASRCLSLQI 

TRISAFFQHFQNNGSLVWCQNH 

KQCSKCLEPCKESGDLRKHQC 

QSFC EPLFPKK S Y ECLTSCEFLK 

YILLVK.QGDCPAPEKASGFAAA 

CVESCEVDNECSGVKK.CCSNG 

CGHTCQVPKTLYKGVPLKPRK 

ELRFTELQSGQLEVKWSSKFNI 

SIEPVIYVVQRRWNYGIHPSED 

DATHWQTVAQTTDERVQLTDI 

RPSRWYQFRVAAVNVHGTRGF 

TAPSKHFRSSKDPSAPPAPANLR 

LANSTVNSDG/AV*TVTIVW\DL 

PEEPD1PVHHYKVFWSWMVSS 

KSLVPTKKKRRKTTDGFQNSVI 

LEKLQPDCDYVVELQAITYWG 

QTRLKSAKVSLHFTSTHATNNK 

EQLVKATRKGGIQTQLPFQRRRP 

TRPLEVGAPFYQDGQLQVKVY 

WKKTEDPTVNRYHVRWFPEAC 

AHNRTTGSEASSGMTHENYIIL 

QDLSFSC K. YK VT VQP I RPKSHS 

KAEAVFFTTPPCSALKGKSHKPI 

GCLGEAGHVLSKVLAKPENLS 

ASFI VQD VNITGH FS WKM AKA 

NLYQPMTGFQVTWAEVTTESR 

QNSLPNSIISQSQILPSDHYVLTV 

PNLRPSTLYRLEVQVLTPGGEG 


1275Q 


43TT8 




12828 




1410 




12751 


43119 


A 


12829 


2 


299 




12752 


43120 


B 


12830 


81 


510 




12753 


43121 


A 


12831 


3 


436 




12754 


43122 


A 


12832 


1 


769 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


12755 


43123 


A 


12833 


15 


413 


ERMCAGPWRKGAETGPYFCND 
TVRHRKASLLCPF* RMNGDQN 
SDVYAQEKQDFVQHFSQIVRVL 
TEDEMGHPE1GDA1ARLKEVLE 
YNAIGGKYNRGLTVWAFREL 
VEPRKQDADSLQRAWTVGWC 
VELLQA 


12756 


43124 


A 


12834 


1 


795 


MNGDQKSDVYAQEKQDFFQHF 

SQIVGVLTEDEMGHSEIGDAIA 

RLKDVLEYNAIGGKYHRGLTV 

LVAFQELDA1NYAILLEAC1YYL 

LKL YCQAQPY YLNLIELFLQI SC 

QPEIGQTLDLITAP/QDNVDFGR 

FT/EKQHANA*KILLEI/GEFFQI 

QDGYLDLFGDPTVTRKVGTDIQ 

DNKCSWLVVQCLQRSTLEQYQ 

ILKENYGQKKAKKVVQVKALY 

EELDLPAVFLQYEEDGYSH1MG 

LTEQYAAPLLPAMFLGLVYK1Y 


12757 


43125 


B 


12835 


1 


328 




12758 


43126 


A 


12836 


2 


868 














3^4~ 






4TT2I 




72831 ' 


1755 




KHISPALKALELPFERNL1I/PLQ 
LLKVRILKEGEML/D1*HWFL** 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVG1VVNKQVK*VV 


12761 


43129 


A 


12839 


1 


1035 




12762 


43130 


A 


12840 


13 


600 


INPPPPPFRPELPSSSNSPKMTDH 
KGERGEATRYMFSRPFKKTMG 
VVPLGHNN*RF\YKKGDIVD\IK 
G MG YC VQNGMPVHKC Y P WPKL 
EGVLQLLPQHAWAIVVNQPVL 
GQSFFPRE*IVRIEHIKHF*EPEIS 
FLK/RVLKENDSEKERSPNEKG 
TWGSNLKRHLAPPQKKHTL*R 
TNGKEPEL\LEPIPYEFHGHN 














QRPSE AK E I KL Y AQIPPI EKMD A 
SLSMLANCEK.LSLSTNCIEKIAN 
LNGLVEAVGDTLEELWISYNFIE 
KLKG 1 HIMKKLKI L YMSNNL VK 
DWGTPVIKGDEEEDN 


12764 


43132 


A 


12842 


155 


588 




12765 


43133 


A 


12843 




954 




12766 


43134 


A 


12844 




486 




12767 


43135 


A 


12845 




367 




12768 


43136 


A 


12846 




190 


LISRAKEDDMTLNIAEGVHPSY 
NIVLNTLHT/CGISVKSTWRPSK 
GAAP*ARMPGGTAGPCLAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12769 


43137 


A 


12847 




2376 


MRGAQKATNVNKLSED1QGKE 

ESPTQF Y ERLWEA YRM YTPFDP 

DSPENQRM1 PMAL VRQS AEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQ AKLTFHPT V PNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKLFAFQWEDPESGWPP 

CWRA\WQQLPC*YKIVPS1LR1S 

SS DGKYKAFSTCG SHLA V VC 


12770 


43138 


A 


12848 


1 


636 


MRG AQKATN VN KLSEDIQGKE 
ESPTQF YERLWEAYRMYTPFDP 
DSPENQRMIPMALVRQSAEDM 
RRKLQKQAGLAGMNPSQLLEI 
ASQVFVNRDAVSRKENGKENG 
GQARRYADLFSRTKNYQPVQD 
LRLLHQAKLTFHPTVPNPSTLL 
GFPPAEDSWFTCLDLKDAFFPIR 
LAPERQKLFAFQWEDPESGWPP 
CWRA\WQQLPC*YKKQIS 




^j^Q 




"ifslo" 


T^8 










— 


— — 




T2~65 

— 


FLGVPTLGGWRPIQHELRK/PRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAKGIQNNITG 
GVYTLCDIDSHIILFRSGY 




— — 












]2774 


43T42 


— 


12852 


1251 


1424 

— 


DSPRGEAES*A*LPEKLLEMSG 
NRLVDNKDPGKKQTQRR1PHSP 
SQIPVPLPEIWCT 


— — 


43143 


— 


12853 








127?6 


43144 


— 


12854 


— 


621 




12777 


43145 


A 


12855 


2207 


2308 




12778 


43146 


A 


12856 




762 


















12780 


43148 


A 


12858 


3 


496 




12781 


43149 


A 


12859 


107 


258 


NALGKRTSFTNRNFLASGRLFD 
SVTYARRLQQYPAPL*KTA I* SF 
SLLNH 


12782 


43150 


A 


12860 


2 


410 


SPDPWVSTYKSTCH I AQEI AEKI 
HLRNQYERKGE*AP\RSNLMSE 
DANGGAPNPWLFEEPEETIGW 
GFDEIRQQQHN1IR*QDAGLDA 
LSSIISRQKQM\GIEIGNELHEQN 
E1IDDLANLMENTDEKLRNETR 
RVN 


12783 


43151 


A 


12861 


3 


1402 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12784 


43152 


A 


12862 


1 


711 


MAPDPWFSTYDSTCQIAQEIAE 
KIQQRNQYERKGEKAPKLTVT1 
RALLQNLKEKIALLKDLLLRAV 
STHQ1TQLEGDRRQNLLDDLVT 
RERLLLASFKNEGAEPDLIRSSL 
MSEEAK.RGAPNPWLFEEPEETR 
GLGFNDF I RQQPQKI I\QEQDARL 
DALSSIISSQKQVMGQEIGNELD 
EQNEIIDDL AN L V ENTDEKLRN 
ETRRVNMVDRKSASCGM1MVI 
LLLLVAIVVVAVWPTN 




— — 


— 


72863 




— 






43T54 


— 


72864 




T02l 




[2787 


43T55 




72865 


7606 


2238 






^— 


— 







— 

— 






43757 


— 


72867 










43758 


— 


72868 




589 




12791 


43159 


A 


12869 


19 


1677 




12792 


43160 


A 


12870 




906 




12793 


43161 


A 


12871 




228 




12794 


43162 


A 


12872 




320 




12795 


43163 


A 


12873 




398 


TSKAPGAQGEQGFEECFLAVAL 
AGRPLPSLWALFQATTPV\LQG 
LKEAFFRPEVP\LRRDLPLLLFR\ 
TQTSDPAMLP\TMIGLLAEARR 
AGCLSYQTSLVSDGETWHVMG 
ISSLLP\SLEG\WKQ\HVTEAFQF 
HF 














SAGGSGRRTLHSRTMAQFVRN 
LVEKTPALVNAAVTYSKPRLAT 
FWYYAKVELVPPTPAEIPRAIQS 
LKKIVNSAQTGSFKQLTVKVTT 
G*MK TDVHNRKCLPLGFF 


12797 


43165 


A 


12875 


91 


425 


WTFHPTTMAPFVRDLGEKTPA 
LGKAA VTYLKPRLA A FWYYHA 
QVELVPPTPA\EIPRAIQSLKKIV\ 
N S AQTG SFKQLTVKE AVLLNDL 
VATEVSTWFYVREITGKRGIIG* 
NV 


12798 


43166 


A 


12876 


179 


664 


HSSPAVPGRTDFSHSQNPWPQF 
CPVTLVGEDPRALVNAAVT/YT 
RKPRIGLHFWYYA\KVELVP\PT 
P\AEIP\RAIQSLKK\IVNSAQTGT 
LANSSHVK£AV/L*NGLVATEV\ 
LMWFLCSERLLGKRGHSLGYG 
CFEDQSFNIWIIFWILFILELFVW 
DHVVDPDC 


12799 


43167 


A 


12877 


25 


164 




12800 


43168 


A 


12878 


2110 


2260 




12801 


43169 


C 


12879 


32 


1429 




12802 


43170 


A 


12880 


172 


322 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12803 


43171 


A 


12881 


1060 


12039 




12804 


43172 


A 


12882 




810 




12805 


43173 


A 


12883 


3 


146 




12806 


43174 


A 


12884 




1211 


GPQDGNQQPAPPEKVGWVRKF 
CGKGIFREIWKNRYVVLKGDQ 
LY1SEKEVKDEKNIQEVFDLSD 
YEKCEELRKSKSRS KKN H SKFT 
LAHSKQPGNTAPNLIFLAVSPEE 
KESWINALNSAITRAKNRILDE 
VTVEEDSYLAHPTRDRAKIQHS 
RRPPTRGHLMAVASTSTSDGM 
LTLDL1QEEDPSPEEPTSCAESFR 
VDLDKSVAQLAGSRRRADSDRI 
QPSADRASSLSRPWEKTDKGAT 
YTPQAPKK.LTPTEKGRCASLEEI 
LSQRYAASAHTLQLRAEEPPTP 
ALPNPGQLSRIQVDLVARKLEET 

t. L L J\ C V y£ Kj L. O U O JSJKJVA IS. U rr 

S/RSPPDSES\EQLLL\ETER\LLG 
EASSNWSQAKRVLQQVRELRD 
LYRQ\MDLQTPD\SHL\RQTTPH 
S\Q\YRKSLM 


12807 


43175 


A 


12885 


617 


1041 


TTLINPGGPAPLLSLPTSS1TGFT 
TF YH PN LKPLRTCPS * VQA WPC 
RHPI*SRDYQRDAEPTTC1SKLL 
GENIRRDEFWKVQIKARSGETE 
QNPRST A F AFG ELPL AN REELN 
LLLNKG1LPLCDQRQE1ESECAF 
TIFCAGDANCFPPSPTHLPLTAL 
QQRPCGLSGSASKEAWGNSLV 
CGPRGDTLPMA1AKPHRSASKH 
STLHQYPTPPRSLCHQHRDEQP 
TNHLQTLNT1PAWIHTKWVPGL 
DHINKPWRSCSSSQSAYLFYHW 
LH YFLPPKLKTSKDLSI LSAGLA 
MSAPHLIFRVSAITSNSSCKPSS 
TSKACEELFKEHQCLGSTD1PIH 
IQGGAPFSAVSPQRLVLRGSQD 
G SHM VRPRLPFPDS AGLANFHL 
FSKLFLD 




— — 


— 


— — 


- 


— 




[2809 


43~T77 


— 


F2887 


— 


— 


VSWRFVQVFI*V\AGGSRICAAA 
GLSPGTPPPCATSLIGACSLIFIP 
RLLSLFCGDEAL 


12810 


43178 


A 


12888 




265 




12811 


43179 


A 


12889 


1 


1209 
















VAHQEKGIAEPGLRPTGDSRQT 

HRRLDVERSTSVQEHMGGCHF 

SPFPEREKLSTLRGIHQQAPAL 

WQATDQWIDIEF/GLGQPEESL 

GR*1TRLQGKTILPFGSPIC 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12813 


43181 


A 


12891 


1 


345 




12814 


43182 


A 


12892 


2 


451 




12815 


43183 


A 


12893 


2 


286 




12816 


43184 


A 


12894 


217 


1071 


GENPRSENTRLATILEVACCHF 
GSSPPPS\GSSGRKDPPLTFGDH 
EGTSKAEPS PA LGLTPEH KGN V 
GHAARIQQPGPLSLWSRKAGK 
GVQDCYIDLKQIK.IDLDKFSDN 
PDGYIDVLQGLGQSFDLTWRNI 
MLLLNQTLTPNERSATITAARE 
FGDLWYLSQVNDRIAAEKREK 
FLTGQQAVPSVGSHWDTESEH 
GDWCCRHLLTCMLEGLRKTRK 
KPMNYSMMSTITQGKEENPTA 
FLERLREALRKHTSLSLDSIEGQ 
LILKDTFITQSA AD1 RKVNFKSPP 


12817 


43185 


A 


12895 


1 


756 




12818 


43186 


A 


12896 


473 


1015 




12819 


43187 


C 


12897 


152 


322 




12820 


43188 


A 


12898 


146 


1079 


PPCAVVCLLW1AAVYCLSTTFC 
APLCGQNTWLPKPCRHVNRAA 
SNASVSLSTVTLFSRLS*PQRKG 
SELLDSSGPLPASPSLPLCSGVS 
PRAGLGSAWPKIPFLGIREAKN 
PRSEN TRLATIL E AGHRHLGTS 
VSKDH PVTFWRPRRDLQSDLK 
QIK1DLGKFSDNPDGYIDVLQEL 
GQSFDLTWRD1MLLLNQTLTPN 
ERSATITAAREFGDLWYISQVV 
AAVAGLVSEAVKIIQGSYCVDI 
HDVNGILTAKGDLWLSDNHLL 
KYQALLLEGPVLRLRTCATLNP 
ATFLPDNEEK1 EHNCQQ VI AQT 


12821 


43189 


A 


12899 


189 


1798 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12822 


43190 


A 


12900 


194 


1729 


NPAAQTPFFVVKKGGKRGAGL 
LHRQYPLRLEAKQGLKKIVKDL 
KAQGLVTPCSSPCNTPTLAVQK 
PNGQWRLVQDLRIINEAVVPLY 
PAVPNPYILLSQIPEEAEWFTVL 
DLKDAFFCIPVHPDSQFLFAFED 
PSNPMSQLTWTVLPQGFRDSLH 
LFGQALAQDLSQFSYLDTLVLQ 
YMDDLLLVTHSETWCHQATQA 
LLNFLATCGYKVSKQNAQLCS 
QQVKNLGLKLSKGTRALSEERI 
QPILAYPHPKTLK.QLRGFLGITS 
FCRIWIPRIKAVKLQ1ILQMEPQ 
MQSMTKJYHGPLDRPTSPSSNV 
NDIEGTOASDFPFLSQVLEQVV 
SPKGSKEAQCCVLRPLGCESNL 
K.QIKIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
V rNJJlvJvl t cc-lvCt^rr 1 Uyt^AVr 
SVDPHWDTESEHGDWCHRYLL 
TDVLEGLRKTRKKP\IN*SMISTI 
TQGKEENPTAFLERLREALRKH 


1282j — 


43191 




]290J 









12824 


43192 


— 







^ 






12825 


43193 








— 


NGVGHNRMGTNGSGGGEWGVP 
PAPiCA*r;rQi aqapaqaqppu/ 
WFEMGCRGIYDAQQVALSRSF 


12826 


43194 


A 


12904 


203 


538 




12827 


43195 


B 


12905 


131 


536 




12828 


43196 


A 


12906 


1 


1251 




12829 


43197 


A 


12907 


38 


475 


ESERRGEFCLCK.11SEQGRAVCV 
EDEQTSHFALTGNNG1YRKSQQ 
QWQQELSDLARDPPAQCSAGP 
VGDDMFHWQATIMGPNDSPYQ 
GGVFFLTIHFPTDYPFKPPKVAF 
\TTRI YHPN INSNG\SICL DILRSQ 
WSPAFNQFPKSS 


12830 


43198 


A 


12908 


282 


849 


QSCPAAGIIKSFGRTFEHTPREV 
RKPDDKHTLLALKR1NKDLSDL 
ARDPPAQCS\AGPV\GDDMFHW 
QATIMGVPNDSPYQGGVFFLTIH 
F\PTVDYPFKPP*GLHFTTRFY\HP 
\NINSKWAAFCLRYS*DSQW\SP 

DPLVPGDWHGSY*NRTGDKYN 
RISREWTQKYAM 


12831 


43199 


A 


12909 


1 


397 




12832 


43200 


A 


12910 


245 


535 




12833 


43201 


B 


12911 


68 


333 




12834 


43202 


A 


12912 


265 


562 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12835 


43203 


A 


12913 


1 


872 


MVNTECQLDWIEGCKVLILGVS 
KEASQGLGGRSRGRNVRQSTD 
AD1RPTSEK.DARSLMTTRQEDN 
ISVDQRGFLSGVQKKSGCANGL 
KGSVCGGFYWVMAVIRMGVG 
KAMGLNLKLGIKFE1KKGYLKG 
CRDSLRLSPTGFGKFTATSH E V 
AATVPIKVVLELTLQTHKILRG 
VFAHLTSCLQLHSLPPGSSMDS 
AKA RRQLQV AGQGHSL V KQK 
GFHVEAPDHHPVQLSDISCKSY 
pu/nuvi ik'ixin ippt wu/vvtit 

KWOrlKJjIN.IlNrL/lrrL W W I I UL 

EEVKREQSEEKQQAKIMADIIG 
DALNAQKAFKGNPKGHKPLPF 
SAGQMENW*CPECPKSI 


12836 


43204 


A 


12914 


7 


231 




12837 


43205 


A 


12915 


1 


223 


ME1LTTCDKGL1FTGNTRKSETS 
TSECTCPLDINCSLSHSPPSPSDE 
ETQHHTDSLHVRPRKGYLLCIY 
HIPDIVAVMVNIQCQLDWIEGC 
KVLFLGVSVKVLPKEINTGISGL 
GKADPPSIWKS*QHVTKDLYLQ 
VILENQKL VPAN ALVRWI LTVP 
FPTLLRALQMRKHSTTLTVCMS 
np/^k' nivr a ctivhi 


83 


— — 

4j20 


A 


— — 

1 


—— 


— — 


Xlk' \yf QPkH V PriPPPrP Qk' P^MI *T* 
lNKlvi^rrvl^KDUCrOrvorvLylNlj 1 

CWKSINEA*K/DLELQLQFGPQE 
vi P4i pnnv^ifi^i mi vpnA 

KL r A L,E.^V^ V i\rvN L»1N 1_» V rLl/\ 


12839 


43207 


C 


12917 


1 


1506 




12840 






12918 


^ 


^TT 






— 


- — 
— 


— — 





— 




— 


— — — 












— — — 

1 84j 


— 

43211 




A 


— — 

1 


— 


— 

— — 


Wl^IL,o V INLJVjLrvLJArv I l^o^ V^L 




— — 


- — 


— — 


—— 








4%r 


— 


72921 





250 






4321^ 


— 


12924 





261 






43215 


— 


12925 





— 




12g4 


43216 


— 


12921 





291 






43217 


— - 


— — 





— 






4^218 


— 


T2928 





— 




12851 


43219 


A 


12929 


1 


684 




12852 


43220 


C 


12930 


1 


210 




12853 


43221 


A 


12931 


2 


91 




12854 


43222 


A 


12932 


1 


243 




12855 


43223 


A 


12933 


2 


353 


WMKLETIILSKLS*GQKTKHRM 
SSLIGSTDQQRLVVKNVQGRVC 
PGSTGHGAWEAWTAMRKVDS 
PLQTGSLRPGWCRQVGSHARS 
GSAEAAGNPGLHPG1CPRVEDG 
IQVAENFPEV 



1638 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


12856 


43224 




12934 





289 : 1 




]2857 


43225 


— 


72935 





TT94 






43226 


- — 


^ 


— 


237 






43227 


— 


T2937 


1 


292 









- — 


— 


2 








43229 





T2931 


1 




T2l5 






" 


- — 


— — 




241 






43231 


— 


12941 




— — 


675 













— — 




y— 


TPTNLQEKNKQPHQKVGEGYE 














QTLLKPvRHLCSQKTHGKNAHH 














H WPSEKCKSKPQ\WIPSI SHQLE 














WQSLKSQETTGTWMKLETIILS 














KLLQGQKTKHHMFSLIGGNRT 














R RTHGHRKGN ITL WGLLSDS V 














NCASSSG 




43233 


— 


— — 


608 


891 






43231 


— 


Tl9^ 





3956 


MGSCPGGFTAEFYQRYKEELVP 














FLLKLFQSIEKQGTLPNSFYEAS 














IILIPKPGRDTTKKENFRPISLMN 














ID AKI LN K1LTNR1QQH I KKL1HH 














DQVGF1HGMQGWFNIRKSINVI 














QHINRTNDKKHMI1S1DAEKAF 














DK.IQQPFMLKTLNKLGTWMKL 














ETI1LSKRSQGQKTKHRMFSLIV 














NUPTIK1LIKQNMTAMETLCPIF 














KLEGDTMDNPIANRRVRTAVP 














TSVVCLHVGTEPEARLPIIGPMI 














TAQSPFG 




43231 


— 


12945 





855 






43236 


— 


T2941 





255 




]2g69 


41237 


— 


12947 


273 


3484 






43^238 


- — 


P948 


— 








43239 


— 


T2"949 


85 


333 






43240 


— 


72952 


22 








43241 


- — 

— 


1295^ 


— 




3l§ 






43242 




T29li 




448 






43243" 


— 


12955 





453 






43244 


- — 


72956 





491 






43245 


— 


T2957 




749 






43241 


— 


"12958 


— 


637 






— — 





— — 





510 






88 


— — 





— — 

12 0 





— 


RPHASAHASGRQRSQDVTTMV 




























TQPPSASGSPGQSITISCTGLIND 














VASYNFVSWYQQHPGKAPKL 














MIYEVTKRPSGWPDRFSGSKSG 














\NTASLDHLWGSRLEDEADYYC 














LLICRRLHPGGGIRRWDPRVTV 














LGSAQRPTPTVTSGSRPSSEGAP 














SQQGHTSVSDQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12881 


43249 


A 


12961 


1 


1958 


MSVQRKDRVRTQQGGSVASSM 

LTQEPVGSVALGQSARDRDPD 

CSDSVSVYLMDTWQSVIIGFAE 

SAATLGDPPELPMHPEGSEASY 

ELTQPPSVSVSPGQTARITCSGD 

ALPKQYAYWYQQKPGQAPVL 

VIYKDSERPSGIPERFSGSSSGTT 

VTLTISGVQAEDEADYYCQSAD 

SSGTYPTVTQADRETPTHQYSR 

HPSYAKGFVFLWGSWAQSALT 

QPASVSGSPGQSITISCTGTSSD 

VGSYNLVSWYQQAPQGKAPKL 

MI Y E/VDSKRPSG VSNRFSGSKS 

G\NTASLTISGVPGLRDEG\DYY 

CCSYAGSVASYELTQLPSVSVS 

PGQTARITCSGDVLGENYADW 

YQQKPGQAPELVIYEDSERYPG 

1PERFSGSTSGNTTTLT1SRVLTE 

DEADYYCLSGDEDNPSVTQAD 

GEDTGIRSHYEGTLALYLYPEP 

VKATCSVTSYVLTQPPSVSVAP 

GQTARITCGGNNIGSKSVHWY 

QQKPGQAPVLVVYDDSDRPSGI 

PERFSGSNSGNTATLTISRVEAG 

DEADYYCQSLSTLGPKTLGDTV 

LRPM1YSVSIQASGVPDGFSGSK. 

SGNTASMTISGFQAEDEADYYC 

NSHRRGSVVSSELTQDPAVSVA 

LGQTVR1TCQGDSLRSYYASW 

YQQHPGKAPKLIIYDGH 


12882 


43250 


A 


12962 


2 


367 




12883 


43251 


A 


12963 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12884 


43252 


A 


12964 




1178 




12885 


43253 


A 


12965 


1 


732 




12886 


43254 


B 


12966 


99 


716 




12887 


43255 


A 


12967 


1 


1011 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12888 


43256 


A 


12968 


3 


1263 


GRTIQTKGKEV\ENFEKMLEECI 

TR1TNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEMKQEGKFREKRIKRN 

EQSLQEIWDYVKRPNLRLIGVP 

ESDVENGTKLENTLQD1IQENFP 

NLA RQANVQIQERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LL VPN WTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQDIIQ 

ENFPILARQANVQIQETQRTPQR 

YSSRRATPRHIIVRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

CFTTWnVfl RnPVTTRPAl Wl T 
or 1 UiS-^lvlLtvUr V 1 1 tvr/VLK.r/L.L 

KEALNMERNNRYQPLQNHAK 


12889 


43257 


A 


12969 




1392 




12890 


43258 


A 


12970 


1 


1224 




12891 


43259 


A 


12971 


1 


970 




12892 


43260 


A 


12972 


1 


954 


MDGDLHKGVAVFWPPDAAGG 
HTCCRSMVCRSLLGGAQWKFH 
SFRCRlRFELILHMIQERNSrNIS 
QKDVHTETPSETHHHQRPKVD 
KSMKMRRNQCKKAENSKNQK 
ASSPPK EHNSWR A REQNWTEN 
EFDKLTEVGFRRWV1TNSSELK 
EHILTQCKEAKNLEKTLEELLT 
R1TSLEKN1NDLMKLKNTA*EL 
REAYTS1N SQ1SQAEER1 SE1EDQ 
LNEMKHEH RIREKRMKRNKQS 
FQEIWDYVKRPNLRLISVPESD 
GENGNK* ENILQDII\QENFPN L 
ARQANIQIQEIQRTPQRYSSRRA 
TPRHI1VRFTKV 


12893 


43261 


B 


12973 




1346 
















GSRGELLLSLCYNPSANS1IVNII 
KARNLKAMDIGGTSDPYVKVW 
LMYKDKRVEKKKTVTMKRNL 
N PNFN ES\FAFDIP\TEK\LRETTI I 
ITVMDKDKLSRNDVIGK 


12895 


43263 


A 


12975 


17 


389 


SWGPHCTHKLK.KSFSLMPEMT 
DAMDRERM/RGSKKDV/R*VLG 
GCAATWTPRAGGRQQSPGTTV 
DKREDTPDCAMCDQSTSHPISA 
SSPSLLPGSSFTTQTFPPG1AHYR 
ASFLIVAYYPSNKNSK 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








]2976 


g4 




GEGQVGWPQGEVQQDEEVIEE 
VGA*DAGSGYQEEEEGPQSLRR 
EVVGVELVVGADPSGEGPKED 


12897 


43265 


A 


12977 


1 


1179 




12898 


43266 


A 


12978 


3 


634 




12899 


43267 


A 


12979 


234 


619 


CYVVQEVLPSLLCHCLVICSRP 
GRTAEWPPG*GF*SPPHRGWW 
GC*GHD/HRRGTSIFPTH/V*SPP 
ASYPGSLCRPGGQEEREREGEW 
QREGRRPGTR*CGAEAEARGW 
RAAAKATAVAGARNRRPGISG 




— — 


— — 


— — 





Tl82 




129Q1 


43269 


— 


T2981 





763 




12902 


43270 


A 


12982 


32 


949 




12903 


43271 


A 


12983 


1 


1299 




12904 


43272 


A 


12984 


1 


1176 




12905 


43273 


A 


12985 




421 




12906 


4j274 


A 




81 




VKFGPEIWCRDSDQGRGGVGT 

SLGRS1PCPPALCSVRKIYLRPL 

VLRPTSPRN1SP1LNRDPTVQLT 

WQPLPEPLELWPKAL*LTPSQIY 

SA*RLKTDAARLPRKPPR 


12907 


43275 


A 


12987 


1 


378 




12908 


43276 


C 


12988 


1 


751 




12909 






12989 


302 




1CLSYPAPPCKRFPHYTRVLY1I* 
SLFNENTSQSCFTSR/WKLESFT 
TRAIERHQ1PLL*ATLTLIRWLD 
KKLAFQLLSLTASFSPSYQSLPP 
TPPLKLPP1ISSHTRQMV 


12910 


43278 


A 


12990 


14 


380 




12911 


43279 


A 


12991 


189 


608 


QSDLSASQHGLFPLATEVRSSG 
AASCPDSDSICPAPTIAPGRATP 
PQANCWASEGTLRYQALPGNR 
APVSQVSQAGGANLCVQQPKK 
HLTNFKSGKRPLFTLFSNLQGP 
RSRPVAFLSKQLDLTVLGWPSC 
LWQQLLPP 


12912 


43280 


A 


12992 




513 




12913 


43281 


A 


12993 


2 


462 


WSMGLPRRSGCVSLQPLSQEDL 
GRSQSESLGPEFQGLWEWLPEQ 
LPRSFIQALGSLSYFPRTLMNLS 
WPLCLRKWGYL/SLYLPFQVGL 
PSTVPWPLILPSKVPEEEGQLQS 
TLPCG1KLLPVFTSHHAFLGVFC 
NQWVSDVFLALFLMKLLGAQ 


12914 


43282 


A 


12994 


59 


213 




12915 


43283 


A 


12995 


1 


1159 




12916 


43284 


C 


12996 


1 


864 




12917 


43285 


A 


12997 


1 


1155 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12918 


43286 


A 


12998 


879 


1163 


SRRPLFMGLVRVLCKMSGRGP 
LCFPGGHWIVFLWGGTVLWLW 
T* S PH WHRKAN * DLF LQK.L PRL 
*VSHQCDPCLPVCHLWNCLFLL 
PLWGPPAG 


12919 


43287 


A 


12999 


1 


179 




12920 


43288 


C 


13000 


1 


410 




12921 


43289 


A 


13001 


42 


365 


FGLRLSLAPPFCMFPLTT* HS*P 
SVLPASFPAALGIPQARAVTPFV 
SP*LLASLSFWAPPCSLCLDASV 
*HGSHLWHAQSSCRLRWSFGL 
AASQMQPEEPSHGPRRK 


12922 


43290 


B 


13002 


1 


741 




12923 


43291 


A 


13003 


8 


265 




12924 


43292 


B 


13004 


1 


646 




12925 


43293 


A 


13005 


1 


1158 


MKLVTIFLLVT1SLCSYSGYWPE 

NEQMSVGGGDDNGEVLYSALR 

GASEV1GQCQSSATKPRRSGKE 

SVREPWARVPGALGVGVREID 

QTLG 1DTILCHHHERLLQSH YGI 

HKSSLMSVGNSQVAALYQLNV 

YVVADTVGLI1KSNSILDSVQPN 

YCSNKHIELRTQVGGARNLRA 

NSPMTSSYKQESSSMENVSALS 

LLTVESPTSMFDYCDDSLERVK 

SALD1FSMI 1 YTVTFFLGL AGNG 

LVIWVVGFHMSCTVNTCLPSDP 

H LHGPLTCDPV ANLVLEQLHTS 

KGNSGALEDLAFGNLFLCSLLD 

LQGNSWWKVSPSLYNQYDLQ 

NETQGSHQLWKE1I1PW*PSAFV 

V/SSGYWPENEQMSVGGGDDN 

GEV/RVFRPEGGFRGDRAVSVF 

SH*AEKIWEGISQRAL/VPEFQG 

LWEWV/CRE1DQTLGIDTILCHH 

HERLLQSHYGIHKSSLMSVGNS 

QVAALYQLNVYVVADTVGLII 

KSNSILDSVQPNYCSNKHIELRT 

QVGGARNLRANSPMTSSYNQE 

SSSMENVSALSLLTVESPTSMF 

DYCDDSLERVKSALDIFSMIIYT 

VTFFLGLAGNGLVIWVVGFHM 

SCTVNTCLPSDPHLHGPLTCDP 

VANLVLEQLHTSKGNSGALED 

LAFGNLFLCSLLDLQGNSWWK 

VSPSLYNQYDLQNETQGSHQL 

WKEII1PWHQTLVTTAHFFFGFF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12926 


43294 


A 


13006 


3 


371 


AGARFNVRSH*RNDRVRPHRD 
VYSLQGRLSDHSPTFQGCQTTQ 
GRLPWSFTLSGKFRFSGEGATT 
SPAHKNFQTPEPQWPG1PPEPPP 
TGACYTCRKSGHWAKECPQAR 
1PPKPHPICVGPH 


12927 


43295 


A 


13007 


77 


332 


RWKKNCLSPPRMS*QR*WKP* 
MQQAACSVGETQPPCTQVK*T 
ALLLTQSLFGGLFTRTHMKFGA 
VTRIGGPPLGDQSPVLLLFAP 














RVVEQDDAERLFRRFRAA/GDL 
PYGAFGEIF* ETQCQEMQQLAE 
DHASVTMISLEAWRLYRKMVC 
RIWASMLRLSVCHLCAPKRVW 
SLISRNGYHLPGSIH 


12929 


43297 


A 


13009 


21j 


499 


PEQRTSHRQQQRRQPPPQ SRS * P 
FCPSLPRSALSLSFLCDGYAAP* 
AYRE* IPVTEDHFA E* I/IS WCPC 
* YRE ALGQLL AKMRR * S ARKRF 


12930 


43298 


A 


13010 


2 


431 




12931 


43299 


A 


13011 


2 


367 




12932 


43300 


B 


13012 


1107 


2083 


















12934 


43302 


A 


13014 


712 


2671 


AHVGRGST*ALPRAMGSDAF*C 
PLQ*MTPASFGSKAALSRVFIKE 
ALM MEDPCV VRKPLSAHMTA 
WWCRIWKAYLESV 


12935 


43303 


A 


13015 


50 


1362 


WEQ1 PHGLVLSLQQLPRRSGSI S 

LQPLSQEDLGRSQSESLGPEFQ 

GLWQWLSDFQT*HQWFVSGFQ 

AFSDRLKAALSASLLLRFGDSD 

WLPSSSACKCLMLGLHFVIVGN 

ICATLKEKYSSMLIILDVTMKK 

NGEKRTRLQKRKKGMPPHPAY 

EDLNIAAITLPANVVLHQPSGFR 

TSGQLDPVWWSLDTDAHEIWC 

QDPGLGSGDFPWEITPLSSYSLL 

HEKDPPTTSGPQTDQPKKHLTN 

FKSKTKETGFIHGPKTPAPVTD 

WEGSLPLVFNHCRDTSLIIHPCF 

KGVRPRRDACLGPSPLAASPAF 

LEKGQDLINLAFKVYNNRKKL 

QFL A ST VRQTPATSPAHKNFQT 

TEPQQPGVPPEPPPTGACYMCR 

KI WPLGQAN ARSPG FLLSRVPS 

VWDPTGNRTVQLTWQPLPEPL 

ELWPKALCLTDSFPDLLGLAA 


12936 


43304 


A 


13016 


1 


507 




12937 


43305 


A 


13017 


5 


271 




12938 


43306 


A 


13018 


1 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




433Q7 


= 


|3Q19 




429 






43308 


— 


[3020 








12941 


43309 


A 


13021 




353 




12942 


43310 


A 


13022 




338 




12943 


43311 


A 


13023 




1175 




12944 


43312 


A 


13024 




326 




12945 


43313 


A 


13025 


150 


494 


PSPSLGYLVGTRGTALRL*DAR 
A AM RPFDPSTLLPTCWD Y WT Y 
AGSLTTPPLTESVTWIIQKEPVE 
VAPSQLSAFRTLLFSALGEEEK 
MMVNNYRPLQPLMNRKVWAS 
FQATNEG 


12946 


43314 


A 


13026 


2 


975 


DSREHHPLQTGVSGNRPKMLG 

RNTWKTSAFSFLVEQMWAPLW 

SRSMRPGRWCSQRSCAWQTSN 

NTLHPLWTVPVSVPGGTRQSPI 

NIQWRDSVYDPQLKPLRVSYE 

AASCLY1WNTGYLFQVEFDDA 

TEASGISGGPLENHYRLKQFHF 

HWGAVNEGGSEHTVDGHAYP 

AELHLVHWNSVKYQNYKEAV 

VGENGLAVIGVFLKLGAHHQT 

LQRLVDILPEIKHKADARAAMR 

PFDPSTLLPTCWDYWTYAGSLT 

TPPLTESVTWIIQKEPVEVAPSQ 

LSAFRTLLFSALGEEEKMMVN 

NYRPLQPLMNRKVWASFQATN 









T3^2l 




7^o"5 












761 




1PF1SFSCLIALARTSNTMUNKSG 
ERGHPSLVPVFIGNASSFCPVSM 
ILAVGLS*IALIILRYVPSIPNLLR 
VFSMKGC 


12949 


43317 


B 


13029 


697 


1527 




12950 


43318 


A 


13030 


1 


1695 




12951 


43319 


A 


13031 


434 


925 


VA KIFSHFVCCLFTLM V VSFA V 
QKLFSLIRSHLSILSFVAIDFGVL 
DMKSLPMPMS*MVMPRFSSRV 
FIVLGLTFKSLIHLELIFV*GVRK 
GSSFSFLHMASQFSQHHLLNRE 
SFPHCLFFSGFSKIR*L*1CGIISE 
GSVMFH*SISLFWYQYHAVLVT 
VAL 


12952 


43320 


A 


13032 


1124 


1234 


K I TPKKQ1 RQSPNLTQNTGQQ* S 
LQLWEHFQISTHF 


12953 


43321 


A 


13033 


929 


1261 




12954 


43322 


A 


13034 


1118 


1354 


IPFISSCLIALARTSNTMLNRSGE 
RGHPCLVPVFKGNASSFFPFSMI 
LAVGLS*IALIILRYIPSIPSLLRV 
FSVKGC 



1645 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQIDNO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12955 


43323 


A 


13035 


2 


348 


HQHLLFPDFLM I AILTGMRWYL 
IVVLICISLRASDDEHF/YHVSV 
GC1NVFF*EISVHILRPLFDGVV* 
FFLVNLFKFFVDSGYEPFVRWV 
DCKNVLPFCRLPVHSDGSFFCC 


— 

1295 


— 

43j>24 







3 


— 


712 


LISNFSKVSGYKINVPKSQAFLY 
TKNRQTAKS*VNSHSQLLQRE 


12957 


43325 


A 


13037 




1833 




12958 


43326 


B 


13038 


1 


1587 




12959 


43327 


B 


13039 


1 


1851 




12960 


43328 


A 


13040 


1349 


1444 




12961 


43329 


A 


13041 


953 


1277 


MVLPRFSSRVFMVLGLTFKPL1 
HLELIFV*GVNFV*GSSFSFPHM 
ASQFSQHHLLNRESFPHFLFLSG 
LSK1R*L*MCGIISEGSVLFHWS 

£,5>Lr W iy I rl/\ VLV 1 VAL 




43331) 


- — 


T3042 


804 


4236 




12963 


43331 


A 


13043 


1 


744 




12964 


43332 


A 


13044 


137 


797 




12965 


43333 


A 


13045 


210 


418 




12966 


43334 


A 


13046 




927 




12967 


43335 


A 


13047 


1 


1415 


MGFLGTGTWILVLVLPIQAFPK 

PGGSQDKSLHNRELSAERPLNE 

QIAEAEEDK1KKTYPPENKPGQ 

SNYSFVDNLNLLRAITEKEKIEK 

ERQS1RSSPLDNKLNVEDVDST 

KNRKLIDDYDSTKSGLDHKFQ 

DDPDGLHQLDGTPLTAEDIVHK 

IAARJYEENDRAVFDKiVSKLLN 

LGLITESQAHTLEDEVAEVLQK 

L1SK.EANNYEEDPNKPTSWTEN 

QAGKIPEKVTPMAAIQDGLAK 

GENDETVSNTLTLTNGLERRTK 

T Y SEDNFRDFQ Y FPNF Y ALLK S I 

DSEKEAKEKETLITIMKTLIDFV 

KMMVKYGT1SPEEGVSYLEGL 

DEMIALQTKNKLEKYNATDNIS 

KLFPAPSEKSHEETDSTKEEAA 

KMEKEYGSLKDSTKDDNSNPG 

GKTDEPKGKNRSPI WKPIRK\NI 

EWLKKHDKKGNKEDYDPFQR* 

EVSFNNKADAVYVEKGILDKEE 

AEAIKRIYSSL 


12968 


43336 


A 


13048 


1 


879 






4333^ 









1^ 












134 




DGRQLRRGSLGGALTGRYLLP 
NPVAGQAWPASAETSNLVGMR 
SQALGQSAPSLTASLPCVSKCW 
ENIPPWMN/WPPH*IKHIQS 


12971 


43339 


A 


13051 


87 


500 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


]2972 


4334Q 




T3052 




1356 






4334[ 


— — 


j^qsj 








12974 


43342 


A 


13054 




107 




12975 


43343 


A 


13055 




2377 




12976 


43344 


A 


13056 




2193 




12977 


43345 


A 


13057 




2724 




12978 


43346 


A 


13058 


253 


490 


QSSIPAIMSSFLGTGAETMPVPL 

GAGMRRTSTEPQRVCFCTGIIF 

KTSSLREAPRKKSMISDSLMGR 

E/WMPVTKLGRLVKDMKIKSLE 

EIYLFSLPIKESEI1DFFLGASLKD 

EVLK1MPVQK.QTRCGSVLVRLI 

PAPRGTGIVSAPVPKKLLMMA 

GIDDCYTSARGCTATLGNF/AK 

ATFDAISKTYSYLTPDLWKETV 

FTKSPYQEFTDHLVKTHTRVSV 

QRTQAPAVATT 


12979 


43347 


A 


13059 


1 


819 




12980 


43348 


A 


13060 


1 


623 


MARRKNGKWESEIIDFCLGGSL 
KDEVLKIMPVQKQTRAGQCTR 
FKAFVAIGDYNGHIGLG1KCSK 
E/LATA1RRAI1LAKLS1VPVCRG 
YWGNKISKPHIVPQRGTGIVSA 
PVSKKLLMMASINDCYTSARG 
CTA1LGNFDKATFDAISKTYSYL 
TPNLWKETVFTKSPYQEFTDHL 
VKTYTRVSMQSTQAPALAKLP 
RVAVQPRAEV 


12981 


43349 


A 


13061 




949 


KWR1TPVPTGRP/GGPGGPGMG 
KPRCF/RGEVFGIVIRAGSPGPG 
TGPGRG\GEAAGAKAED*E\WM 
PV\TKLGRLVKDMKIKSLEE1YL 
FSLA1KKSEIMSFLLGGLLSRDE 
VFE*LCPVQEQ\TRAGQ/RATRF 
KAFVALTTLGTTNG\HVGLGC* 
VPPREVATGNSWGPFILGQALH 
SS P VRRGLLGGTKN S AKPPTL V 
PWQR*PRAACGLCAGYAFIPLQ 
PRGQLASVSA\PVP\KKLLMMA 
GTDG\CNNSQRRGCTATVG\NL 
AKATTFDAISKTYSYLTPDLWK 
ETVFTKSPYQEFTDHLVKTHTR 
VSVQRTQAPAGATT 


12982 


43350 


A 


13062 


92 


265 


SFELFADKVPKTA/WLDGKHVV 
FGKVKEGMNIVEAMERFGSRN 
GKTSKK1T1ADCGQLE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12983 


43351 


A 


13063 


2 


797 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LL1*S1K 
LC*QIG\LFADKVPKTAENFR/A 
L*SIEEKGFGL*GVPCFHRLFPR 
VLCVRGGDFHTAINGT\GGKSI\ 
YGEK\FEDENFI\LKHTGPGILSH 
GKMLDPNTNGSQFFICTAKTAE 
WLDGKH VYV FGKVKEGMN 1 VE 
AMEA\FGSRDCK.TSKKITIA\DF 
GQLRIKFDFVFLSLTTK1ISFCAL 
LSGEHPLHPIWLGV1LESMWLS 
LAVPFWVPCFPCSLPCLAGLQS 


129g4 


43352 


— 


73064 





720 




12985 


43353 


B 


13065 


98 


2074 




12986 


43354 


A 


13066 


596 


841 




12987 


43355 


A 


13067 


66 


326 




12988 


43356 


A 


13068 


1 


441 




12989 


43357 


A 


13069 


2 


325 


WCPSQAAAAGARATRDMPEGS 
MTCLCRALWWLFSWLKVHR* R 
QGQQGRPAAPSAGPAKPTPTRN 
SSWLLLAAPVPTRTSPSTPPCKL 
RF.PAPALASPERGSHSAAVG 


12990 


43358 


A 


13070 


38 


1066 




12991 


43359 


B 


13071 


1 


324 




12992 


43360 


A 


13072 


2 


680 




12993 


43361 


A 


13073 


2 


165 




12994 


43362 


A 


13074 


1 


1110 


MASLLKSARPQTHWKEETPETS 

KRLKEQTPD1PSLRAVTLIAKVH 

SF1PEVCETKNPLEGIHSGHILAP 

NVGPSPSRRQARVQVFENVSVR 

ATK.SDLPQSSLWSRRK.TTVSAA 

ASKKTSKEISK.GPQKPPGY/PVT 

SPSSCRGRG1WPNP/EYMSTSPS 

L1*/SQIKVDLGKISDDPDRYIDV 

LQGLGQTLDLSWRDVMLLLDQ 

TLAFNEKNAALAAAQEFGDTW 

YL S E VNDRMTA EERDKFPTED 

GEPIKCDCQQIIVQTYAAQDD1L 

EVPLANPDLNLYTDGSSFVENG 

IRRAGYAIVSDVTILERPNLFRA 

IQQVVKACEVCQRKNPLVHPP 

NYLYKTLNLTHSLLNQSNPSLA 

NDCWLCSSLSVSAEPYN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12995 


43363 


A 


13075 


450 


1776 


RGGRACLRP*AA/SPGPSTP*WP 

PPRG VQ A A A I LSGPPRPAPPKG 

AASQRLCGGFVEARQAWVGRR 

GGRRGPVGETQPPPSVIQPPSRG 

AG/PRDQQPAMPEPPTPSVGSC 

AARASQISAAPCSTAPSPIDHPR 

AEECRRTVWDWQAAPPAAQV 

RDPLGEASWAPESGGDVENLY 

VLLRDCKYTSQHPVSSSGSVNA 

PIDTLYLATLLRDCKYTNRHSV 

SSSRFVNTPISTVSSSEFANAP1D 

TLHLATLKEETPNTSEHQKEQT 

PDMPPLRTVTVTARVRGFILDV 

SETKNPP1PDTFWRPRWDLRQS 

PSNQTLA FNEKN A AL A A AQEF 

GDTWYLSQVNDRMTAEERDKF 

PTEF1PSSGFLVLLTSRMKPQTF 

AASVTALKDGVSRVCSFRCVQS 

FFLPSADWCIYKPLARYRALIG 

AFLQS AH WC V Y KPL ARHS VL I 

GAFTOL 




43364 


— 


13076 


-j 


1999 






— 7~ 











469 






— — - 

4^3~67 


— 


13078 


§M 


410 








— 


— — 


478 


675 






^ 


— 





55 


237 






— — 

J 


— 


T3081 





239 









- — i 


— — 





— 




— — 


4337l 


— 


T3081 





— 






43372 


— 


T3084 


278 


460 




— 





— 








— 

— 






43374 


— 


13081 









13007 


43375 


A 


13087 


1 


759 




13008 


43376 


A 


13088 


2 


604 




13009 


43377 


A 


13089 


1 


558 




13010 


43378 


A 


13090 


3 


1055 




13011 


43379 


A 


13091 


1 


466 


MDK.FLDTYTLPRLNQEEVESLN 
RPITGAEIVAIINSLPTKKSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLTI ASKRI KYLGIQLTRD VKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGRINIVKMAtLPK 


13012 


43380 


A 


13092 


2 


848 




13013 


43381 


A 


13093 


458 


625 




13014 


43382 


A 


13094 


482 


745 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13015 


43383 
— — 


A 

— — 


13095 

— — 





742 

— — 


MN1DAKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIWHINRTKDKNHMIISIDAE 

KVFDKIQQPFMLKTLNKLGIDG 

TYLK1LRAIYDKPTANIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKGIQLGKE 

EVKPSLFA DDVI VYLENPI IS VQ 

NLLKLISNFSKUKYLGIQLTRNV 

KYLFKENYKSLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPK 
















— — 


43385 




T3097 


2 


T62l 






43186 


— 


7309|j 





T095 






43387 




— — 




2913 




— — 


43388 


— 


TJToo 




788^ 




— — — 


— — 


- — 


— — 




— 






43390 


— 


T3T02 




— 






4^391 


— 


TJTol 




7361 






43 


— 


— — 




867 




[3Q2g 


43393 


— 


T3T0I 




— 






43394 


— 


jjYoe 




— 









— 


"FT07 




2T0I 

— 






— — 

iF^ 


— — 


3 








— — — 




— 


T3T09 




72ol 






433~98 


— 
— 


T3TT0 




TII\ 




"Po^l — 


43391 




urn — 




7o9^ 




13032 


43400 


A 


13112 




931 




13033 


43401 


A 


13113 




1293 




13034 


43402 


A 


13114 




544 




13035 


43403 


A 


13115 




718 




13036 


43404 


A 


13116 


693 


1397 


ARAEVKLSLFADDMIVYLENPII 
* ARA E VKLSLFADDMI V YLENP 
IISAQMLLKLISKFSKVSRYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFTIATKRIKYLGIQLTRDVKDL 
F KEN YKPLLN EIKEDTNKWKN I 
PCSW1GRINIVKMAILPKVIYRF 
SAIPIKLPMTFFTELEKKNWLAI 
CRKLKLDFFFIPYTKINSRWIKD 
LNVRPKTMKTLEESLGNTIQDI 
G IG KDFMTKTPKA MATKAKRA 
SAQQKKLPSE 




43405 


— 


T3TT7 




2814 






— — 


— 







TsTp 




[3 


43407 


— 


13lT9 




7542 




]3Q40 


43408 




13120 




1327 




13041 


43409 


A 


13121 




1023 




13042 


43410 


A 


13122 




1448 




13043 


43411 


A 


13123 




1038 




13044 


43412 


A 


13124 


3 


1711 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




434[ „ 


|= 


)3125 ■ 


j 






13046 


43414 


A 


13126 


1 


923 




13047 


43415 


B 


13127 


1 


1515 




13048 


43416 


B 


13128 




1560 




13049 


43417 


A 


13129 


1 


4032 




13050 


43418 


A 


13130 


1 


2684 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1NRTLH 

PKSTEYTFFSAPHHTYSK.IDHIV 

GSKALLSKCKRTEHTNYLSDHS 

A1KLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN KNFCDTTYQNL WD AFKA V 

CRGKF1ALNAYKRKQERSKIDT 

LTSQL1CELEKQEQTHSKASRRQ 

EITKJRAELKEIETQK.TLQKINES 

RSWFFERJNKJDRPLARLIKKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

P1TGSE1VA11NSLPTKKSPGPDG 

FTAEFYQRA1YDKPTANIILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

S AQN LLKLI SN FSK V SG YK1N V 

QKSQAFLYTKNRQTESQLMSEL 

PFTTASKR1KYLG1QLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1NIVKMAIL\PKVIYR 

FNAIPIKLPMTFFTELEKTTLKFI 

WNQK.RAR1AK.S1LSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIIPHIYN 

HLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRRLKLDPFLTP 


73051 — 


43419 


— 


13131 




— 




]3052 


43420 


- — 


T3T31 


127 


329 




]3053 


43421 


- — 


T3T33 




1 132 






43422" 


— — 


]3134 




2^ 




13055 


43423 


— 


T3T35 


803 






13056 


43424 


A 


13136 




1944 




13057 


43425 


A 


13137 




1282 




13058 


43426 


A 


13138 




2423 




13059 


43427 


A 


13139 




2694 




13060 


43428 


A 


13140 




1195 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13061 


43429 


A 


13141 


6082 


6984 


KLAQDRDALSPPLLFNIVLEVL 
ARA1RQEKEIKG IQLGKEE VKLS 
LFADDM1 V YLENPI V\SAPKSPL 
RL I SN VS\K V * G YKIN VQKS\Q A 
FLYTNNTDKQESQIMSELPFTT 
ASKR1KYLGIQLTRDVKDLFKE 
NYKPLLKEMKEDTNKWKNIPCS 
WVGRINIMKMAILPKVNWRFI 
NSMPSIP1KL\PMTFFTELEKNYF 
KVHMEPKKSPHCQVNPK.TKEQ 
SWRHQRYLTSNY1LQGYSNQK 
STISMVLVPKQHGTGTKTEIIDQ 
WN RTEPSEITPH I YN YLIFDKPL 
LEKNKQWGKGFPI 


]3Q62 


43430 


— 


13142 ' 


793 


335 


M VEEKLTLPKDEK* KSKQRSI Y 
RKTLQELKNK.NEKRNRK.NKW 
QVKTH 


— — — 


— — 


- — 


— — 


— 


427 






—— 


— 


13144 





360 

— 




— 


— — 















—— 


— — 




T3l46 





360 






43~43l 


— 


^ 





376 




— — — 


— — 


- — 






469 

— 






43437 


— 


■jj— 


— 








43438 


— 


13150 


— 


— ■ 




— — — — 





- — 


"FTTi 


— 


161 

— — 




— 


— — 





— — 









; -— 


43441 




TTm 





1656 




1307 ^ 


43442 


— 


T3T54 1 


62 


1291 




13075 


43443 


B 


13155 


149 


320 




13076 


43444 


A 


13156 


12 


89 




13077 


43445 


A 


13157 


28 


417 




13078 


43446 


A 


13158 


2 


440 




13079 


43447 


A 


13159 


190 


553 


E1VREGASFSIRHLRWSRHRKC 
RFSVKTLTGEDPSTLEV\EPS\DT 
IE\NVKAK\IQDKEGI\PPDQQRL/ 
VSFAGKQL\EDGRDSLSGY\NIQ 
KG SLLLHPCV* DFRGG AK K KEE 
ESLYTTSPRKD 


13080 


43448 


A 


13160 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 
TVGPVGPRTHPVVIFPVPECRIG 
RDILSSWQNPHTGSLTGRVRAF 
MVGKAKWKP* ELPLPRKTVNQ 
KQYRIPGGIAEIS/A/TIKNLRRG 
VV1PTTSRFNSPIWPVQKTDGS 
WTAADY 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13081 


43449 


A 


13161 


5 


405 


HCCGIPHSIASEQDTYFMAKEV 
WQWAHAHGIHWSYHVPHHLE 
AAGL1 EQWNGLLM SQLQHQLG 
DNTLQGWGKVLQKVVYALNQ 
RSIYGTVSPIARIHGSRNQGVEV 
EVALLTVTPNDPL/GKY*LPVPV 
TLHSDR 


13082 


43450 


A 


13162 


138 


387 




13083 


43451 


C 


13163 


184 


297 




13084 


43452 


A 


13164 


1 


430 




13085 


43453 


A 


13165 


1 


867 




13086 


43454 


A 


13166 


35 


601 


CLSRRASPVYLASMSGRGKTG 

G\KARA\KAMSRSSRAGRPSSQ 

VGR\VHRLLRKGHYAERV\GRR 

QPCCYLGG*CMEYLTS*ESWS 

MAG\NAARNN\KKTRIIP\RHLQ\ 

LAMRNDEELNKLA WAALTIAQ 

GSR/VLPNIQARCCGPR*TSATV 

n\PV APQnP.FPR ATflACiBCTY 
0\r fv/\l £>ULjfJ,E,rv/\ t v^^^f^ 1 1^- 

RARAAAGRPSVPMPPQRPF 


13087 


43455 


C 


13167 


11 


313 




13088 


43456 


B 


13168 


1 


552 




13089 


43457 


A 


13169 


1 


621 




13090 


43458 


A 


13170 


55 


296 




13091 


43459 


A 

— — 


13171 


959 




1182 

— 


WVYLF*PSCKGVIYP*AAGFESI 
FWWVTINKN1DWINY1YYNQQ 
QFMNYTRDAVKG1AEQLGTNC 
QMAWENRIALDM1LAERGGVC 
IMIKTECCAFIPNNTAPNGSITK 
ALQGLTALSNELASSSGVNDPF 
TGWLEKWFGKWKGITASILTSL 
TAVMGVLILVGCCVIPCICGLV 
QRHRGPPLVVIETKPLGLERLA 
GLPVGHALKLGSGIQATPQNGE 
NADRREAFPAAS 




43460 




13172 

— — 











— — 


— 






142 




13Q94 


43462 


— 


T3T74" 


42 


— 




13095 


43463 


A 


13175 


102 


329 




13096 


43464 


A 


13176 




1257 




13097 


43465 


A 


13177 




378 




13098 


43466 


A 


13178 




1143 




13099 


43467 


A 


13179 




481 


SDSELNRPRVTMKFNPFVTSDR 
SKNRKRHFNAPSHVRRKIMSSP 
L SKEL RQK YN VR S M PI RKTDE V 
\QVVRGHYKGQQIGQGSPRCTR 
KKYVIYIERWQREKAANGTNCS 
TWGISPKARWLFTRLKLDKDR 
KKILERKAKSRQVGKEKGKYK 
EELIEKMQE 



1653 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13100 


43468 


A 


13180 


39 


556 


AAAGYFAEDCEASCVCVKHPP 
SVKKARCFLSELIKKPSGGSVTL 
SESTAIISHGTTGLVTWDATLYL 
A E W AIENPA A FTNRTVLELG SG 
AGLTG/VAICKMYRPRAFIFSDC 
H SRV LEQLRGN VLLNG LSLE AD 
ITANLDSPRVTVAQLDWDVAT 
VHQLSAFQPDVVIAADVLY 


13101 


43469 


A 


13181 


46 


231 




13102 


43470 


A 


13182 


1 


1503 




13103 


43471 










FFFANTFYCVFNVLVNAPLRFL 
SLPSTQSLEAKLRDSSDSELRRD 
ILQKVRIPESLGLMTLPPESLRK 
T*EKNRRCACTL*K\TPVQRTKP 
LSQHCRWVWAPPTAPALSFSKT 


]31Q4 


43472 


— 


Tnu 


2 


594 




|31Q5 — 


43473 


- — 


131g5 








|3|Q6 


43"474" 


— 


TT186 


19 


1355 




13107 


43475 


A 


13187 


248 


540 




13108 


43476 


A 


13188 


386 


1388 




13109 


43477 


A 


13189 


386 


1334 




13110 


43478 


A 


13190 


3873 


4070 




13111 


43479 


A 


13191 


146 


510 


PPCAVVCLLWIA A V YCLSTTFC 
APLCGQNTWLPKPCRHVNRAA 
SNASVSLSTVTLFSRLS*PQRKG 
SELLDSSGPLPASPSLPLCSGVS 
PRAGLGSA WPKIPFLG I REAKN 
PRSENTRLTT 


13112 


43480 


A 


13192 


21 


95 


KCSSNGAPDAVHE*DLPWTPGP 
AC 


13113 


43481 


B 


13193 


1 


477 




13114 


43482 


A 


13194 


228 


935 


PLSSSMAAELEFAQ11IIVVVVTV 
M V V V I VCLLNHY K VSTRSFINR 
PNQSRRREDGLPQIMHAPRSRD 
RFTAPSFIQRDRFSRFQPTYPYV 
QHEIDLPPT1SLSDG\EEPLLYQV 
PCTLQLRDPEQQMELNRESVRA 
PPNRTIFDSYDLIDIAMYSGGPCP 
PSSNSGISASTCSSNGRMEGPPP 
TYSEVMGHHPGASFLHHQRSN 
AHRGSRLQFQQNNAEST1VP1K 
GKDRKPGNLV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13115 


43483 


A 


13195 


526 


1629 


FYSFDSARGEPARPWRVRGLEG 

RVELGQQLGLLTLGPAFPGGLG 

GTQRVGLPGPAGPGAGEEGQA 

GPAEAGQVPVGGLADEAVEHG 

VG DA VEAGEQEGE V VG VEN A L 

GEVAAGLPDAAHQQQHVVGQ 

EAGQEDDHGAEHQPLDLVLAA 

LLGAVAPAHGAQDALVGRQQ 

QADGEEEA/LPGSGSS*WHAAM 

PGWGSAQSTRGAGSRPR*PPRA 

SGSRCWSAAPWPR*PR*RRRPP 

SG SG TG GSGRDGPQPG SGPR/T 

M QQRKPTLM* M FS YRRMRTPG 

RTGR RETSCR A A A RTA ARRA A 

SRCRRGRPPSGCTGTRPARSGP* 

SAGS\EVEGQAVGREAHHQHG 

NIDHRGQRLVDGMVDGTAHRG 

VVCSDVPH 


— — — 


— — 


— — 


— — 


— 


7361 

— — 






1 3 1 1 8 


— — 








— 








43~486 


— 


13T98 


1 


287 






43487 


— 


lfl99 




— 


563 






4 T 488 


— 


73200 




401 




13121 


43489 


B 


13201 


1 


480 




13122 


43490 


A 


13202 


1 


924 


















13124 


43492 


A 


13204 


1 


402 




13125 


43493 


A 


13205 


609 


803 


RDPRHN PSSA\FQAGG I ALLMLI 
TRGEDLTGGV1HQYPGPGMNL 
WTVJQGTAGNQRRAAENAAQQQ 


13126 


43494 


A 


13206 


3 


526 


VTETALTLPYLVAKHGYFLPQD 

LAKRTETMNWLFWLQGAAPFL 

GGGFGHFYHYAPVKIEYA1NRF 

TMEAKRLLDVLDKQLAQHKFV 

AGDEYTIADMAIWPWFGNVVL 

GGVYDAAEFLDAGSYKHVQR 

WAKEVGERPAVKRGRIVNPTN 

GPLNEQLHERHDPSDFQTNTE\ 

NNRQG 




43491 


— 


13207 




250 






43496 


— 


13208 




489 






43497 


— 


13209 


— 


601 









— 


13210 








ififi — 


43499 


— 


mil 




TT10 







nn 





13212 




— 






47501 


— 


13213 




— 




13134 


43502 


A 


13214 




675 




13135 


43503 


A 


13215 


1766 


1957 




13136 


43504 


A 


13216 




426 




13137 


43505 


B 


13217 


94 


3238 




13138 


43506 


A 


13218 


1 


2370 





1655 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]3139 


435Q7 


— 



[3219 


— 


2796 




Q 


43508 




1322Q 




566 




TITTi 


435Q9 


- — 


P221 


- 






13142 


43510 


A 


13222 


3 


110 




13143 


43511 


A 


13223 


2 


755 




13144 


43512 


A 


13224 


1 


1338 




13145 


43513 


A 


13225 




807 




13146 


43514 


A 


13226 


1 


918 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRS1/LID1NDIGQTFHE 

RLHPDAC\LSNAILVHNKKGGP 

LADGIVITPSHNPPEDGGIKYNP 

PNGGPAWPTSLKWWKTGPTHC 

WPMA*KA*SVSP\RRSDGIRSKN 

D V 1DTSDDDM * * QCLSRRSN\G 

HPGAKVANLV PKTTFIDG VDQT 

SFFLGTNGQSNRKAEHYFLNGK 

LAA VRMDEFKY H VL1QQPY AY 

TQSGYQGGFTGTVMQTAGSSV 

FNLYTDPQESDSIGVRHIPMGV 

PLQTEMHAYMEILKKYPPRAQI 


13147 


43515 


A 


13227 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGP1PCS 

RRGYCPL PRSGS VR WA DL/FPP 

A/LD/LAGHPG/AKVANLVPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRH1PMGVPLQTEMHAPGLPLA 

SSMKRW1RRATGF1FGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLGISQ1RCRCAIFLTVVFFPVLH 

KQAFDLISLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

ANRFLPPDEIEQSLNGVHYQHH 

IQPITLWFDDALSAMRSLKGIG 

ATHLHEG RDPRILTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGVI 


13148 


43516 


A 


1j228 






LA W ARRCRRLLAKATSL1 RAPS 
SEMRASTPCRGQRRPSGYSWY 
GRSPRAVLEGLRVGAHLSRAN 
CPWPSR/SQVVELIPDGFPVFLD 
FTK1PGRDTQNEHIVLLH 


13149 


43517 


A 


13229 


1 


942 




13150 


43518 


B 


13230 


! 


1201 




13151 


43519 


A 


13231 


685 


921 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 

= 


SEQ ID NO: 
in [JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13 152 


4352Q 




13232 


2 


251 




13153 


43521 


A 


13233 


2 


100 




13154 


43522 


A 


13234 


5 


1093 




13155 


43523 


A 


13235 


2 


482 




13156 


43524 


A 


13236 


1 


2496 




13157 


43525 


A 


13237 


572 


912 


RCRPDKAFTPHPAIGARCLMRR 
LRVLSCLQPLPNVGWIRRLRRIR 
QFSAPDEGAKCRVAILQ/DFDA 
QYGRFLEVTSGAQQRFEQTD*K 
HAAALPFFFPSSAYSLAA1SVVF 
GFR 


13158 


43526 


C 


13238 


5 


127 




13159 


43527 


A 


13239 


1 


444 




13160 


43528 


A 


13240 


17 


261 












173 


397 




13162 


43530 


A 


13242 


169 


421 


LKPKNLDEKLLPASSSSCRIWA 
TSPVHHLWQVLKX1LFGWNPT 
KSPRCLS/TRQAMFSLSKKASLP 
WTI A ARS A DQRCRTR1 A EL 


13163 


43531 


A 


13243 


17 


744 


RPHQEQRIAGCGVNALSSLRSA 

TAVGMIRRASVASG/DRAPIAG 

CGVNALSGLHRHFIEVTCTHFL 

LVRYEGIAIFRGGKFRLLHFLN 

VVLHTLALGIGVCQVKHVEPH 

AVDTCQGDELELVAHIRQLLLE 

AGNSFWEVYLPVERRRAVISQ 

QFAR1FRVDSLCKATRQFQIRRG 

RSHQTGQHMGIRRQVDAAHAD 

DRRTSGRVPPLIQVCPAHSSEA 

VVVVDVDVDVDVDVDV1GAV 


13164 


43532 


A 


13244 


954 


1104 




13165 


43533 


B 


13245 


54 


1169 




13166 


43534 


A 


13246 


35 


3066 


VGHSTRPAASPGPAAGIGRSPA 
RL VQQPQRSLA KPLNRPAQQR 
GLLPQRRHPKRTRKRRKQAQN 
PQKRLPHRQPVRRRHRHHRRLL 
QKMRRPDKRQQRRAAPRRHPR 
RRQRLLAVRRRQLRAKVRRNP 
RQRAPRQQLNGQRILHPPWRLR 
MQVRRKRG*YSSAVRPTVRLK 
RWRQRQRQ*NQPMTMQRNVC 
RKTRTALIYP/YKGCFLNNINAV 
SKTDFADKRGMRYVRVNAPAG 
ATSG K. Y YP VV VMRS AG SFHI 


13167 


43535 


A 


13247 


1 


2919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13168 


43536 


A 


13248 


1 


3211 


MEFTSLTPDDLRVLELYRTPFS 

DGYVFHSMQFH1FDLLKSGQN 

VVLSAPTSMGKSAIVDSLLGMG 

TLKRLVLVVPTVALADETRRRL 

QERFGDRYQIIHHSSQVCHSDQ 

AVYVLTQERVNERDDIVD1DLF 

VIDEFYKLAFRQLKSGDIDHQD 

ERVIELNIALSKLLKVSRQFYLT 

GPFVNSIRGLEKLGYPHTFVST 

DFNT V A L D VKTS A S K.RMTTKP 

SSKRWGKSRTCVDADH1KNGIG 

LHFGALPRALQQYT 


13169 


43537 


A 


13249 


486 


3882 


LRLRGEALPVASGCLANATDTP 
AGTTLWADTERHAVQ**TCEA 
DTLGSCGYAAKPCLSPVAVWQ 
MLLTRLLEQHYGLTLNDTPFSD 
EPVLTAP1DAAALRGIEFGKFQL 
GNMVVGDI1ECGSDVTDYAVG 
DSVCGYGPLSETV1INAVNNYK 
LRKMPQGSSWKNAVCYDPAQF 
AMSGVRDANGARRGFWWGGL 
GA1RVQLAFKWLNAAGRLPGG 
GLGGPIPYSAHRCDIARRHGAD 
FCLMPIGTDVGKEIKTLTG 




^||^ 


^ — 


"iHfl 
















729 


9~8T" 


SAPPQLAPSLPDRATDPDTCWP 
PG*RP\RYLPSRQIDCFNTRFRLL 
QRLTASQCAEAVDVAFFRLTV 
QQTPHFRCAQLRQRAFRID 


13172 


43540 


A 


13252 


395 


605 




13173 


43541 


A 


13253 


1 


1140 


MIYVFVTVKHRNDHFTKNTLA 
SYRGRTLLGTLFKGVYHLYKD 
ETYL YQSG KGHT1QE VR1 VKGL 
NN PDLDA A VG EDL AQQLRDEL 
ELVKGASNEFDKELFLAGEITP 
VFFGTALGNFG VD HMLDGL VE 
WAPAPMPRQTDTRTVEASEDK 
FTGFVFKIQANMDPKHRDRVA 
FMRVVSGKYEKGMKLRQVRT 
AKDVV1SDALTFMAGDRSH/AY 
PGDILGLH\NHGTIQ1GDTFTQG 
EMMKFTGIPNFAPELFRRIRLK 
DPLKQKQLLKGLVQLSEEGAV 
QVFRPISNNDL1VGAVGVLQFD 
VVVARLKSEYNVEAVYESVNV 
ATARWVECADAKKFEEFKRKN 
ESQLALDGGDNLAYIATSMVN 
LRLAQERYPDVQFHQTREH 


13174 


43542 


A 


13254 


1 


1495 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13175 


43543 


A 


13255 


372 


1365 


1RYFENRGLFAHCATRTGQFPP 

HC1LASYKCGEQPDSSSNHPRN 

LFVWRSNLLGSSG\KGHEYMQ 

KYLLGTESGIQGEELGASDG1K.P 

EEVEWQTAAIEGKLDLLVTLDF 

RMSSTCLFSDIVLPTATWYEKD 

DMNTSDMHPFIHPLSAAVDPA 

WESRSDWEIYKGIAKAFSQVCV 

GHLGKETDVVLQPLLHDSPAEL 

SQPCEVLDWRKGECDLIPGKTA 

PNIVAVERDYPATYERFTSLGP 

LMDKLGNGMDLTDYANMALSI 

PSANTDIWNLEQDTVGTRLTNS 

RHGLA DNGG AWVS YFGGNFN 

GDNGTINYDQDVNGIMVGVDT 

K1DGNDG 


13176 


43544 


A 


13256 


3 


1444 




13177 


43545 


A 


13257 


61 


1058 


LPYL1ALLARAWFNGLLTSRTR 
LY1KGNGIVDLPKLQEMVADVS 
H H FPLRLPAPTPKAL YSPCEIRH 
LA IN VNLEYDPTA AFRNQV VHF 
DFRKLDVFSFGENQNCLVGNV 
DLL\YRNSWNEVRTLHFNGEQS 
MIEALKTILGKMHQDAAPPDSV 
EVFCYSQHLRGLIRTRVQQLVS 
ECIELRLSSTRQETGRFKALRVS 
GQTWGLFFERLNVSVQKLENAI 
EFYGAISHNKLHGLSVQVETNH 
VKLPAVVDGFASEGI1QFFFEET 
QDENGFNIYILDESNRVEVYHH 
CEGSKEELVRDVSRFYSSSHDR 
FTYGSSFINFNLQDPYLRARVSI 
















13179 


43547 


A 


13259 


2 


240 


ISSARHFGALACTLELGKALTF 
GQNDLRQFAVTASAIAALL/SR 
HSPSFEMHMASDTLNFMPFEK 
GTLLAQDGEERFTVTH 


13180 


43548 


A 


13260 


1 


358 


LPFLPSGLRGLAAENKIRRPHSA 
G SFLGPPCGLRGKL V /IS A A ALM 
STTIPISRVQGLLQFLNSKSPISR 
AERSWSTFGASAAFLTTLASLL 
FLFPPLAISSLANSFAKVFPPTPC 


13181 


43549 


A 


13261 


1 


1635 




13182 


43550 


A 


13262 


1 


1363 




13183 


43551 


A 


13263 


5 


249 




13184 


43552 


A 


13264 


15 


280 




13185 


43553 


A 


13265 


6 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 












346 


TRYAMLTRHDNHLSKFYLARG 
RYRADFHAPETNTGERCYRYK 
PLPYWLE*RRGRNRYPALQ*TM 
FLPADGPARCLSRQAA1LKESV 


]3187 


43555 


— 


73267 


568 


831 

— 


ELQRHVLVVFAGFWIVKNSRN 
LFLVCRAEHKRSVVKGLLRQQ 
GQG F WFHFQDGF A VE VGN AN 
VIGSE*IVFGIVFPHRERCLVDK 




43556 


— 


73268 









13189 


43557 


A 


13269 


1 


561 




13190 


43558 


A 


13270 


1 


741 




13191 


43559 


A 


13271 


2 


1040 


















13193 


43561 


A 


13273 


2111 


2340 


EVFIRDKLMERRNRRTGRTEKA 
/RDRTVRTWIG E A V A A A A ADG 
VTFSVPVTPHTFRHSYAMHML 
YAGIPVKVLQSQCI 


13194 


43562 


A 


13274 


470 


813 


KTTSFPAKLFNACRJSLLASAEV 
NPNISAYLATWISQIPSCSCRVP 
SDFL1WSTNRYSIRF*SRERLVG 
EAVA/AAAADGVTFSVPVTPHT 
FRHSYAMHMLYAG1PLKVLQS 
LMGH 


13195 


43563 


C 


13275 


440 


1180 




13196 


43564 


A 


13276 


1 


1290 




13197 


43565 


A 


13277 


1 


1036 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA 1 RDAEKAGR 

LPHPDMENSRDRFEQRGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

K DPRPLP Y LG HDE PYTFDINLS 

VNLKSMVVGGTDMGQEPLKQ 

MGAWGPLSLKAMFGFF1RGYG 

FFTPFGRTLFPLGFGSTPPFTFPL 

LTKTIGVFILDKLMERRNRRTG 

RTEKARI WE VTDRTVRTWIGEA 

GAAAAADGVTFSVSVTPHTFR 

HSYAMHMLYAG1PLKDLQSLM 

GHKSISSTEGYTKDFSLDVG\AR 

HRVQF\AMP\ESDAV\AMLKQLF 


1j198 


43566 




13278 






RNGTHPRYIEAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSE1GK1 PH 
IVLYKPVQCSLWAFVH 


13199 


43567 


A 


13279 


2602 


2976 




13200 


43568 


A 


13280 


982 


1347 




13201 


43569 


A 


13281 


1 


780 




13202 


43570 


A 


13282 


568 


891 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13203 


43571 


A 


13283 




718 


MKEKPSSPRQYSYSFLSSMILLG 

GGESWNLLRADQRLIFAKSWP 

RA SRYQQGHQDLFILRSDLPSQ 

VF1 RDKLMERRNRRTGRTEKAR 

1 WEVTDRTVRT WIG EA V A A A A 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAGIPLKVLQSLMGHKSIS 

STEVYTKWFALDVAAPHPESTP 

VHLPSRENK1PPPIMRIPCGLPTS 

PIEQKQGKISATGTQWRRLKQE 

TRLSSVSARLMSYVGVMC 


13204 


43572 


A 


13284 




1 




496 


AM FG FFIRG YG FFTPFGRTLFPL 
GFGSTPPFTFPLLTKTIGVFILDK 
LMERRNRRTGRTEKAR1WEVT 
DRTVRTWIGEAGAAAAADGVT 
FSVSVTPHTFRHSYAMHMLYA 
GIPLKDLQSLMGHKSISSTEGYT 
KDFSLDVG\ARHRVQF\AMP\ES 
DA VVAMLKQL F 


— — — 


43573 


— 






545 






43574 


— 


1328(5 


- 




735 






— 

i^i! — 


— 


— — 




7^99 








— 


73288 


583 


Tool 






43577 — 


— 


73289 


— 


7239 






— 


— 





^ 


1023 






43579 


— 


— — 





93T 




T% 

r2 |^ 


— — 


— 


— 












43581 


— 


73293 


- 


705 




13214 


43582 


A 


13294 


2 


893 




13215 


43583 


A 


13295 


88 


429 




13216 


43584 


B 


13296 


1 


1419 


















13218 


43586 


A 


13298 


163 


416 


RNGTHPRY1EAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSE1GKI 


13219 


43587 


A 


13299 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAG ALRH RHRLHR 

PQQPSPPLG 1 PH PSLLYTAQ VFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13220 


43588 


B 


13300 


1 


858 




13221 


43589 


B 


13301 


1 


1098 
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SEQ ID 

NO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13222 


43590 


A 


13302 


1 


1047 


MNRQLSDSYTEDTKEPSDVTTS 

ERTRSPPGSAKTTMIDTLKKLQ 

DVLKTEDSKNPTKSAADLLEQ 

YVKATGPIIEILQKATKTMEMI 

MIVEEKASDELQPDPELQQRYI 

HSVRGKPGLVKQRTQEIETRLR 

LAGLTVSSPLKRSHSLAKLGSL 

TFSTEDLSSRPPGPPPGPPPGLHP 

GPPPRRPPPKLPPPAPPGCSVHC 

CHYPLHFVVSPLEGFYCSLMRJ 

QIVFVTAFVHHDSALLPLDASL 

APEALQNFQRYTGIQHVHRIGM 

AERMWCDRNRERHTVSSSGGN 

RLPNPAPLPNPGVLSAPPNLIQR 

PKADDTSAATIEKKATAT1SAK 

PQITNPKAEIT*NPRVWQGSWI 

GEAVAAAAADGVTFSVPVTPH 

TFRHSYAMHMLYAGIPLKVLQ 

SLRSQ*SVRGKPGLVKQRTQEI 

ETRLRLAGLTVSSPLKRSHSLA 

KLGSLTFSTEDLSSRPPGPPPGP 

PPG LH PGPPPRRPPPKLPPPAPP 

GCSVHCCHYPLHFVVSPLEGFY 

CSLMRIQ1VFVTAFVHHDSALL 

PLDASLAPEALQNFQRYTGIQH 

VHRIGMAERMWCDRNRERHT 

VSSSGGNRLPNPAPLPNPGVLS 

APPNLIQRPKADDTSAATIEKK 

ATATISAKPQITNPKAEITRFCPL 


13223 


43591 


B 


13303 




1185 




13224 


43592 


A 


13304 


529 


774 




13225 


43593 


B 


13305 


1 


1089 




1j>226 




A 








GVESNLVVVVALCHRL1YLVW 
GTRTVRTW1GEAVAAAAADGV 
TFSVAVTPHTFRHSYAMHMLY 
A G I PLKVLQSVRV V ALD V AARH 
RVQFAMPESDAVAMLKQLS 


13227 


43595 


A 


13307 


556 


1040 




13228 


43596 


A 


13308 


1 


984 




13229 


43597 


A 


13309 


95 


428 




13230 


43598 


C 


13310 


1 


426 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13231 


43599 


A 


13311 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKS1SSTEVYTKVF 
ALD V A A RHRNRFTQFRL SETK.E 
1TNPYAMRLYESLCQYRKPDGS 
CIVSLKIDWI1ERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRJL 
LLHPRG LRAITI A V FGKQNT YIR 
LEPFKINVLEQ1TKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 
ADTQVRRAVNNYDIIVMSNSFN 
GQSEHQVWIARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RDAWGSMVLKNVVRETDEVG 
KARLTWGIGTINVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLK.GFEPDVRILLTKYSN 
SNGSQSPWMEEQIRDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMHMLYAGIPLKVLQSLM 
GHKS1SSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


13232 


43600 


A 


13312 


1 


1593 




13233 


43601 


A 


13313 


1 


2536 




13234 


J 


A 






1205 


RPEKAR/1 WG VTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSI SSTEVYTKVFA LD V A A 
RHRVQFAMPESDAVAMLKQLS 


]3235 


43603 


— 


I33L5 


79 


351 




13236 


43604 


A 


13316 


1 


2320 












187 


798 




13238 


43606 


A 


13318 


2089 


2610 




13239 


43607 


A 


13319 


1 


1407 




13240 


43608 


B 


13320 


154 


3682 




13241 


43609 


A 


13321 


1 


1206 




13242 


43610 


A 


13322 


1 


255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13243 


43611 


A 


13323 


3058 


3160 


GSAA*LPPPLPAAFSGSCWLSQ 
RHPELHV*NEIYHLLH*KSFTSC 
*HNLSS*PRYPYLSSERVLW*CL 
SFISK1 * S VTMP* SDL1SLW* KLE 
PLTCRSTSH FRQKLAQ/RLP/A Y 
QQGHQDLF1LRSDLPSQVFIRDK 
LMERRNRRTGRTEKARIWEVT 
DRTVRTWIGEAVAAAAADGVT 
FSVPVTPHTFRHSYAMHMLYA 
G1PLKVLQSLMGHKS1SSTEVYT 
KVFALDV A ARHRVQFAM PESD 
AVAMLKHYPEINALALYLKCG 
TEWIC 




43612 




T3324 





1812 






43613 


— 


73325 





YT16 




13246 


43614 


A 


13326 


583 


751 




13247 


43615 


B 


13327 


826 


2097 




13248 


43616 


A 


13328 


1810 


4163 




13249 


43617 


A 


13329 


686 


2939 




13250 


43618 


A 


13330 


1085 




1690 


SYFIMVKVGTSYVP1NVSFSPKV 
GPGASRYQQGHQDLFILRSDLP 
SQVFIRDKLMERRNRRTGRVIYK 
ARJW\EV\TDRTVR\TWICRGGL 
PAAAADGVTF\SDPGPP\HTFRH 
SYAMHMLYAR*YR*KFLQSLM 
GHKSHPrNGKATPKVFGPGMG 
LARA/HRGAGWQWPKSDAVG\ 
MPKQLSLRTNALGLYMETGKPE 
GIMLFFGC 


73251 — 


43619 


— 


T3331 




327 




— — — 


— — 


- — 


l 2 


^ 


337 




^ 253 


43621 


- — 


T3331 


— 


413 




13254 


43622 


A 


13334 


1 


1256 




13255 


43623 


A 


13335 


1 


1078 




13256 


43624 


A 


13336 


3 


976 




13257 


43625 


A 


13337 


1 


1004 






43626 


— 


13338 


2 


291 


WRKIYEANGKKRKQRLQS*SL 
MKQTLNQQRSKETKKASA/SM 
RIK.YLGIQLTRDVKDLFK.ENYK 
PLLNE1KEDTNKWKNIPCSWVG 
RJNIVKMAIPPK 


T3259~~ 


43627 




13339 


-j 


2022 






— — 


— 


r3^b" 









13261 


43629 


— 


ifsTi 





283 




13262 


43630 


A 


13342 


1 


1245 




13263 


43631 


A 


13343 


1 


1203 




13264 


43632 


A 


13344 


1 


687 




13265 


43633 


B 


13345 


1 


1371 




13266 


43634 


A 


13346 


1 


2241 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13267 


43635 


A 


13347 


1 




832 


LKKCIKTPEIPSKHVRNWVPKV 
LEQRRQGLETYLQVASITLIPKA 
DEDT PKKKTTD KN S WTG TD A K 
VFNKILE1KFSSILKRLYWPVLE 
VLARAMRQEKEIKGIQLGKEEV 
KLSRFADDM1VYLENPIVSAQN 
LLKLISNFSKVSGYKINVQKSQ 
AFLYTNNRQMESQIRIKYLGIQ 
LTRDVKDLFKENYKPLLKEIKE 
DTNKWKNIPCSWVGR1NIVKM 
AILPKRYPFCQLCHQSAISTTKG 
VFTSILPLLMIEQLVSGRSCPSV 
AWSSMECTTV 




4^636 

I 


— 


T3348 




T3l4 










T3349 





843 






41638 


— 


T3350 





Toll 






— — 


- — 


— — 





173 






— — 


— 


73352 









323 






43641 


— 






20l0 






— — 


— 


T3354 





T4T3 




— — 


43643 


— 


T3355 





636~ 






— — 


— 


Tr56 





— 

— 




— = 


43645 


— 


T3357 











— — 


— 





j 


HsF 






— — ■ 


— 


T3I59" 


— 


T04T 

— 






43648 


— 


T3560 









13281 


43649 


A 


13361 


1 


612 




13282 


43650 


A 


13362 


1 


992 




13283 


43651 


A 


13363 


1 


1236 




13284 


43652 


A 


13364 




1071 




13285 


43653 


A 


13365 


359 


1250 


KLPMG VA V VKLLH LPK VIIVFW 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRMNLLEI 

FLRWLMRK1FHVRLLPAVSTPP 

NCLNQLLLFFLTPVNYLPGQVM 

HFKKPLQIKRNYLSSRHLTFMS 

RKKLG K V SG\ YKI HVQKS\QAFL 

SANSGQTESQIMSELPFTMASK 

RIKYLGIQLTRDVKDLFKEKYK 

SLLNE1KEDTNK.WKNNPCSWV 

GRINIMKMAILPKVlYRFNAIPl 

KLPMTFFTELEKTTFKFIWNQK 

RAHIAKSNLSQKNKAGGITLPD 

FKLYYKATVTKTT 




43654 


— 


73366 


TT96 


2132 






43655 


— 


T3367 





2271 




132g8 


43656 


A 


13368 


2 


1 105 




13289 


43657 


A 


13369 


1 


2117 




13290 


43658 


A 


13370 


1 


1447 




13291 


43659 


A 


13371 


1 


1669 




13292 


43660 


A 


13372 


1 


2823 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]3293 


43661 




13373 


1089 


2539 




13294 


43662 


— 


13374 




1787 




13295 


43663 


A 


13375 


1205 


1207 




13296 


43664 


B 


13376 


1 


2745 




13297 


43665 


A 


13377 


1 


2063 




13298 


43666 


A 


13378 


1 


4380 




13299 


43667 


A 


13379 


1 


3347 


MG DFN IPLSTL DRSTRQK VNKD 
TQELNSALHQADLIDSYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEIITNYLSDHSA 
IKLELRIKNLTQNCSTTWKLNN 
LLLNDYWVHNEMKAEIKMFFE 
TNENKDTTYHNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWVFERINKIDRPLARLTKKKS 
EKNQ1DAIKNDK 


13300 


43668 


A 


13380 


1 


2367 




13301 


43669 


A 


13381 




1116 




13302 


43670 


A 


13382 


1 


1095 




13303 


43671 


A 


13383 


670 


1500 


QTESSSTSKSLSTMIKWASSLG 

WQGWFNIRKS1NVIQHIKGIQR 

QKPHDYLNRCRKSL*QNSTTLH 

AKNSQ*1\AQNLLKLISNFNKVS 

G Y KIN VQKSQAFLYTSN RQTES 

QIMSELPFTIASKRJKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

K WKN IPCS WVGR1NI VKMA1 LP 

KV1YRFNA1PIKLPMTFFTELEK 

TTLKF1WNQKRAHIAK.SILSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNMCYRSMEQNRALS 

YYVAYLQPSDL 


13304 


43672 


A 


13384 


441 


3131 








B 


13385 




5688 






43674 


B 


13386 


916 


2165 




13307 


43675 


A 


13387 


1 


1529 


MDPPAGAARRLLCPALL*LPAG 
* PLRPRL AG A AP APGTALLHER 
AMPL*LRPGLHDVHGVPDL 




43676 


A 


13388 


1 


714 




13309 


43677 


A 


13389 


3 


457 




13310 


43678 


A 


13390 


2 


492 




13311 


43679 


A 


13391 


3 


1201 




13312 


43680 


A 


13392 


1 


309 




13313 


43681 


A 


13393 


2 


1073 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2)7 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13314 


43682 


A 

- — 


13394 


3119 




6984 


CIVKHAAMRSAMTSLAARITVL 
NPTRATTPNT/RVADDQGFLRQ 
WSKVAKERKLQRLYIGEPSAEA 
VAAQMPDLILISATGGDSALAL 
YDQLSTIAPTLI1NYDDKSWHPR 
LSFNKADEITTVFCGSKKSLAN 
G I PM AN 1 LFPTS V I ATQQTQHFR 
FVDDFNAQFLRFASLDPAASPA 
ITISGKATLE1PGTELVFYAALE 
KKLN1KPGQTTFDGRFTLLPTC 
CLGNCDKGPNMMIDEDTHAHL 
TPEAIPELLER 




43683 




T339! 




587 






43684 




T3396 





— 




133]7 


43685 


— 


T3397 

* 


430 


— 




— — 


43686 


- — 






— 




— - 


43687 


— 


7^399 




1647 









— — 


P400 




2652 




]3321 


43689 


- — 


T3401 




T494 




13322 


43690 


A 


13402 




750 




13323 


43691 


A 


13403 




513 




13324 


43692 


A 


13404 




2254 




13325 


43693 


A 


13405 




746 




13326 


43694 


A 


13406 


3 


428 


LGDDFVRAAN1ILHCEGKVVVS 

G1GKSGH1GKKIAATLASTGTPA 

FFVHPAEALHGDLGM1ESRDV 

MLFISYSGGAKELDLIIPRLEDK 

SIAL\GKPTSPLGLAAKAVLDIS 

V ERE ACPMH L APTS STVN TLM 

MGDALAMAV 









T3407 





1431 






43696 

* 


— 


13408 


— 


2481 




— — 




- — 


— — — 





783 




1333Q 


43698 


— 


13410 




729 




13331 


43699 


A 


1341 1 




843 




13332 


43700 


A 


13412 




128 




13333 


43701 


A 


13413 




136 




13334 


43702 


A 


13414 




492 




13335 


43703 


A 


13415 


3 


619 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13336 


43704 


A 


13416 




1600 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGTIK 

ATLLIETLPAVFQMDEILHALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

A AFI P SKDEEHNN Q VLNK V KA 

DKSLEANNGHDGTWIAHPGLA 

DT A MAVFNDI LG SRKNQLE VM 

REQHAPITADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYKL 

TGHHRKSE1TFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYE1YGMW1D 

DMSDEQIAMLNARVM 


13337 


43705 


A 


13417 


2 


278 




13338 


43706 


A 


13418 




662 


GHLW1R1DLSQSAVSHSVKELE 
NHTGVRLLDRTTREVVLTDAG 
QQLALRLERLLDELNSTLRDTG 
RMGQQLSGKVRVA ASQT1 SAH 
LIPQCIAESHRRYPDIQFVLHDR 
PQQ WVM ESIRQGDVDFGIV1DP 
GPVGDLQCEA1LSEPFFLLCHRD 
SALAVEDYVPVALPLPEGSPLVV 
KR1TPVVERQLMLVRRKNRSLS 
TAAEALWDVVRDQGNALMAA 


13339 


43707 


A 


13419 


' 


646 


GQQLSGKWRVAASQTISAHLIP 
QC1AESHRRYPDIQFVLHDRPQ 
QWVMESIRQGDVDFGIVIDPGP 
VGDLQCEAILSEPFFLLCHRDSA 
LAGGDYVPWQALQGAKLVLQ 
DYASGSRPLIDAALARNGIQAN 
IVQEIGHPATLFPMVAAGIGIS1L 
PALALPLPEGSPLVVKRITPVVE 
RQLMLVRRKNRSLSTAAEALW 
DVVRDQGNALMA\GRE 


13340 


43708 


A 


13420 


1 


1068 




13341 


43709 


A 


13421 


1 


381 




13342 


43710 


A 


13422 


3 


938 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13343 


43711 


A 


13423 


595 


1630 


CSWHDRFPDWKAGRILPISEPPS 

NR1FACWGKPAWTACCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTT1KQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGHYDHDYEFELGTR 

FRAV1IKLCNGDSLRHFMTSVY 

ALVKCFHEGDPLHKTGCQHLIP 

KQQQNEKYQVPQFDQSTIKNIE 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVEMLLREAGKAGFC 

RFRNHHQTGFSPAGANQRGPL 

AATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFFN 

AAGTTGNSYDHDYEFELGTHQ 

RLGAVARIVGDDLLNELRRDV 

VDARAGDVDQHAHAEKGDFR 


13344 


43712 


A 


13424 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13345 


43713 


A 


13425 


1307 


1992 


DKLNPVAHQKAYLAQSSQCHP 

QNARLVQHTQIRILPISEPPSNRI 

FACWGKPAWTACCN/FSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQDFADFGT 

TIKQDFRLLGQTSVDRLLQLSQ 

GQ A VKGNQLLP VSL VKRKTTL 

APNTQTASPRAL A DSLMQL AR 

QVSRLESGQLKHKEVESPNRPI 

TSSE1QVLIKSLPIKKSPGPDGFT 

AEF YER Y KEEL VPFLL KLFQTIE 

QERLLPNSFYEASIILTSKPSRD 

ATKKDNFRPTSLMNIYAKILNK 

IGQTESSSTSKSLFSTIKSVSSPE 

CKAGSTYANQDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQETTPWSPFSDPVLAFDY 

KVFMAFVYNVVRVSQRMVVA 

GC1SAFNDKLLNDLICFPVAPVS 

SKQIFPSDVKVAEPDHSCVSSY 

RIGSMAPNLTLSEMPRHNYFPA 

GNSVDHDNEFEL 


13346 


43714 


A 


13426 


560 


844 




13347 


43715 


B 


13427 


200 


1519 




13348 


43716 


A 


13428 


950 


1230 


CSWHDRFPDWKAGRILP1SEPPS 

NRJFACWGKPAWTACCN/FSQG 

QA VKGNQLLP VSLV KRKTTL A 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTTIKQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13349 


43717 


A 


13429 


695 


1060 


FRQRSVAFPPTVPNACVSVRSR 
ERDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQ*AQR 
N*CRKHRLSIPRK 


13350 


43718 


A 


13430 




1558 


MRDI FWVPDICKVMLYLVFFRS 
MGTPLRAVAMGLVITSWKIAQ 
KPRDFADFGTTINQDFRLLGQT 
SVDRLLQLSQGQAVKGNQLLP 
VSLKTDTKAKNLYLTKAYYGG 
GTNFFRKESQKLQQSAKKRDA 
ELANGALGIIELNNDYTLKKVM 
KPL1TSNTGFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVK.RKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESG 
Q*AQRN 


1jj51 


43719 


A 


13431 


j91 


1676 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SL V K RKTTLAPNTQTA SPR AL A 
DSLMQLARQVSRLESGQ*AQR 







- — 










Terii 






43721 


— 


L3433 




2150" 




13354 


43722 


B 


13434 


1 


1282 




13355 


43723 


B 


13435 


l 


1225 




13356 


43724 


A 


13436 


350 


709 




13357 


43725 


A 


13437 


1 


2236 




13358 


43726 


A 


13438 


548 


1698 


RSWLRSSLSGSIPIATEISCTSCE 

ASTSS/VRDFPGVKDLTFQWHD 

RL1FAIARLLGRSACGVTFHKEQ 

LGTVKVLRGTISQFARQRRAAG 

QLFTHHFFGRTHTALGAGNRH 

LRQQFSRLNVLVQPQDKGIFHH 

ARNECRALTRRETPAFFRIRAVF 

1MSQLSQTQLHIFFTARPAGLAS 

KCRKPPQ AC YL WDFADFGTTI K. 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTASPRALADSLMQLARQV 

SRLESGQN1ESAKGLHVWDSW 

PLHNADGTVDEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

NDP1LKDQTQEWSGSATFTSDG 

KIRLFYTDYSGEHYG 


13359 


43727 


B 


13439 


448 


1116 




13360 


43728 


A 


13440 


97 


1636 




13361 


43729 


A 


13441 


1 


1296 




13362 


43730 


B 


13442 


1 


2160 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


13363 


43731 


A 


13443 


485 


865 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQS*NSS 
KTKNTKCLNSINQRLKILSLQK 
DLMCGTAG RCKTLTEQ 


13364 


43732 


A 


13444 


816 


1194 


SLILFLRJiRRAVEKRGKVWKDS 

CPNGTTLTLSGA1FLFIRDFADF 

GTPITQDFRLLGQTSVDRLLHLS 

QG QA V K.GNQLLP VSL V KJIKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ*AQRN 


13365 


43733 


R 


13445 


1 


2710 




13366 


43734 


A 


13446 


2027 


2934 


NPRILPISEPPSNRIFACWGKPA 

WTACCN/FSQGQAVKGNQLLP 

VSLVKRKTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQDFA 

DFGTTI KQDFRLLGQTS VDRLL 

QLSQGQAVKGNQLLPVSLVKR 

KTTLAPNTQTASPRALADSLMQ 

LARQVSRLESGQSRVHSHSLGP 

LPTTTTGSLINQKKGGVSGGPG 

SKEQAEISCLK.ERKDLGLGILGS 

TVGILKVKHQGASTKQGHSQD 

L1KILLSDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQYMNLLPIFLRWLMR 

K1FHDEHGVPQDQQEEEPISETII 

EEEIPSINSDLGNELYFVKLPKF 

LS1EPKDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQP 

HSTDSATHRKMTLSLADRCSKT 

QKIR1LPMAGRDPECQRTEMIK 

SSDLMAEIIQEHKEDQLPELEQL 

EHIGLFSHAEIKAIIKKASDLQY 

RIQERALFKDDFINYVLHEIPLF 

EQIQRRTRIGYSLKHGIRAVKA 

TIVRA L YGR1KPAGVV VTRS VP 


13367 


43735 


A 


13447 


1 


5240 




13368 


43736 


A 


13448 


4733 


4753 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13369 


43737 


A 


13449 


299 


761 


LNTTAITLCLLLREARKTLMTH 
QSTCFIKRDFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESG 
Q*AQRN**PVPKEKRRRGDRQE 
HQQPCRNTEGTALRVWAARDQ 


13370 


43738 




13450 


3925 




F1RDFADFGTT1KQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLV KRKTTLAPNTQTASPRAL A 
DSLMQLARQVSRLESGQ*AQR 
N 


13371 


43739 


A 


13451 


2 


1040 




13j72 


43740 










HLASWVVALVLHWGCVWVTA 
ESSTSKTRSPFRARSWIGEAVA 
AAAADGVTFSVPVTPHTFRHSY 
AMHMLYAG1PLKVL\QSLMGH 
KSISSTGVPSSNS 


13373 


43741 


A 


13453 


1 


1290 




13374 


43742 


A 


13454 


289 


1338 




13375 


43743 


A 


13455 


1 


732 




13376 


43744 


A 


13456 


982 


1347 




13377 


43745 


A 


13457 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAG1PL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRKPDGS 
C1VSLK1DW1IERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRIL 
LLHPRGLRAITIAVFGKQNTYIR 
LEPFK1NVLEQITKHIEKLQCGG 
V VKQLSRRGNNQH1 SSTY D1NR 
ADTQVRRAVNNYDIIVMSNSFN 
GQSEHQVWIARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RDAWGSMVLKNVVRETDEVG 
KARLTWG1GTINVVCAADVL1V 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKGFEPDVR1LLTKYSN 
SNGSQSPWMEEQIRDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
H SYAMHMLYAGIPLKVLQSLM 
GHKS1SSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


13378 


43746 


A 


13458 


1 


780 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13379 










396 

— 


SS VTG RTEKARI WE VTDRTV/R 
RPW1GEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAG1PL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHR 


]3380 


43748 


— 


T3460 









]3381 


43~749 


— 


73461 





545 




13382 


43750 


A 


13462 


1 


1110 




13383 


43751 


A 


13463 


1 


870 




13384 


43752 


A 


13464 




1422 




13385 


43753 


A 


13465 


1 


1599 




13386 


43754 


A 


13466 


614 


1236 


TA RV A AARRRCQC WG SG ACGS 
ALTLPRTSSLTLTETP1VQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
IRDKLMERRNRRTGRTEKARIW 
EVTDRTVRTW1GEAVAAAAAD 
G VTFS VPVTPHTFRHSYAMHM 
LYAGIPLKVLQSLMGHKSISSTE 
VYTKVFALDVAARHRVQFAMP 
ESDAVAMLKQLS 


|3387 


43755 


— 
— 


T3467 




1 


1023 




133g8 


43756 




13468 




699~ 




13389 


43757 


B 


13469 




1281 




13390 


43758 


B 


13470 


77 


751 




13391 


43759 


A 


13471 


1 


705 




13392 


43760 


A 


13472 


2 


893 




13393 


43761 


A 


13473 


206 


837 


CAGAGGIARRRAEKEKALSAV 
NLDPTSRRLSSTSLPGAPPNPRV 
AAAGLSRRRPTPESAGRKS/GR 
WPRASRYQQGHQDLFILRSDLP 
SQVFIRDKLMERRNRRTGRTEK 
ARIWEVTDRTVRTWIGEAVAA 
AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLKVLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


]3394 


43762 


— 


13474 




1416 




13395 


43763 


A 


13475 




765 




13396 


43764 


B 


13476 




519 




13397 


43765 


A 


13477 




2784 




13398 


43766 


A 


13478 




624 




13399 


43767 


A 


13479 


2089 


2454 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13400 


43768 


A 


13480 


740 


1431 


CCQTLP VFHPPH PSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLE1SA/RPAGALRHRHRLHR 

PQQPSPPLG1PHPSLLATAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13401 


43769 


A 


13481 


2 


2309 




13402 


43770 


A 


13482 


1 


603 




13403 


43771 


A 


13483 


1 


762 


MVPHSTGKSWNGCDPTSATLD 
QL VTVFFMKLFS 1GDARIPCLGP 
RSHSYRRSDYYSGTTIHSCCRA 
DYWSGTTAHLYCRSDYHPVPS 
FIL VTSTTNHQPLKPS 1 SE AS WN 
PLFASL/HHLQL1TES/W/YMSLA 
TTVFIRDKLMERRNRRTGRTEK 
A Rl WE VTDRTVRTWI GE A V A A 
AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLK.VLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


13404 


43772 


A 


13484 


1 


762 




13405 


43773 


A 


13485 


1 


615 












887 


1203 


RPEKAR/1WGVTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
R H R VQF AM PESD A V AM LKQL S 


134Q7 


43775 


— 


13487 




855 




13408 


43~776 


A 


13488 




927 




13409 


43777 


A 


13489 




921 




134 1 ? 


isT^ 








3216 










13491 




1974 






43780 


— 


13492 




1221 




13413 


43781 


B 


13493 




2337 




13414 


43782 


A 


13494 




1273 




13415 


43783 


A 


13495 




1251 




13416 


43784 


A 


13496 


1999 


3237 




13417 


43785 


A 


13497 




1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13418 


43786 


A 


13498 




633 

— 


AQALIATYGRDRDPGRPLWLG 
SVKSNIGHTQAAAGVAGVIKM 
VMAMRHGQLPRTLHVESPSPE 
VFIRDKLMERRNRRTGRTEKAR 
I WE VTDRTVRT WIG EA V A AAA 
ADGVTFSVPVTPHTFRFSYAMH 
MLYAGIPL\*VLQSLMGHKS1SS 
TEVYTKVFALDVAARHRVQFA 
MPESDAGGPGTCACSQQGCRL 
RGSSVSPGRQHPQPHVRV 




43787 


— 


13499 


To! 






1342Q 


43788 


— 


13500 


686 


3925 




13421 


43789 


A 


13501 




2084 




13422 


43790 


A 


13502 


734 


834 




13423 


43791 


A 


13503 


1 


1075 




13424 


43792 


A 


13504 




357 




13425 


43793 


A 


13505 


795 


1273 


SHPFFSTDWSTDTGFRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASWMMSRWLHYPDWVT 
IIAQQVLMNVVSVMQADCRMN 
LLEIFLRWLMRKIFHVRLLPAV 
STPPNCLNQLLLFFLTPVNYLPG 
QVMHFKKPLQIKRNYLSSRHLT 
FMSRKKLG 














SHPFFS TDWS I'D 1 GVRSK.SI WC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASCMMSRCPHYPDWVT1 
IAQQVLTPRKDVMQADCRMNL 
LEIFLR WLMRK 1 FH GFGM 


13427 












WHYREPLLLRAQLTNPPSGQLV 
SITK Y LQP VE Y * A Y VLE * Q AHL 
HYQLKSVDQWPVQKQFSSGSD 
LYQLH PFH VQHFLEPCFPRHPE 
FAPPSTGTESHYYCCIW 


13428 


43796 


B 


13508 


1 


1494 




13429 


43797 


A 


13509 


1 


554 


MTARKARKITRRWRIGEAADL 

VGVSSQAIRDAEKAGRLPHPD 

MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPVIGVAA 

HKGNDPQGTASMYHGWVPDL 

HIHAEDTLLPFYLGEKDDVTYA 

1KPTCWPGLDIIPSCLALHRIETE 

LMGKFDEAQPNLGIGT/N*CRM 

CC*CADCSHAC 


13430 












DTYSVSW1GEAVAAAAADGVT 
FSVPVTPHTFRHSYAMHMLYA 
GIPLKVLQSQYPIFKLSYKNPVT 
QTAWF\WFPNRIFGPVPINVSFS 
PKVGPGLPGII 


13431 


43799 


A 


13511 


65 


277 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13432 


43800 


A 


13512 


327 


748 


VHQFHGSLHEGFCAGCGCPAP 

GTVCDAGGFCRFRNHHQTGFSP 

AGANQRGPLAATLSGPGGEGQ 

on V ArvL-I VjCrvrvlNrll UAy i AIM\ 

LSPRVGRFINAAGTTGFPTG K.R 
AKSIWCHRNCRW/RVAVVKLL 
HLPKV1IVFWLAS 


13433 


43801 


A 


13513 


512 


580 




13434 


43802 


A 


13514 


2096 


2272 


EWRNVCGVTGTENVTPSAAAA 
QPPPQSRPFSWILRPF*RP*RKIS 
TSFIRPLFTFLPA 


13435 


43803 


A 


13515 


402 


2784 


RKNPFILH*LFR*TLRQTKPDNS 

AGKCVKI**HTQNQRSGRSQSD 

F*RRRKNISERSAAYR*RQLYIR 

RQPYAERPSXHVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPL1TSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTI DG 

INSNDIYMLGYVSNSLTGPYK.P 

LNKTGLVLQMGLDPNDVTFTY 

SHFAVPQAKGNMVVITSYMTN 

RG FFEDKKATF APS FLMNIKGN 

KTSVVK.NSILEQGQLTWLQVA 

KRAGLGGGQSGRTVLRERLPN 

YKNFKGTIQELGQNQYAVSGEI 

FVVDRNTVEITELPVRTWTQVY 

KJEQVLEPMLNGTDKTPALISDY 

KEYHTDTTVKFVVKMTEEKLA 

QAEAAGLHKVFKLQTTLTCNS 

MVLFDHMGCLKKYETVQDILK 

EFFDLRLSYYGLRKEWLVGML 

G AESTKLMNQARFI LEKIQGKIT 

IENRSKKDLIQMLVQRGYESDP 

VKAWKEAQEKCDNLKTCHTSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICE1H 

VAKYAE1FGLTSAEASKDIRQA 

LK.SFAGKEVVFYRPEEDAGDE 

KG YESFPWFIKRAHSPSRG L YS 

VHINPYLIPFFIGLQNRFTQFRLS 


13436 


43804 


A 


13516 


2 


199 


WRKKSLDIPPLIIPNG1VKNILRH 
FSQLLNVPITRPFSWILRPF*RP* 
RKISTSFIRPLFTFLPA 


13437 


43805 


A 


13517 


1 


1887 





1677 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13438 


43806 


A 


13518 


125 


828 


ECRKHTKLKLQPTIWHVLKI/Y 

NSEKLLVYRKLLQVLTGLYKRS 

NLGVRLYACCGLLLCPAYPQH 

FAHGYVDK1PGYPGRAGTLTGL 

HPMQCDNLKTCHTSHGSVMAE 

TAVINHKKRKNSPRIVQSNDLT 

EAAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEAILRYFIKHSADMEA 

1 TNG MMN LNRQRH QHL V ALRI I 

FAHGENGGEEVVHIGHV 


]3439 


43807 


— 


T35T9 


504 


755 


E PCFPAHPEFAPLSTG A ESHI I Y 
CCIW*AKYVHQARTL*DQRS*A 
DHEAYRKTAVRRCSQTTQQAW 
EQL V HQQH1LPS SCRYPG 


13440 


43808 


B 


13520 


1 


1980 




13441 


43809 


A 


13521 


923 


1063 




13442 


43810 


B 


13522 


1 


1932 




13443 


43811 


A 


13523 


383 


1383 


RKVFFIALKRMPAMKKAMNLF 
LGLSNVRTVHPEGFTVYISTHIS 
FPSLSGYKTRLRSFGLVKQKKS 
PILLEVLARE1RQE/KEIKGIQFG 
KEEVKLSLFADDMIVYLENPIV 
SAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFTIASKRJKYLG1QLTRDVK.DL 
FKENYKPLLNEIKEDTNKWKNI 
PCSWVGR1NIVKMAILPKLSRM 
HGRPHQPPNAASTLPFPKRRSH 
YGQKSERLSRSGDNRKSHPECR 
HWQSCAKK.SRCLAFTRTVRHT 
PRSAYLLTRTIELLESSALWHV 
QTQR1YAPLYETLDPGNRTHCE 




43812 


B 


13524 


107 


1000 




13445 


43813 


A 


13525 


1778 


1897 




13446 


43814 


A 


13526 


273 


421 


SHPFFSTDWSTDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFSSAS 


13447 


43815 


A 


13527 


273 


697 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPK.VU 

VFWLASWMMSRWLHYPDWVT 

I1AQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRIIFHVRLLPAVS 

TPTNCLNQLLLFFLTPVNYLPG 

QSGTTVPLVSSV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13448 


43816 


A 


13528 


273 


688 


SHPFFSTDWSTDTGVRSKS1WC 
HRNCRW/RVAVVKLLHLPKVI1 
VFWLASWMMSRWLHYPDWVT 
11AQQVLMNVGSVMPADCRMN 
LLEIFLRWLMRKIFTTGLRSFGL 
VKQKKSP1RMPCVYTNPCVSIV 
SRMGQASSL 


13449 


43817 


B 


13529 


1 


1053 




13450 


43818 


B 


13530 


1 


1869 




13451 












EDLSDTGVRSKS1WCHRNCRW/ 

RVAVVKLLHLPKVIIVFWLASW 

MMSRWLHYPDWVTIIAQQVL 

MNVVSVMQADCRMNLLEIFLR 

WLMRK.IFHSSLEDPRNWHL 


13452 


43820 


B 


13532 


148 


334 




13453 


43821 


A 


13533 


2 


147 


TSMDKGLQGALKKKI*DL*KK* 
LMCNIPVDKWITPREVFSGIVCK 
QNI 


13454 


4 j 822 


A 


13534 


151 


325 


KA1CHNTFSKPSMDKGL/LRRS 
K K.EGFKT Y KKNI YKN I P V DK WI 
TPREVFSGIVCKQNI 


13455 


43823 


A 


13535 


283 


406 


HRTK1SIVPEGIFKSFSLPLAG1M 
TEQYFL*TLHRLLRLIM 


13456 


43824 


B 


13536 


1 


1902 




13457 


43825 


A 


13537 


508 


1041 


LWREASKDIRQALKSFAGKEV 
VFYRPEEDAGDEKGYESFPW/C 
YQIAWHSPSRGLYSVHINPYLIP 
FFIGLQNRFTQFRLSETKEITNP 
YAMRLYESLCQYRKPDGSGIVS 
LKIDWIIERYQLPQSYQRMPDF 
RRRFLQVCVNErNSRTPMRLSYI 
EKKKGRQTTH1VFSFRDITSMTT 


13458 


43826 


A 


13538 


1 


1422 




13459 


43827 


B 


13539 


1 


1002 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13460 


43828 


A 


13540 




160 


MVLIVAATVVVVVVVGLCWM 

AKSECRSAMRLSSLQVRIFTYLl 

GREAAFADNLKWMACANKES 

ALLDRFIFLILLLCKEPWECHCL 

PLFK.VAMPSKCDIPVICAHINIG 

FTLRQLRGFGPCNIGSFEAKDS 

KNPQVRVISQKHKALRCIWFIT 

CS1CNPEFTEGALQGNKQRKRQ 

CLQWFRAKALESNEPGFEFIQD 

KLLTQSLCFFPYTFL WLTGPHPS 

GSSYTDPCSSKADVTPSSTAVQ 

EHSSALELKTKIVSPITRQQHGF 

FTQ1 STLADVQENVMEYLH VLS 

RPKVIDQEHDVVWTEAYIDSTV 

CRVKRRQLLLQQVPLTRKQQF 

LPAPYVDLDSARTRTNKQQQN 

PIIYTGSKQGSHV1LFHYGESWN 

LLRADQRL1FAKSWPRASRYQQ 

GHQDLFILRSDLPSQVFIRDKL 

MERRNRRTGRTEKAR1 WEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRVQFAMPESDA 

VAMLK.QL*QPQWWWWSW*D 

CAGWRKVNAAQPCVCLPFRFA 

SSHTSLDERLRLQT1 




43829 


— 


13541 


48 


668 




13462 


43830 


A 


13542 


1 


1278 




13463 


43831 


A 


13543 


100 


157 




13464 


43832 


A 


13544 


1 


1122 




13465 


43833 


B 


13545 


1 


1131 




13466 


43834 


A 


13546 


273 


812 


SHPFFSTDWS 1DTGVRSKS1WC 
HRNCRWESPS*SC/WHLPKVIIV 
FWLASWMMSRWLNYPDWVTII 
AQQVLMNVVSVMQADC\KRIC 
WKYFCAG*CGKIFTYQ**TWYN 
NTETSMSQKPCKMKR1/YSREE 
LAV*KMDHHSDLISLW*KLEPL 
TCRSTS H FRQKL AQGFP VSTGT 
PGFIYSAK 


13467 


43835 


B 


13547 


1 


987 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13468 


43836 


A 


13548 


246 


2065 


LVGWLDGWLDGWLIVALPFM 

Ml P WHSSIQPFTIHPFN WNFG *M 

PELCPQ1\GMDSWLAGWM/CWL 

DGWLDGW*MAKLRKPVL*PD 

KEGNEIWVDMYTVKPSGWTVR 

TFDKPRKRFIA FF1AGILFRA 1 KN 

HFLPRETLQCLPYILTGFRRGQS 

EYFSIFSNM DL ADT V M FL I V A L 

PFMMIPWHSSIQPFTIHPFNWNF 

G 


13469 


43837 


A 


13549 


2 


118 
















THGIRIGDFFCFTKRKLRKPVL* 
PDKEGN EI WVDM YT VKPSG WT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPY1LTGFRRG 
QSEYFS1FSNMDLADTVMFL 


13471 


43839 


A 


13551 


147 


417 


SSSWGRSSPQLVCG1FQTAGPQS 

LCKWNQ*VLAQTNKKTAGTSA 

DLYVPV*QL*RKAVVLPTNAP 

WRFWRTRQEWFSSRGRSGYQS 

QET 


13472 


43840 


A 


13552 


1 


2418 




13473 


43841 


B 


13553 


1 


1848 
















EWRNVCGVTGTEKVTPSAAAA 
ATASPIQVLTVLSVTSQIRAFSV 
LPVRRLRRSMSLSRJNTCVNRF 
CNPIKKGMRYGLICPL*SLLDGL 
CARLFNQGKDS 


13475 


43843 


A 


13555 


83 


440 


SLLFKCSGV1VLRRPLGYRQVM 
N VTRRCLLRTH WMI SSLLF Y * L 
VNRHRRSVEEYLVSYTLPMGV 
AVVKLLHLPKNFVSLITPRGRL 
EKERAFLFQHMRSISTGLKIFV 
MHTSCPMVVC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13476 


43844 


A 


13556 


1337 


2583 


QQRR* MCQNLMTH\QNQRSGR 
SQNDF*RRRKNISERSAVYR*R 
QLYIRRQPYAERPSVHVEDKGH 
KYLVFEANTGTENGYQGEESLF 
NKAYYGGGTNFFRKESQKLQQ 
S AKKRD A EL ANG ALG IIELNND 
YTLKKVMKPLITSNTVFIRDKL 
M E RRNRRTG RTEKA RI WE VTD 
RTVRTWIGEAVAAAAADGVTF 
SVPVTPHTFRHSYAMHMLYAG 
IPLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRIRKSDGTLQEH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIK.RAHSPS 
RGLYSVHINPYL1PFFIGLQNRF 
TQFRLSETKE1TNPYAMRVTNP 
CVSIVCVNErNSRTPMRLSYIEK 
KKGRQTTHIVFSFRDITSMTTG 




^g^g 





















3^26 


T5T7 


SGLLPIKVAFTKPQFLFILLR1W* 
AKYVHQARTL*DQRF*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH 


13479 


43847 


B 


13559 


1 


3822 




13480 


43848 


A 


13560 


848 


1476 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFEL1PSIVIF 

EPRESVNKYHLPF1LKTFARS1SS 

VTVFEV1SGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGC1IAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


13481 


43849 


A 


13561 


1 


2196 
















SGLLPIKVAFTKPQFLFILLRIW* 
AKYVHQARTL*DQRS*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH*SCRYPS*ARCQ*LTG 
QIVHRGEKKEQQLI 


13483 


43851 


A 


13563 






IRC FT YSPAPG YFPRFRA VIIKLC 
NGDSLRHFMTSVYALQEAAAE 
VRHTLVTLRQLVTLYDPVDFQ 
RDDA*AIRAYDTDTGIRINAWH 
TDW 


13484 


43852 


A 


13564 


1708 


3198 




13485 


43853 


A 


13565 


1 


1401 




13486 


43854 


A 


13566 


1214 


1357 


NKINMFIAALFTIAKT\WNQPK\ 
CPTMIDWIKKRGSSRVASSSSPT 
RTR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13487 


43855 


A 


13567 


3363 


3852 


SHPFFSTDWSSDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASWMMSRWLHYPDWVT 
IIAQQVLMNVVSVMQADCRMN 
LLEIFLRWLMRKIFHVRLLPAV 
STPPNCLNQLLLFFLTPVNYLPG 
QGFAGFRNPPSNRIFACWGKPA 
WT ACCN SLRARR 


13488 


43856 


B 


13568 


350 


742 




13489 


43857 


A 


13569 


248 


599 


HRDSYK.RMAYGLVISVVSLSR 
KLRKP V L* PDKEGNEI WV DM Y 
TVKPSGWTVRTFDKPRKRFIAF 
FIAGILFRA1KNHFLPRETLQCLP 
Y1LTGFRRGQSEYFSIFSNMDLA 
DTVMFL 


13490 


43858 


B 


13570 


1 


2148 




13491 


43859 


A 


13571 


3064 


5069 


RSDPDENCC*TGH*STLFNWC\ 

WRNALSIWEPVCNElFYRLIKPR 

WE1RWGKRAPVIPKHTLNTQPV 

EDTSLSTPAAPMVDSL1ARVGV 

MARGN A ITLPVCG RDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIEIADGSRRRKAA 

ALTESDYRVLVGELDDEQMAA 

LSRLGNDYRPTSAYERGQRYAS 

RLQNEFAGN1SALADAENISRKI 

ITRCINTAKLPKSVVALFSHPRQ 

APCMKSNNALIVILGTVTLDAV 

GIGLVMPDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIKPT 

CWPGLDI1PSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDV1VIDSAPNLGIGTINVV 

CAAHALIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWIEEQIS 

DAWGSMVLKNVHAIVTGDAV 

GMDDIPQEARQYRHNQAYAYS 

IQGDGAEDDDERIVRFHTRVTV 

DSDTLASDAARLTCRHGLGNQ 

RNGGVLIEDKFECFFSLTAVFA 

TRAYYAVYHLTGARHSDIVVA 

HGYAGCNVRFVALLGTNTTLE 

TYLSNQGSNGFSCLHFGEDVGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13492 


43860 


A 


13572 


1408 


5578 


CSHLLI1QLANQNT1ITFGKCSSF 
TTATP1GNFYDTRYSSTERRCLL 
TSQ* KRRDEIIQCVLSKQL\RAR 
SLPDPTRKVFSTLSPRSTFRVNF 
TSRPHTGKVWAFREPFLLPPHL 
RKPDTDTGYLYKRMAYGSVIS/ 
ICFTKPKLRKPVL*PDKEGNEIW 
VDMYTVKPSGWTVRTFDKPRK 
RFIAFFIAGILFRAIKNHFLPRET 
LQCLPYILTGFRRGQSEYFSIFS 
NMDLADTVMFL 


13493 


43861 


A 


13573 


2678 


2884 


SAPLQRNTARRFLLFLKACSNR 
FC YR\WRH MTAIPSYNRSKLREI 
KGGLYHMGIFRRFLASKETPTF 
CY 


13494 


43862 


B 


13574 




7903 




13495 


43863 


A 


13575 


1 


880 










13576 




996 




13497 


43865 


A 


13577 


763 


778 


NRCEPPV*GTRFSQQLLLALKA 
TLL1EELYALTVHSWRPKW 


13498 


43866 


A 


13578 


2 


254 




13499 


43867 


A 


13579 


1 


2358 




13500 


43868 


A 


13580 


206 


382 




13501 


43869 


C 


13581 


1 


1137 




13502 


43870 


A 


13582 


79 


906 




13503 


43871 


A 


13583 


2 


383 


SPPE V VRLG Y HPPRHG HQ\HLF 
ASCRK.GDVGRVRPTRPDPGSD 
LLPAQVPAGAARRGGTMPACV 
GTRSWYSTFWPMEPAARPTPS 
MVSAASMGH*VTPSAGLYAITS 
RSRLPAGGGITMTTSCSGF 


13504 


43872 


A 


13584 


1 


1092 




13505 


43873 


A 


13585 


173 


262 




13506 


43874 


A 


13586 


898 


1391 


QLG1LRVN LLGIDLRVTGHQA A 
PPLH LLDLLQMH/SSPPCRPQ* A 
TSSPPPSLRCRAPHR* SLAAP* A 
PPPRPSLSAGSPHRKGPPGPAPT 
GSWSSGNQAGLPCCLGWASVF 
LCPSHLPPPHLPQSSASLAFHRV 
KHLIHLHNSVIDKMKYQLKFLC 
LLGEYLSV 


13507 


43875 


A 


13587 


1 


960 




13508 


43876 


A 


13588 


1318 


1369 


RDFHPK*HTIGIQYIWQQLEINQ 
CDTSLSMVLP\R*RDFHPKSHLL 
PGAAQIQ 


135Q9 


43877 


— 


13589 


212 


385 




13510 


43878 


A 


13590 


377 


505 




13511 


43879 


A 


13591 


69 


193 


CSLRSLAQMLPFYPRRSLCLSCS 
L* *PHCCLWLAALRSESK 


13512 


43880 


A 


13592 


1 


230 




13513 


43881 


A 


13593 


2 


341 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


135]4 


438g2 


^= 


13594 




2421 




13515 


43883 


A 


13595 




623 




13516 


43884 


A 


13596 




906 




13517 


43885 


A 


13597 




568 




13518 


43886 


A 


13598 


107 


199 




13519 


43887 


A 


13599 


42 


328 


GGASGVCSF*CSE/LSSFWWVR 
GLAGSGVK.LQTFATQEPSWLH 
PVDPVPGLQVELPASPAPCART 
PQPLGGRWDSAPWSRGRRSSG 
AHG1DVALLP 












124 


IWILWFFVSLT*RSRGPSQ*VLQ 
LIKAPHVDLLVVTFGC 


13521 


43889 


— 


73601 


827 


973 


IHQSALCPLKFYTSLTHPVISLV 
VETLVWW*YLKM*KKLWSWI 
RGRG 


L3522 - 


43890 


— 


13602 


2 


503 




13523 — 


43891 


— 


— 








13S24 


43891 


— 




T~ 


411 




13525 


43893 


A 


13605 


i 


1554 












-J 


363 




13527 


43895 




13607 




966 








— 




932 






13529 


43897 


A 


13609 


146 


323 




13530 


43898 


A 


13610 




1827 




13531 


43899 


A 


13611 


2 


412 




13532 


43900 


A 


13612 




2238 




13533 


43901 


A 


13613 


2 


411 


G ATDCVCY YTVGFN DTKTSA L 

HMVVGDSLAMDVSSVHIINSTL 

LRYSVTLLGYGFYGDI1KDSDK 

KRRLGLARYDFLCIKTFFSHH* 

YEGTVTFLPAQHTVGSPRDRKP 

CRAGCFVCRQSKQQLEEEQKT 

ALYGLEL 


13534 


43902 


A 


13614 




2185 




13535 


43903 


A 


13615 


206 


1568 




13536 


43904 


A 


13616 


165 


417 


TWDYIRPNE*YM*MAKKKMP 
MD\ V WCNG KN WRP AG\EF VDD 
GYTETHFSIGNHDCYIKAVSSGK 
RKEGIIHTLIVDNREIPEIAS 


13537 


43905 


A 


13617 


463 


837 




13538 


43906 


A 


13618 


1 


765 




13539 


43907 


A 


13619 




510 


AGVHKIEFEHGTTSGKRVVYV 
DG KEEIRKE WMF KL VGKETF\ Y 
VG AAKTKATINID AI SGFA YEY 
TLEiNGKSLKKYMEDRSKTTNT 
WVLHMDGENFRIVLEKDAMD 
VWCH\GK.KIRRPAGEFVDDGTE 
TPLQYPGPMTC YI KAV\SSG\KR 
KEGIIHTL1VDNRE1PEIAS 


13540 


43908 


A 


13620 


342 


585 




13541 


43909 


A 


13621 


1 


1119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










6ib 








4l9lT 




T3II2I 




9~nr 


G WRKY LQG A ADMG I AEGGG S 
VWSSWASSSLISVPVR*LCESTQ 
RSAPGWPPLTGGSCSESVALWL 
CVNDFEFQMRLMPSRDSEPAC 


]3544 


43912 


— 


13624 


179 


682 






43913 


- — 
— 


T3625 








13546 


43914 




13626 


5~6 


8669 






43915 


- — 


2? 


42 


2^ 






— — 


— 


73628 


7 








]3549 


43917 


— 


73629 




571 






43918 







^ 


867 






43919 


— 


73631 


-j 


2238 




]3552 


43920 


— 


73632 


— 


396" 




13553 


43921 


A 


13633 




3940 




13554 


43922 


A 


13634 


554 


619 




13555 


43923 


A 


13635 




1359 




13556 


43924 


C 


13636 


208 


359 




13557 


43925 


A 


13637 


2 


513 


PSH DHSKLGTRASGK V 1 LHGEH 
AAVHGKVALAVSLNLRTFLRL 
QPHSNGKGDLSLPNIGIKRAWD 
VARLQSLDTSFL/RWTKEDLELI 
NKWAFQGERM1HGNPSGVDNA 
VSTWGGALRYHQGKISSLKRSP 
ALQILLTSTRG\PRNIRALVGGG 
RNRL\LEVPDMGGPLLLSW 


13558 


43926 


A 


13638 


3 


1331 


RVDDFVGELLRLRRGGAADVE 
AAAAAGFPGAMLSQVLLVSAP 
GKVILHGEHAVVHGKVALAVS 
LNLRTFLRLQPHSNGKVDLNLP 
NIGIMRAWDVARLHSLDTSFLG 
ECKEEKPEQG DVTTPTSEQVEK 
LKEVAGLPDDCAVTERLAVLA 
FLYLYLSICRKQRALPSL\DIVV 
WSELPPGAGVLGSSAAYSVCLA 
AALLTVCEEIPNPLKDGD\CVN 
R\WTKED\LELINK\WAF\QGER 
MIHGNP\SG V\DN A VQH LGEG A 
LRLPSRGRFSFL* RGSPVFQI/LG 
LTNTKVPSAITRALVAGVRNRL 
LKFPEIVAPLLTSIDAISLECERV 
LGEMGEAPAPEQYLVLEELIDM 
NQHHLNALGVGHASLDQLCQV 
TRARGLHSKLTGAGGGGCG1TL 
LKPGLEQPEVEATKQALTSCGF 
DCLETSIGAPGVSIHSATSLDSR 


13559 


43927 


A 


13639 


1 


950 




13560 


43928 


A 


13640 


1 


1653 




13561 


43929 


A 


13641 


1 


2601 




13562 


43930 


A 


13642 


2 


513 




13563 


43931 


A 


13643 


47 


367 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


[3564 


43932 




13644 


— = 




633 




^ 565 


43931 


— 


13645 




1110 






^ 


— 




— 








43935 




13647 


1 


855 






— — 


— 


m^i — 


3 








— — 


— 







23(J 






13938 


— 


13650 


2 


606 


AEFDLCCSPCRRRLLGREEAGE 














PPTQPVTHVI PtPRQPPPPVlV/TFA 
tLr 1 c>r V lv^ t Ll^rKoriLCt^rvlvir/V 














CAKLA\CTP\SLIRAGSRVAYRPI 














SASVLSRPEASRTGEGSTVFNG 














A\QNGVSQ\LIPKGSFKTSAISKK 














TLDTA\AKFIGVAGAGNS*GVG 














WFLVAGIGVTVFWASLIHWVM 














ARKPFRWKQQL\FSY\AILGICL 














VLKAMGSPFVLMVAFLILFAHV 














TEITA 







- — 


P65l 


— 


2320" 






43940 


— 


T3652 


224 


640 






— — — 


- — 


— — 





Tyj 






43942 


— 


13654 


— 

- 


783 






43943 


- — 


|365g 




478" 


SSAGREPDPSDLPRRLCFTHRLP 














AARRWVQLCVHASPEPGGQGV 














CPGRSERMVIRVFIASSSGFVAI 














KKKQQDVVRFLEANKIEFEEVD 














ITMSEEQRQWMYK'NVPPDKKP 














TQGNPLPPQ1F\NGDRYCGDYD 














RLFESKESNTVFSFLGLKPRLAS 
















]3g76 


43944 


— 


T3656 





428 


CRDGKDVVSLVRATVWALSKR 














KLQPTRA/ALTPTPSAVNKIKQF 














LKDKPELVDVKVGVRTRGCNG 














LSYTVEYTKTKGNSDEVIQDEA 














RVF1EKKAQLTPLGTEMDYVED 














KLSSE/FMFNNPTTCGCGAPGK 














LVETLGLTEEIM 




— — 


- — 


T3657 


- 


T3t7 




— 





- — 








-— 






43947 


— 


73659 





452 


REAEAADLRSEAPGRRDGEDV 














GFLSSGQLSGLCSKRKLQPTRA 














A LTLTPS A VNKIKQLL KE * P * AC 














R\LKVGVRTRGCNGLSYTLEYT 














KTKGDSDEEVIQDGVRVFIEKAK 














AQLTLL*TEMDYVEDKLSKGV 














GVHASPNIKGTCGCGESFNl 




43948 


— 


-— 


- 


763 






43949 


- — 


"T661 


■j 


— 




13582 


43950 


A 


13662 


738 


1022 


GQHHPETKAWQRHNKKREF*T 














NILDEII*CKNPH*NTGKPNPAT 














HQKAYPP* SSGLHP WDARLVQ 














HTKINKCNPAYKQNQRQKPHD 














YLNRCRKGL 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13583 


43951 


A 


13663 


2 




516 


QKIDLPEYQGEPDEIS1QKCQEA 
VRQVQGPVLVEDTCLCFNALG 
GLPGPYIK\WFLEKLKP\EGLHQ 
FLAGVEGKS\AYALCTFALSTG 
DPSQPVRLFRGRTSGRJWAPRA 
CQDFGWD\PCFQPDGYEQTYAE 
MPKAEKN A V\SHR FR A\LLEVLQ 
EYFGKFGQLDFCKLEAGPFR 




43952 


A~~ 


13664 




227 

— 




- 


— — 


— 


13665 











43954 


— 


13666 


234 


510 






— — 


— — 


13667 





402 






43956 


— 


73668 


— 


1544 




13589 


43957 


A 


13669 


1 


603 




13590 


43958 


B 


13670 


1 


1527 




13591 


43959 


A 


13671 


1 


1179 








^— 











13593 


4l?6T 






100 


374 


K.HISPALKALELPFERNLII/PLQ 
LLKVRILK.EGEML/DI*HWFL** 
GMGTVQKGMPHKCYIIGKTGR 
VYNVTQHAVGIVVNKQVK*VV 


13594 


43962 


A 


13674 


1 


1035 




13595 


43963 


A 


13675 


2 


564 


GPFGRNRHLPVIRQNDGPQRGK 
RRGTPKYVF*/RPFRK\HGGGPL 
GPPYM\RJ\YRKGD1VD\1KGMG\ 
TVQNGMPH\KCYHGKTGRVYN 
VTQHAV\GIVVNK\QVKGKILA 
K\R1NVRIEHI\KHSKSPR*ASLK/ 
RVLKENDQEKERSPKKKGTWG 
SNLKRHPAPPQKKHTL*RTNGK 
EPEL\LEPIPYEFHGHN 


13596 


43964 


B 


13676 


68 


391 




13597 


43965 


A 


13677 


1 


404 


PTRT WTRGR1 PRLS A PPSRG AR 

GTMADPRVRQIKIKTGVWKRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDGENYDIKKQAEIL\QESR 

MMIPDCQRRLEAAYLDLQRILE 

NEKDLE\EAEEYKEARLVLDSV 

KLEA 


13598 


43966 


A 


13678 


1 


436 


LLLACRSMDCYLAIVHATRTLT 
QQRHLVKFICLGLRNLFLLLSL 
R1LLFRRTFYPSNVSPVCYEDM 
GNNTANWWMLLRILPQSFGFIV 
PL/LIM LFCYRFTLHTLFKAHMG 
QKHWTMWVIFADVLIILLCWL 
PYNLVLLADTIMGT 


13599 


43967 


A 


13679 


1 


705 




13600 


43968 


A 


13680 


292 


1489 




13601 


43969 


A 


13681 


434 


1205 




13602 


43970 


A 


13682 




390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13603 


43971 


A 


13683 


21 


479 


TYPEAWKL YYRSR* SRDLRKY 

HAHSVSP*QDQRYTS*K1LKCD 

EHIQKLGSCITDPGNRETSGNT 

MHTVFHRDKTKDTHPESCCSSE 

KGGQPLPWFEHRKNVPQFAEP 

TETLFGPDSGKGAKSLVELLDE 

SECTSDEEIFISQDEIQSFMANN 

QSFYSNREQYRQHLKEKFNKY 

CRLNDHKRPICSGWVDNGWEA 


13604 


43972 


B 


13684 


32 


438 




13605 


43973 


A 


13685 


533 


1226 




13606 


43974 


A 


13686 


1 


1566 




13607 


43975 


A 


13687 


215 


453 




13608 


43976 


A 


13688 




553 


RRPARAAVIKQPPAPGASQHAA 
TPTQTPLCTPARPLPPMAHVQQ 
LEGRWRLVDS\KGF**NTMKE\L 
GVTMALRKMGRNAQAQICimS 
DG*NPSPLK.TESTLKTATQFSCT/ 
LWGEKFEETTA\DGQKK.LTNCL 
STFPDGVALWQHQEWDGERKS 
TMTKKN*KDGEISWLECVMNN\ 
VTCTPDSMKK 


13609 


43977 


C 


13689 


11 


106 




13610 


43978 




13690 


3 


155 


LCELQKAIDL FTD A1KLN PRL A I 
LYAKRASVFVKLQKPNAAIRD 
CDRAIEINPDSAQPYKWRGKAH 
R*1LAWPFCMPRGPVSSSNYRS 
QMLPSETVTEPLK 


13611 


43979 


A 


13691 


1 


1732 




13612 


43980 


B 


13692 


95 


1715 




13613 


43981 


A 


13693 


1 


446 




13614 


43982 


A 


13694 


1 


786 




13615 


43983 


A 


13695 


88 


828 
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SEQID 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13616 


43984 


A 


13696 


157 


1515 


RREKMAELKY1SGFGNECSSED 

PRCPGSLPEGQNNPQVCPYNLY 

AEQLSGSAFTCPRSTNKRSWLY 

RILPSVSHKPFESIDEGHVTHNW 

D E VDPDPNQLRWKPFE I PKA SQ 

KKVDFVSGLHTLCGAGD1KSN 

NGLAIHIFLCNTSMENRCFYNS 

DGDFLIVPQKGNLLIYTEFGKM 

LVQPNEICVIQRGMRFSIDVFEE 

TRGY1LEVYGVHFELPDLGPIG 

ANGLANPRDFL1PIAWYEDRQV 

PGGYTVINKYQGKLFAAKQDV 

SPFNVVAWHGNYTPYKYNLK\ 

NFMVINSVAFDHADPSIFTVLT 

AKSVRPGVAIADFVIFPPRWGV 

ADKTSGPPYYHRVNCMKRFME 

L1RGQFEQKQGWFLPGGRG/SL 

HSTMTPHGPVDADCFEKASKVK 

LALKRIADGTMA\FMF*SSFNLA 

GPKWGLQAP\RVLDKNYPKCW 

EPLKSPFVTPNSRNPAEPN 


13617 


43985 


A 


13697 




156 




13618 


43986 


A 


13698 


8 


306 




13619 


43987 


C 


13699 




1143 




13620 


43988 


A 


13700 




1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSH I R 

LGQFLL1EDCKTPSPSSLGADA1 

AKQRKTSVSAAASVSATIPIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKDILKKIVQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAGAI1YMNMGNKL 

PIWCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

VVPNPYTLLSQIPEEAEWFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

QIT/GFCQLWIPR*SK1 


13621 


43989 


A 


13701 


188 


688 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13622 


43990 


A 


13702 


636 


2628 


SNDRTEDDCGKHPFMSSPPVTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
S F P Y QRQ YPLRPE A H K G LQDI V 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


13623 


43991 


B 


13703 


302 


619 




13624 


43992 


A 


13704 


1 


5172 




13625 


43993 


A 


13705 




2091 




13626 


43994 


A 


13706 


1 


1754 


GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPL1HVRYAEAITGRRTAPEDK 

G SLGRDMLAKAG AIIYMNMGN 

KLPI WC HLLEEG 1 Y LEV WALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCMTPILGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKER1QP1LAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSKIARPLYT 

LI KETQRANTHLVEWESEAETA 

FKTLKQALVQAPGLSLPTGQNF 

SL Y VTERAGI A LG VLTQTRGTT 

PQPVAHLSKETDVVAKGWPHC 

LRVVAAVAVLVSEAIKIIQGKD 

LIVWTTHEVNGILG/AKGSLWL 

SDKRLFRYQALCLEGLVLQIRT 

SCGSHLAVTRLWALYF 


13627 


43995 


A 


13707 


2 


887 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13628 


43996 


A 


13708 




1750 


GWAVPRPGPRGLTVATEAAAA 
AAAAAAAAISSRTRAPQAPEGR 
NRRLEKMADDIDIEAMLEAPY 
KKDENKLSSANGHEERSKKRK 
KSKSRSRSHERKRSKSKERKRS 
RDRERKKSKSRERKRSRSKERR 
RSRSRSRDRRFRGRYRSPYSGP 
KFNSA1RGKIGLPHS1KLSRRRS 
RSKSPFRKDKSPVREPIDNLTPE 
ERDARTVFCMQLA ARI RPRDLE 
EFFSTVGKVRDVRM1SDRNSRR 
SKGIAYVEFVDVSSVPLAIGLTG 
QRVLGVPIIVQA SQ AEK\N RAA 
AMANNLQKGSAGPMRLYVGSS 
HFNITEDMLRG IFEPFGRIESIQL 
MMDSETGRSKGYGFITFSDSEC 
AKKALEQLNGFELAGRPMKVG 
HVTERTDASSASSFLDSDELER 
TG\IDLGTTG\RLQLM\ARLAEG 
TG LQ1PPA AQQALQMSGSL AF\ 
GAVGRNLFCYRFAKQDFSHQT\ 
ETSALSAAASWQPLATQCFQLS 
NMFNPQTEKEVGWDTEIKDDV 
IEECNKHGGVIH1YVDKNSAQG 
NVYVKCPSIAEAIAAVNALHGR 
WFAGK.M1TAAYVPLPTYHNLF 
PDSMTATQLLVPSRR 


13629 


43997 


— 


13709 


141 


343 


LHEGLLP*RGHALLSGALHG*C 
VG SCLFSTPRCLTSSTACG YPSS 
CTPGSCTAWCPSASRRLSCWT 


13630 


43998 


A 


13710 


5 


426 


















13632 


44000 




13712 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSHICRCRS 


13633 


44001 


A 


13713 


1 


700 




13634 


44002 


A 


13714 




483 




13635 


44003 


A 


13715 


2 


361 


RRFRAGAGYVVESTGVFTTME 
KAG AH LQGG AKR VIIS APS A DT 
PMFVMGVNHEKYDNSLKIISNA 
SCTTNCLA/PPASTGAAKAVGK 
VIPELNGKLTGMAFRVPTANVS 
VVDLTCRLEKPA 


13636 


44004 


A 


13716 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NI1/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13637 


44005 


A 


13717 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDIVAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHA1TATQKTVDGPSGKL 

WRDG RG A LQN UP ASTG A AKA 

VGKVIPELANGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQA\SEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKL1SWYDNEFGYSN 

RVVDLMAHMASKE 


13638 


44006 


A 


13718 


3 


483 




13639 


44007 


A 


13719 


2 


361 


RRFRAGAGYVVESTGVFTTME 
KAGAHLQGGAKRVIISAPSADT 
PMFVMGVNHEKYDNSLKIISNA 
SCTTNCLA/PPASTGAAKAVGK 
VIPELNGKLTGMAFRVPTANVS 
VVDLTCRLEKPA 


13640 


44008 


A 


13720 


2 


249 


SADAPMFDMGVNHEKYDNSL 
Nll/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 


13641 


44009 


A 


13721 




1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDIVAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRGALQNIIPASTGAAKA 

VGKVIPELVNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQA\SEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


13642 


44010 


C 


13722 


40 


243 




13643 


44011 


A 


13723 


2 


2972 




13644 


44012 


A 


13724 


1 


602 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide locution of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13645 


44013 




13725 






MGRNQSRKAENTKNESASSPP 
KDRNSSPVREQSWTENEFDELT 
EVGFRKLVITNFSELKEHVLTD 
HKEAKNLEKS\LEVVAREISQE 
KE1KVFN*EKRKSNCPCLQMT 


13646 


44014 


A 


13726 


1 


981 




13647 


44015 


A 


13727 


1 


739 


MGRNQSRKAENSKNQSTSSPPK 
DCSSSPA REQNWTKNEFDELTE 
VGFRRSLIANFSKLKECVLTHR 
KEAKNLEKSDRENGTKLENTL 
QDIIQENFPNLARQANIQIQE1Q 
RIPQRYSLRRATPRHIIVRFTKV 
EMKEKMSRAAREKGRVTHKG 
KPIRLTADLSAENLQARREWGP 
VFNILKYNFQPR1PYPAK.LSFISG 
GEIKSFTDKQMLRDFFTTRPAL 
QELLKEALNMERNNQYKPLQK 
HAKW 


13648 


44016 


A 


13728 


1 


1277 


MKEQNGGGGREEDHKDKG1RQ 

LPSLLPSAGEAKSDKPEHHNRY 

RKEIASFEDEKRAMGVAKMAE 

QEQLQSAAPSMTNAEVGTAHG 

GRAEAGRGVDSPGKRKVLGDF 

PFLAKGSRDRLPGKAGHSLPKY 

Y AFTK VL ATGRQERN S INISKK 

VIYTKTTSTGHQHQRPKIDKTT 

KMGRNQSRKAENSKNESTSSPP 

KGHSSSPATEQSGTENDFDELT 

EVGFRRSVTTNFYELKEDVQTH 

RKEAKNLEKRLDKWLTRINSV 

EKTLSDMMELKTMARELRDTC 

SSFKSRFNQVEERVSVIEDPIY\E 

LSREDKVRDKKVRNKQSLQEI 

WDYVKRPNLRVIGVPESDGEN 

GTKLEN N4LQDIIQENFPNLARQ 

ANIQIQE IQRTPQRYS S RRATPR 

HIIVRFTKVEMKQKVLRAAREK 

GPVTHKGNSGSLS 


13649 


44017 


A 


13729 


1 


1584 




13650 


44018 


A 


13730 


493 


575 


SHLPMNPANTRSQRNPTKKKQ 
K.K.N VC/DN I RELEQQM ED AYR 
GTKRKMLPSSSSRMRSDGFDEE 
SQRYYWRPKNEISGTLEDDFLK 
AKSWNRKFYDYEANMPDRWG\ 
QVAIKSYTLKNLKQTVVISKILP 
TGRKHLPR* SHLPMNPANTRSQ 
RNPTKKKQKKNVCG 


13651 


44019 


A 


13731 


1 


655 




13652 


44020 


A 


13732 


2 


1664 




13653 


44021 


A 


13733 


1 


2364 




13654 


44022 


A 


13734 


1 


224 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


13655 


44023 


— 


73735 


T03l 

— 


75T1 ! 






44021 


- — 







8669 






44025 


— 


Tj7l7 


42 


8716 




]3658 


44021 


— 


"13738 




5046 






44027 


- — 


— — 








]3660 


44021 


— 


13740 




1561 




n661 


44029 


— 


T3741 




2046 






44Q30 


- — 


T3742 




T503" 






44031 


— 


73743 




813 






— — — 


- — 


— — 


185 

— 


735 

— 






44031 


- 


1374! 








13666 


44034 


A 


13746 




867 




13667 


44035 


B 


13747 




2325 




13668 


44036 


A 


13748 




430 




13669 


44037 


A 


13749 




867 




13670 


44038 


A 


13750 


35 


518 


CLSRRASPVYLASMSGRGKTG 
GKARAKA.KSRSSRAGLQFPVG 
RVHRLLRKGHYAERVGAGAPV 
WLAAWLEVAQPLRVLELAGN 
AA\RSN\KKTRIIPRHLQLAIRND 
EEL*KLPGLP*RIAQGSRA'LPNI 
QA\VLLPK\KTSATVG\PKAPSG 
GKKATQASQEY 




44031 


— 
- — 


T3751 




937 

— — 






44040 




TT752 












— 


73753 


— 




TJl2 




74 


4I0I2" 


— 


T§75l 




2377 






44041 


- — 


r75l 




U34 




]3676 


44044 


— 


1^756 


49 


— 




13677 


44045 


A 


13757 


47 


2603 




13678 


44046 


A 


13758 




378 




13679 


44047 


A 


13759 




696 j 








— 












44049 




T3I6T 


§82 


TTbl 


KLHPYTTRQYCHFRJ*TDVMAK 
RSRNAVKGLSALVWCALSDFA 
AGFTPDDGCTRATFFTGGWRK 
RDCRGAVAGG 


]36g2 


44050 


— 


13762 


688 


TTob" 






44051 


— 


13763 


476 


552 




[368 ^ 


44052 


B~~ 










13685 


44053 


A 


13765 


1 


198 




13686 


44054 


B 


13766 


94 


625 




13687 


44055 


A 


13767 


1 


732 




13688 


44056 


A 


13768 


1 


4443 




13689 


44057 


A 


13769 


216 


575 


PGAGDRYVGKPVSAGVTAVSC 
GVWSSMPDATLIASYQAYTSH 
VG RI RRSRRJ R/TNTARAD YPAL 
TALPFNNFRTHNRFGFNAASVL 
ASIG1GSSLICAAR1SAHSGAEH 
KPREPKAANIK 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lust 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






]3690 


44Q58 




1377Q 


1Q|8 


14g9 


KLPGQRRFVQTPSHVLHTTLSY 














PTAPAQSSYPAPLSPSQDRAPTL 














AHQTT* FS AS YTAN AQWQRV A 














ADHLKSVRETYAHVRQFSPAL 














nXTAPPm r»PI Q* AQPVPl^QflAT? 
uJNArrULyr Lo Ao^VrlvoUAK 














YSSVIRQNRRDFFRATDHMYVT 














VPTN RPKM WN P VN TQMN SFRA 


















44059 


— 


— — 


T013 


T755 


GSPGLRPGGAAGKALAPSGCT 














GNSHRAPM*PGAQAQTRPEKW 














A*QRP/HVSTGARGARVRALAA 














VAAAEAQRAGAAVRAAALHT 














RAA V S AG A AR A V VQ V VL A AR 














TREAGAAAAAQGVAQVQAES 














A T A A \\r\ AAA PVl-IPT I T\fn A t P 














TGWAVADVGRVRVCTPDTQA 














A VEA G S 1 CTCHP AHLTPQP VEP 














TRAGAFK.GPGCLTTAAS1GTRV 














PVTGPRPRDKASGGSRGRAPGA 














EAAAGGDRDRAEGSSPAL 


|36Q2 


44060 


— 


73772 




7236 








- — ■ 







456 






4lb"6l 




TPm 




219 






44oer 


- — 


T%75 


7707 


7853 

— 







— — 





— — 

U776 







QLATFFFGGGLPGGSAPWDPPG 














EACLWVLVRLPGR I VWV1QFV 














QLRSFFAPPFAHNGRASSGRVS 














VHYGIAQTAEWAAE1CGVGAR 














K1RELAAIFHQNTIMHFANGG/N 














PTRRS A V L SSMQG SLPGGC\DA 














VD1HPVA Rl VEALENPGGA YQH 














NGMNRHFPDI RFI WWAGG ANF 














TH HQDTNRLI RA WQN DS YFRK 














GRIKAKMGPKLF 


]3697 


44065 


— 


73777 


407 


661 


ANW1KWRWHRAMHSSSSMWQ 














TANSLASFISAPVTSSSACRSTL 














PATRYWCI*WRSSAIWKWVILS 






— 




- 




GPVATRJCTAT1 WIQLICN 


1369g 


44066 




73778 




2448 




n699 


77^ 


— — 


73779 


3 


1612 








— — 


13780 


^ 








44069 


— — 


13781 




"TTF 






44070 


— 


73782 


7775 


7396 






44071 


— 
— 


Jyj%2 


197 




933 

— 






44072 




73784 






IILLNSAPAWM*TFKLGPGVDV 














NYMLHTQNK 


13705 


44073 


A 


13785 


1 


855 




13706 


44074 


B 


13786 


1 


1605 




13707 


44075 


A 


13787 


1 


588 




13708 


44076 


A 


13788 


1 


2769 




13709 


44077 


A 


13789 


813 


1341 
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SEQ ID 
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SEQ ID NO: 
of peptide 
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SEQ ID NO: 
in USSN 
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Nucleotide 
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codon for peptide 


.Nucleotide location of last 
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of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13710 


44078 


B 


13790 


1 


999 




13711 


44079 


A 


13791 


1 


281 




13712 


44080 


A 


13792 


1 


1332 




13713 


44081 


A 


13793 


1 


1384 


MPITLRRSVEKEQLIE1ANTIMPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAEARYTH1DLHVPAPLLV 

MFTLDTRQSACDRNPHLPIHVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTLIHKM 

VEVNACLKQLDNKDIADYEHN 

QLMRRLRQLIAQSWHTDE1RKL 

RPSPEAIMTEQEKTSAVVEETR 

EAVDTTSQPVAT 


13714 


44082 


A 


13794 




2004 


MTQQ1TL1KDKILSDNYFTLHNI 

TYDLTRKDG E VIRHKRE V YDR 

GNGATILLYNTKKKTVVLIRQF 

RVATWVNGNESGQLIESCAGL 

LDNDEPEVC1RKEAIEETGYEV 

GEVRKLFELYMSPGGVTELIHF 

FIAEYSDNQRANARGGVEDEDI 

EVLELVQCGGQIGVPDTVLAVF 

ATGIGFLAMSVTKPR1NAQPYP 

MPWRNLAQLVEHINRTRIHRNL 

QFTDAFKRRLIDNICRKNNHGT 

HTGQSKFSGQTQQIFGE1PQVVP 

ASELAAAMKQIKELQRLLGKK 

TMENELLKEAVEYGRAKKWIA 

HAPLLPGDGERTDDWMDGRRS 

RHTDDTDVLLRIHHVIGELPTY 

GYRRVWALLRRQAELDGMPAI 

N AKRV Y Rl MRQN ALLLERKPA 

VPPSKRAHTGRVAVKESNQRW 

CSDGFEFCCDNGERLRVTFALD 

CCDRLSSRGRNAAAKRQRDDP 

LRWKFRLPSGGTKLLMPLDQQ 

APARFAPFVTCTLTILCGTGHV 

VYTILPIIYDVAIKNNIRPERPM 

AASSIGAQMGIIASPVSVAVVSL 

VAMLGNVTFDGRHLEFLDLLAI 

TIPSTLIG I LAIGIFSWFRGKDLD 

KDEEFQKFISVPENREYVYGDT 

ATLLDKKLPKSNWLAM WI FLG 

A1AV1ALLGADSDLRSSF/GGKP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
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Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13715 


44083 


A 


13795 




918 


DKTRKRRI RQ* 1PN ATSFL YQN S 

PNGLSE* LAPAGTWF AGN A PA SS 

CGFRDRYLIVCSHQTPHVPGQ1 

TVAAPDARAQA I LR1 VRQLQRF 

FHRFEG GHRQHRA KN LLLEHP 

HIVLTKQNRRFEADALQPDPA 

WQQGTLSNGLQWQVLTTPQRP 

SDRVEIRLLVNTGSLAESTQQS 

GYSHAIPRIALTQSGGLDAAQA 

RSLWQQGIDPKRPMPPVIVSYD 

TTLFNLSLPNNRNDLLKEALSY 

LANATGK.LTITPETINHALQSH 

DMVATLVFRYLKKGWWRYRL 

KGSTLLSHDPAHPLKQPVEAEK 


13716 


44084 


A 


13796 


1 


1368 


MCPIEETASSFGGKPLSMVLV1Q 

MFM LLTGALI1 1 LTKTNPA SI SK 

NEVFRSGM1AIVAVYGIAWMA 

ETMFAPACYGYY1LPTYPSDLA 

AIQFDRSGTTHIGRFVINHSFILP 

GL1GVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLRISTPR 

AKMRTAFKKDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAV1MGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATLI 

GRKN FS AEERETG KA AL VMGC 

VGVTEGAIPFAAADPLR/PSFGG 

KPLSMVLVIQMFMLLTGALIIIL 

TKTN PA S 1 SK.NE VFRSG M 1 A 1 V A 

VYGIAWMAETMFAPACYGYYI 

LPTYPSDLAA1QFDRSGTTHIGR 

FVINHSFILPGLIGVSVSCVFGWI 

FAAI KRDAA AGRAKENVIFHHF 

PFQSVKADIATNPFKRPGGAFIR 

1TQTFRTVQTFRLSAYRLDFAG 

D R L RJ STPRA KMRT AFKK DH L R 

QRRRCIRQRAPPARHNLVGAV 

ALPATVAGVNFTFSN VPLDSS V 

LSSLLTDFSTAVGSIVMLAVIM 

GLMLAFDMGGPVNKVAYAFM 

LICVAQGVYTVVAIAAVGICIPP 

LGMGLATLIGRKNFSAEERETG 


13717 


44085 


A 


13797 


3 


2185 




13718 


44086 


A 


13798 


1 


920 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


)3719 


44Q87 


= 


13799 


251 


479 


TQRVDWRSRSSISPGDGLHAFP 
AFGKEGGKMLDRLRERRDVKT 
LQQSGSAAGAEFALAGAHPHT 
GTTA*IQQAINV 




44088 


— 


13801) 





939 




13721 


44089 


A 


13801 


1 


386 




13722 


44090 


A 


13802 




524 




13723 


^q^2 


A 


13803 




548 










m^i — 


67 


1 144 




™ri5 


44093 


~— 




811 


974 


VSRR1KLDVTEEFARAGDNKRC 
ICQ*RHGLAERDIARLLVE1VV1 
WCDIGVIQA 


13726 


44094 


A 


13806 


1164 


1262 




13727 


44095 


A 


13807 


2 


894 




13728 


44096 


A 


13808 


1 


1587 


MVKEGTFREDLFYRLNVIHLIL 

PPLRDRREDISLLANHFLQKFSS 

ENQRDIIDIDPMAMSLLTAWSW 

PGN1RELSNVIERAVVMNSGPII 

FSEDLPPQIRQPVCNAGEVKTA 

PVGERNLKEEIKRVEKR1IMEVL 

EQQEGNRTRTALMLGISRRAL 

MYKLQEYDATGFFRDGMTIMV 

GGFMG IGTPSRL VEALLESG VR 

DLTL1ANDTAFVDTGIGPLIVNG 

RVRKV1ASH1GTNPETGRRMISG 

EMDVVLVPQGTLIEQIRCGGAG 

LGGFLNPTGVGTVVEERQTSID 

TSTRKRPFELGRPSRNNDKGIRP 

\DQALDRKNIRE/ALHDSLKRLQ 

TDYLDLYQVHWPLRPFYCFGK 

LGYSWTDSAPAVSQLDTLDAL 

AEYQRAGK1RYIGVSNETAFGV 

MRYLHLAD1CHDLPRIVTIQNPY 

SLLNRSFEVGLAEVSQYEGVEL 

LAYSCLGFGTLTGKYLNGAKP 

AGARNTLFSRFTRYSGEQTQKA 

VAAYVDIARRHGLDPAQMALA 

FVRRQPFVASTL\LGATTMDQL 


13729 


44097 


A 


13809 


1 


618 
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